00000016173
00000004239
00000006651
00000006652
00000006653

00000006654

00000006655
00000006656
00000006657
00000006658
00000006659
00000006660
00000006661
00000006662
00000006663
00000006664

00000006665
00000006666

00000006667
00000006668

00000006669
00000006670
00000006671
00000006672
00000006673
00000006674
00000006675
00000006676
00000006677
00000006678

00000006679
00000006680
00000006681
00000006682
00000006683

00000006684
00000006685

00000006686
00000006687
00000006688
00000006689
00000006690
00000006691
00000000344
00000006693
00000006694
00000006695
00000006696
00000006697
00000000348
00000006699
00000006700
00000006701

00000006702
00000006703
00000006704
00000006705
00000006706
00000006707
00000006708
00000006709
00000006710
00000006711
00000006712
00000006713
00000006714
00000006715

02-001
02-002

02-003

02-004
02-005
02-006
02-007
02-009
02-010
02-011
02-012
02-013
02-014

02-015
02-021

02-025
02-027

02-029
02-031
02-032
02-033
02-034
02-036
02-037
02-038
02-041
02-042

02-043
02-047
02-048
02-049
02-054

02-055
02-056

02-057
02-058
02-059
02-060

03-001
03-002
03-003
03-004
03-005
03-007
03-008
03-010
03-011
03-013
03-015

03-016
03-018
03-019
03-020

06-001
06-002
06-003
06-004
06-005
06-006
06-007
06-008
06-009

AHanmu3bl

JlabopaTtopun

Helix

02.

03.

06.

O6LLEeKNMHMYECKE UcCneaoBaHns

(HELIX) AHanus kana Ha CKpbITYt KPOBb

(HELIX) AHanu3 mo4mn no HeunnopeHko

(HELIX) Mukpockonmyeckoe uccrnegoBaHue oTAeNseMoro MoYenoioBbIX OpraHoB
XEHLUMH (Mukpodnopa), 3 nokanusaumm

(HELIX) Mukpockonuuyeckoe nccrnenoBaHue cekpeTta npeactatenbHON xenesbl
(Mykpodbnopa)

(HELIX) KnuHnyeckuin aHanusa kposu (C nevkountapHon hopmyrnom)

(HELIX) Obwumin aHanm3 Mo4n ¢ MUKPOCKOMUEN

(HELIX) CkopocTb ocegaHus aputpouutoB (CODI)

(HELIX) Konporpamma

(HELIX) AHanu3 kana Ha siiua renibM/VHTOB

(HELIX) Mpob6a Pebepra (knMpeHc aHAOreHHOro KpeaTuHUHa)

(HELIX) AHanu3 kana Ha UMCTbl NPOCTENLUNX

(HELIX) 3HTepoburos (MeTog PabuHoBuya)

(HELIX) O6wwmin ananun3a kposu (6e3 nenkouutapHon dopmynbl n COJI)

(HELIX) Mukpockonuyeckoe uccrieqoBaHme 0T4ensieMoro Mo4enornoBbIX OpraHoB
MYXY4MH (MyKpodbiopa)

(HELIX) Obwumin aHanm3 MOKpOTbI

(HELIX) INenkoumTapHas dopmyna (C MUKPOCKONMen Maska KpoBY Npu BbISBNEHWUN
NaToNnorMyeckux N3MeHeH)

(HELIX) PeTtukynouunTbl

(HELIX) KnuHnyeckuii aHanua KpoBu: o6LWmMI aHanuns, nenkounTtapHasi popmyna, CO9
(c MyKpockonuer Maska KpOoBW Npu BbISIBIIEHUW MATONOMMYECKNX N3MEHEHWIA)
(HELIX) ConepxaHue yrneBodoB B kane

(HELIX) Mpob6a CynkoBuya

(HELIX) Mukpockonuuyeckoe uccrieqoBaHue mMaska Co CrmM3ncTon 060oroYkm Hoca
(HELIX) Mukpockonuyeckoe nccrnefosaHve Ha Hanmuune kneten poga Demodex
(HELIX) BasodunrnbHas 3epHUCTOCTb 3pMTPOLIMTOB

(HELIX) Tenbua NenHua

(HELIX) CxpbiTas kpoBb B Kane, konuyectseHHo (metog FOB Gold)

(HELIX) KnuHnyecknin aHanusa KpoBm C MUKPOCKOMUEN NeNKoLMTapHON hopmyrbl
(HELIX) NenkoumTapHas dopmyna (c o6s3aTenbHON MUKPOCKONNEN Ma3ka KpoBW)
(HELIX) KnuHunyecknin aHanusa kposu: obLwimin aHanus, nemkoumTapHasi oopmyna, CO9
(c 0bs13aTENBHON MUKPOCKOMNMWE Ma3ka KpoBM)

(HELIX) Obwumit aHanm3 Mo ¢ MUKPOCKONMUEN (pe3yrbTaT Mo NonsiM 3peHust)
(HELIX) AHanu3 kana Ha ckpbiTyto kpoBb (ColonView)

(HELIX) Mukpockonuyeckoe nccnefoBaHne CMHOBUANbHOW XUAKOCTH

(HELIX) PeHTreHoda3oBbI aHan“3 MoO4eBOro KamMmHs

(HELIX) OnpepeneHve xMMmn4yeckoro coctaBa MOYEBOro KaMHsS METOAO0M
MHpPaKpacHOW CNeKTPOCKOMUn

(HELIX) AHanu3 kana Ha siviua v NIMYUHKN reNibMUHTOB, MPOCTENLLNE U UX LUCTHI
(HELIX) Mukpockonuyeckoe nccrnenoBaHve oTAeNseMoro Mo4YenosioBbIX OpraHoB
XXEHLUMH (MrKpodpnopa), 2 nokanusauum

(HELIX) Kap6okcureMornobuH 1 MeTremMorniobuH B KpoBum

(HELIX) Kap6okcrremornobuH B kpoBu

(HELIX) MeTremornobuH B kpoBwu

["emocTasnonorus n nsoceponorvs

(HELIX) D-gumep (O-anmep)

(HELIX) AHTUTPOMOGMH 11

(HELIX) AkTBUpOBaHHOE YacTuyHoe TpombonnactuHosoe Bpems (AYTB)
(HELIX) BonyaHO4HbI aHTUKOArynsHT

(HELIX) 'pynna kpoen ABO

(HELIX) Koarynorpamma Ne1 (npoTpom6uH (no Kesuky), MHO)

(HELIX) Pesyc-daktop

(HELIX) TpombruHoBOE Bpems

(HELIX) ®nbpunHoreH

(HELIX) 3pnTponoaTuH

(HELIX) Koarynorpamma Ne2 (npotpomb6uH (no Keuky), MHO, dubpuHoreH)
(HELIX) Koarynorpamma Ne3 (npotpom6uH (no Kesuky), MHO, cdonbpuHoreH, ATIII,
AYTB, D-gumep)

(HELIX) MpoTeunH C

(HELIX) MpoTeunH S cBoboaHbIN

(HELIX) Mna3muHoreH, % akTuBHOCTU

Buoxumunueckne nccnepoeanust

(HELIX) Beta-CrossLaps (Mapkep KOoCTHOM pe3opbunn)

HELIX) N-OcTeokanbuuH (Mapkep KOCTHOrO peMOAENMPOBaHNS)

HELIX) AnaHnHamunHoTpaHcdepasa (AJT)

HELIX) AnbOymuH B CbIBOPOTKE

HELIX) Amunasa obLias B cbiBOpOTKE

HELIX) Amunasa naHkpeaTtuyeckas

HELIX) AHTucTpenTtonuaud O

HELIX) AnonunonpoTtenH B

HELIX) AnonunonpotenH A 1

—_ e~~~ —~ —~

Crpanuna 1

330,00
330,00

550,00

400,00
400,00
300,00
280,00
600,00
330,00
250,00
320,00
440,00
210,00

440,00
580,00

210,00
220,00

450,00
590,00
170,00
510,00
350,00
420,00
270,00
1600,00
610,00
330,00

450,00
350,00
1320,00
690,00
4 620,00

4 400,00
990,00

470,00
1100,00
720,00
720,00

990,00
360,00
240,00
860,00
330,00
250,00
330,00
250,00
290,00
830,00
500,00

1650,00
3 300,00
3 190,00
1 600,00

940,00
750,00
220,00
250,00
270,00
330,00
400,00
720,00
720,00



00000006716
00000006717
00000006718
00000006719
00000006720
00000006721
00000006722
00000006723
00000006724
00000006725
00000006726
00000006727
00000006728
00000006729
00000006730
00000006731
00000006732
00000000369
00000006734
00000006735
00000006736
00000006737
00000006738
00000006739
00000012792
00000000377
00000006742
00000006743
00000006744
00000000187
00000000206
00000000209
00000006748
00000006749
00000006750
00000006751
00000006752
00000006753
00000006754
00000006755
00000006756
00000006757
00000006758
00000006759
00000006760
00000006761
00000006762
00000006763
00000006764
00000006765
00000006766
00000006767
00000006768
00000006769
00000006770
00000006771
00000006772
00000006773
00000006774
00000006775
00000006776
00000006777
00000006778
00000006779
00000006780
00000006781
00000006782
00000006783
00000006784
00000006785
00000006786
00000006787
00000006788
00000006789
00000006790
00000006791
00000006792

06-010
06-011
06-012
06-013
06-014
06-015
06-016
06-017
06-018
06-019
06-020
06-021
06-022
06-023
06-024
06-025
06-026
06-027
06-028
06-029
06-031
06-033
06-034
06-035
06-036
06-037
06-038
06-039
06-040
06-041
06-042
06-043
06-045
06-046
06-047
06-048
06-049
06-050
06-051
06-053
06-054
06-055
06-056
06-057
06-058
06-059
06-060
06-061
06-062
06-064
06-065
06-066
06-067
06-068
06-069
06-071
06-075
06-076
06-077
06-078
06-079
06-080
06-082
06-083
06-084
06-085
06-086
06-087
06-088
06-089
06-090
06-091
06-092
06-093
06-094
06-095
06-096

AHanmu3bl

(HELIX) AcnaptaTtammHoTpaHcdepasa (ACT)
(HELIX) BenkoBble dpakumm B CbIBOPOTKE
(HELIX) ButamuH B12 (unaHokobanamuH)
(HELIX) Namma-rniotamuntpaHcnenTtuaasa (ramma-I )
(HELIX) I'mukmpoBaHHbI remornobuH (HbA1c)
(HELIX) 'ntokosa B nnasme
(HELIX) NomoumnctenH

(HELIX) >Kene3o B cbiBOopoTKe
(HELIX) >Kene3ocBs3biBatoLLas CMOCOGHOCTb CbIBOPOTKM
(HELIX) Kanun, HaTpuii, Xrop B CbIBOPOTKE
(HELIX) Kanbuuii B cbiBOpOTKE
(HELIX) KpeatuHuH B cbiBopoTke (C onpeaeneHnem CKO)
(HELIX) KpeatuHkmHasa obLuas
(HELIX) KpeatuHkmHasa MB
(HELIX) NakTaTt

(HELIX) NaktataerngporeHasa (J14I) obwas
(HELIX) NakTatgerngporerasa 1, 2 (NAr 1, 2 dpakumn)
(HELIX) Ilnnasa

(HELIX) XonecTtepon — JlnnonpoTtenHbl Bbicokow nnoTtHocTu (JIMBIT)
(HELIX) Xonectepon - JlunonpoTtenHbl HU3kon nnotHocTu (JMNHIT)
(HELIX) MarHuii B cbiBOpoTKe
(HELIX) MoueBas kucnota B CbIBOPOTKE
(HELIX) Mo4yeBurHa B CbiBOpOTKE
(HELIX) Bernok obwuii B CbIBOPOTKE
(HELIX) Bunupy6uH obui
(HELIX) Brunupy6uH npsimon
(HELIX) Benok obwwuii B Moye
(HELIX) C-nentng B CbIBOPOTKE
(HELIX) TpaHcdeppuH

(HELIX) Tpurnuuepugpl

(HELIX) ®eppuTuH

(HELIX) ButamuH B9 (donueBas kucnota)
(HELIX) ®ocdpaTasa wenovHas obwas
(HELIX) ®ocdop B cbiBOpOTKE
(HELIX) ®pykTosamuH

(HELIX) XonecTtepon obwwmn
(HELIX) XonuHacTepasa B CbIBOPOTKE
(HELIX) C-peakTuBHbI 6eMok, KONMMYECTBEHHO (BbICOKOYYBCTBUTENbHbIA METOA)
(HELIX) KanbLuit MOHU3MPOBaHHbIN
(HELIX) Amynasa obLias B CyTOYHOW MoYe

(HELIX) Kanbuui B CyTO4HOWM Mo4e

(HELIX) MarHui B cyTouHOM MoYe

(HELIX) ®ocdop B cyTO4HON MO4Ye

(HELIX) KpeaTuHuH B CyTO4HOM MOYe

(HELIX) MoyeBmHa B CyTO4HOM MOYe

(HELIX) MoueBas kucnota B CyTOYHOW MOYe

(HELIX) Benok obwwii B nuksope

(HELIX) 'ntoko3a B nuksope

(HELIX) Kanui, HaTpuiA, X1op B CYyTOYHOW MOYe
(HELIX) Kanui B cbiBOpOTKE

(HELIX) HaTpuin B cbiBOpOTKE

(HELIX) Xnop B cbiBOpoTKE

(HELIX) Kanun B cyTouHOM Moye

(HELIX) HaTpuit B cyTO4HOM MoYe

(HELIX) Xrnop B cyTo4HOM Mo4Ye

(HELIX) 'mtoko30TONEPaHTHBbIN TECT (PacLUMPEHHBI)
(HELIX) Pyrilinks-D (Mapkep pe3op6uumn KOCTHOWN TKaHW)
(HELIX) TponoHuH |
(HELIX) Mantorno6uH
(HELIX) Anbdba-1-aHTUTprncuH
(HELIX) Mvornobux
(HELIX) Liepynonna3smuH
(HELIX) LinHk B cbiBOpOTKE
(HELIX) Megb B cbiBOpOTKE
(HELIX) I'ntnin B cbiBOpOTKE
(HELIX) Bop B cbiBOpOTKE
(HELIX) AntomMrHUiA B CbIBOPOTKE
(HELIX) KpemHui B cbiBOpOTKE
(HELIX) TuTaH B cbiBOpOTKE
(HELIX) Xpom B cbiBOpOTKE
(HELIX) MapraHeL, B cbIBOpOTKe
(HELIX) KobanbT B cbiBOpOTKE
(HELIX) Hukenb B cbiBOpOTKE
(HELIX) MbIWwbsik B CbIBOPOTKE
(HELIX) CeneH B cbiBOpOTKE
(HELIX) MonubaeH B cbiBOpOTKE
(HELIX) Kagmuii B cbiBOpOoTKE

Crpanuna 2

220,00
410,00
850,00
220,00
660,00
220,00
1620,00
250,00
360,00
390,00
250,00
220,00
250,00
660,00
510,00
330,00
220,00
300,00
330,00
330,00
260,00
250,00
220,00
220,00
220,00
220,00
190,00
660,00
530,00
220,00
540,00
1 090,00
220,00
280,00
880,00
280,00
220,00
660,00
480,00
220,00
280,00
190,00
190,00
190,00
190,00
190,00
220,00
220,00
440,00
190,00
190,00
190,00
190,00
190,00
190,00
720,00
2 420,00
660,00
1100,00
1210,00
1980,00
830,00
830,00
880,00
940,00
940,00
940,00
940,00
940,00
940,00
940,00
940,00
940,00
940,00
940,00
940,00
940,00



00000006793
00000006794
00000006795
00000006796
00000006797
00000006798
00000006799
00000001975
00000006801
00000006802
00000006803
00000006804

00000006805
00000006806
00000006807
00000006808
00000006809
00000006810
00000006811
00000006812
00000006813
00000006814
00000006815
00000006816
00000006817
00000006818
00000006819
00000006820
00000006821
00000006822
00000006823
00000006824
00000006825
00000006826
00000006827
00000006828
00000006829
00000006830
00000006831
00000006832

00000006833
00000006834
00000006835
00000006836
00000006837
00000006838
00000006839
00000006840
00000006841
00000006842
00000006843
00000006844
00000006845
00000006846
00000006847
00000006848
00000006849
00000006850
00000006851
00000006852
00000006853
00000006854
00000006855
00000006856
00000006857
00000006858
00000006859
00000006860
00000006861
00000006862
00000006863
00000006864
00000006865
00000006866
00000006867

06-097
06-098
06-099
06-101
06-102
06-103
06-104
06-105
06-106
06-107
06-108
06-109

06-112
06-114
06-115
06-116
06-117
06-118
06-119
06-120
06-121
06-122
06-123
06-124
06-125
06-126
06-127
06-128
06-129
06-130
06-131
06-133
06-134
06-135
06-136
06-137
06-157
06-178
06-179
06-180

06-182
06-183
06-184
06-185
06-186
06-187
06-188
06-189
06-190
06-191
06-192
06-193
06-194
06-195
06-196
06-197
06-198
06-199
06-200
06-201
06-202
06-203
06-204
06-205
06-206
06-207
06-208
06-209
06-210
06-211
06-212
06-213
06-214
06-215
06-216

AHanmu3bl

(HELIX) Cypbma B cbiBOPOTKE

(HELIX) PTyTb B CbIBOPOTKE

(HELIX) CBuHeL, B LienbHOM KpOBK

(HELIX) ButamuH A (peTuHon)

(HELIX) ButamuH B1 (TnamuH)

(HELIX) ButamuH B5 (naHToTeHoBas kucnota)

(HELIX) ButamuH B6 (nnpugokcanb-5-cocdpar)

(HELIX) ButamuH C (ackopbuHoBas kucnoTa)

(HELIX) ButamuH D, 25-ruppokcu (kanbumdepon)

(HELIX) ButamuH E (Tokodpepor)

(HELIX) ButamuH K (dprnnoxmHoH)

(HELIX) >XnpopacTBopuMble ButamuHel (A, D, E, K)

(HELIX) KomnneKcHbIn aHann3 KpoBY Ha HeHachILLEHHbIE XXUPHbIE KUCTOTbI
cemencTea omera-3

(HELIX) AnbbyMuH B MoYe (MMKpoansbyMuHypus)
(HELIX) 'ntoko3a B Moye
(HELIX) Maprareu B Moye
(HELIX) KobanbT B Moye
(HELIX) Hukenb B Mmoye
(HELIX) Mbiwbsik B Moye
(HELIX) CeneH B mo4e
(HELIX) Monn6aeH B moye
(HELIX) Iutnit B Mmoye
(HELIX) Bop B Mmoye
(HELIX) AniomrHUn B MoYe
(HELIX) KpemHuin B move
(HELIX) TutaH B Mmoye
(HELIX) Xpom B Moye
(HELIX) Kagmuin B moue
(HELIX) Cypbma B Moye

(HELIX) PTyTb B MOYe

(HELIX) CsuHey B Move

(HELIX) NaTeHTHas xene3ocBsa3biBatoLLasi CnoCOGHOCTb ChbIBOPOTKU
(HELIX) C-nentug B CYyTOYHON MOYe

(HELIX) LinHk B moye

(HELIX) Meab B Mmoue

(HELIX) Onacrtasa B cbiBOpOTKE

(HELIX) NT-proBNP (konuyecTBeHHO)

(HELIX) INnnonpoTeuH (a)

(HELIX) Mapkep chopmurpoBaHust KocTHoro matpukca P1NP

(HELIX) ®ocdaTasa kucnas obyas

(HELIX) C-peakTuBHbIi 6eMoK, KONM4eCTBEHHO (MeTog C HopMarbHOM
YyBCTBUTENBHOCTbIO)

(HELIX) KoaHanm Q10 B kpoBM

(HELIX) I'myTaToH BOCCTaHOBIEHHbI

(HELIX) ManoHoBbI Ananbgerns B Kposu

(HELIX) 8-OH-pne3okcuryaHo3nH B KpOBM

(HELIX) BeTa-kapoTuH

(HELIX) Bogopacteopumble ButamuHel (B1, B5, B6, C)

(HELIX) M'mctamuH B kKpoBU®

(HELIX) AHanu3 moumn Ha L-kapHUTUH (cBOBOAHbLIN 1 0BLLMIA)

(HELIX) OuarHocTuka HapyLueHns obMeHa nypuHOB Y NUPUMUONHOB B MOYe
(HELIX) AHanus kpoBu Ha OpraHu4eckue KMCrnoTbl

(HELIX) AHanu3 mMo4n Ha opraHm4eckune KUCmnoThbl

(HELIX) I'lutnin B BONOCax

(HELIX) bBop B BONocax

(HELIX) HaTpuin B BOnocax

(HELIX) Marnuii B Bonocax

(HELIX) AntomrHui B BOriocax

(HELIX) KpemHuin B Bonocax

(HELIX) Kanui B BOnocax

(HELIX) Kanbumi B BOnocax

(HELIX) TuTtaH B BOnocax

(HELIX) Xpom B Bonocax

(HELIX) MapraHeL B Bonocax

(HELIX) >Xene3o B Bonocax

(HELIX) KobanbT B BOnocax

(HELIX) Hukenb B Bonocax

(HELIX) Megpb B BOnocax

(HELIX) LinHk B BONIOCax

(HELIX) Mbiwbsik B BOnocax

(HELIX) CeneH B Bonocax

(HELIX) MonnbaeH B Bonocax

(HELIX) Kagmuii B Borocax

(HELIX) Cypbma B Bonocax

(HELIX) PTyTb B BONocax

(HELIX) CsuHey B Bonocax

Crpanuna 3

990,00
940,00
940,00
2 640,00
2 420,00
2 420,00
2 420,00
2 640,00
970,00
2 590,00
2 640,00
7 920,00

5 060,00
610,00
170,00
830,00
830,00
830,00
830,00
830,00
830,00
830,00
830,00
830,00
830,00
830,00
830,00
830,00
830,00
830,00
830,00
220,00
730,00
830,00
830,00

6 000,00

6 050,00

1540,00

2 970,00
610,00

390,00
3 300,00
3 960,00
4 020,00
3 190,00
2 640,00
9 900,00
2 920,00
4 620,00
9 300,00
5 500,00
5 830,00

830,00

830,00

830,00

830,00

830,00

830,00

830,00

830,00

830,00

830,00

830,00

830,00

830,00

830,00

830,00

830,00

830,00

830,00

830,00

830,00

830,00

830,00

830,00



00000006868
00000006869
00000006870
00000006871
00000006872

00000006873
00000006874

00000006875
00000006876
00000006877
00000006878
00000006879
00000006880
00000006881
00000006882
00000006883
00000006884
00000006885
00000006886
00000006887
00000006888
00000006889
00000006890
00000006891
00000006892
00000006893
00000006894

00000006895

00000006896

00000006897

00000006898

00000006899

00000006900

00000006901

00000006902

00000006903

00000006904
00000006905
00000006906
00000006907
00000006908
00000006909
00000006910

00000006911
00000006912
00000006913
00000006914
00000006915

06-217
06-218
06-219
06-220
06-221

06-222
06-223

06-224
06-226
06-227
06-228
06-229
06-230
06-231
06-232
06-233
06-234
06-235
06-236
06-237
06-238
06-240
06-241
06-242
06-243
06-244
06-245

06-246

06-247

06-248

06-249

06-250

06-251

06-252

06-253

06-254

06-255
06-256
06-258
06-259
06-260
06-261
06-263

06-264
06-265
06-266
06-267
06-268

AHanmu3bl

(HELIX) ButamuH B2 (pubodpnasuH)

(HELIX) ButamuH B3 (HuauuH, HUKoTMHamug,)

(HELIX) KomnnekcHbIi aHanu3 KpoBu Ha BuTtamuHbl rpynnbl D (D2 n D3)

(HELIX) OnpepeneHue omera-3-mHaekca

(HELIX) KomnneKcHbIn aHann3 KpoBY Ha HeHachILLEHHbIE XXUPHbIE KUCTOTbI
cemencTea omera-6

(HELIX) KomnneKcHbIn aHann3 KpoBY Ha HEHaCbILLEHHbIE XXUPHbIE KUCTOTbI
cemencTea omera-3 n omera-6

(HELIX) AHanun3 XunpHbIX KUCNOT

(HELIX) PacwwmpeHHbI aHann3 Moym Ha opraHuyeckue kucnotobl (60 nokasarenen) -
B3poCrble 1 AeTu cTaple 3 net

(HELIX) AHanu3 mo4n Ha ammnHokncnoThl (31 nokasatens)

(HELIX) >Keneso B moue

(HELIX) PaclumpeHHbI KOMNNeKCHbI aHanus Ha ButamuHbl (A, 6eta-kapotuH, D, E,
K, C, B1, B2, B3, B5, B6, B9, B12)

(HELIX) KomnnekcHbin aHanu3 Ha ButamuHbl rpynnsl B (B1, B2, B3, B5, B6, B7, B9,
(HELIX) KomnnekcHbin aHanu3 Ha ButamuHel (A, D, E, K, C, B1, B5, B6)

(HELIX) Tokcuyeckne mukpoanemeHTsl (Cd, Hg, Pb)

(HELIX) Tokcunuyeckne MmyukpoanemeHTbl U Tskenble MeTtannbl (Hg, Cd, As, Li, Pb, Al)
(HELIX) OcHoBHble acceHLumarnbHble ()KM3HEHHO HEOOXOAMMBIE) U TOKCUYHbIE
MUKpO3nemMeHTbl (13 nokasatenen)

(HELIX) KomnneKkcHbI aHanua Ha Hanuuue TshKernblX MeTansnoB U MUKPOINIEMEHTOB
(23 nokasatens)

(HELIX) PacLumpeHHbIn KOMNIEKCHbIN aHann3 Ha Hanuyme THKENbIX MeTannos u
MUKpoanemeHToB (40 nokasatenemn)

(HELIX) Onpepenenuve dpakummn TpaHcdeppuHa (CDT) (amarHocTtuka
310ynoTpebneHns ankoronem)

(HELIX) OunarHocTuka HapyLieHns obmeHa nypuHoOB 1 NMMPYMUAMHOB B KPOBU
(HELIX) ACMMETPUYHBIN AMMETUNAPTUHUH

(HELIX) MeTabonutbl BuTamuHa D (25-ruppokcuxonekansumdepon n 1,25-
aurngpokcunxonekansumdepon)

(HELIX) BUTaMuHbI 1 MUKPO3NEMEHTBI, y4acTBYOLLME B PETYNSLUN UMMYHHOM
cuctemsl (Fe, Cu, Zn, Cr, Mn, Se, Mg, Hg, Ni, Co, Li, ButamuHbl C, E, A, B9, B12, B5,
(HELIX) BuTaMuHbl 1 MUKPO3fEeMeHTbI, y4acTByoLMe B perynsaunum aHTMOKCMAAHTHON
cuctemsl (Fe, Cu, Zn, Se, S, Co, Mn, Mg, ButamuHbl A, C, E, K, B2, B5, B6, ome
OeTOKCMKaLMOoHHON cucteMsbl nevenn (Fe, Mg, Mo, Zn, S, Butamunbl A, C, B1, B3, B5,
B6, B9, B12)

(HELIX) BuTaMuHbl 1 MUKPOSNEMEHTbI, BMSIIOLLME HA COCTOSIHUE KOXW, HOFTEN,
Bonoc (K, Na, Ca, Mg, Fe, Cu, Zn, S, P, ButamuHbl A, C, E, B1, B2, B3, B5, B6, B9
(HELIX) BuTaMnHbI 1 MUKpO3NIEMEHTI, BIMSIOLLME Ha COCTOSIHME KOCTHOW CUCTEMBI
(K, Ca, Mg, Si, S, P, Fe, Cu, Zn, ButamuHbl K, D, B9, B12)

(HELIX) BuTaMnHbI 1 MUKPO3NEMEHTBI, BIMSIOLLME HA COCTOSIHVE MbILLEYHON
cuctemsbl (K, Na, Ca, Mg, Zn, Mn, BuTamuHbl B1, B5)

(HELIX) BUTaMnHbI 1 MUKPO3NEMEHTbI, BIMSIOLLME HA COCTOSIHUE XXEHCKOW
penpoayktusHon cuctemsl (Fe, Cu, Zn, Se, Ni, Co, Mn, Mg, Cr, Pb, As, Cd, Hg,
BUTaMWHbI A

(HELIX) BuTaMuHbI 1 MUKPO3NEMEHTI, BIMSOLLME HA COCTOSIHUE MYXCKOMN
penpoaykTueHow cuctemsl (Se, Zn, Mn, Ni, Cr, Fe, Co, Butamunbl A, C, B9, B12)
cocyaucton cuctemsl (K, Na, Ca, Mg, P, Fe, Zn, Mn, Cu, Butamunsl B1, B5, E, B9,
B12)

(HELIX) BUTaMuHbI 1 MUKPO3NEMEHTbI, y4acTBYIOLUME B perynsumnm dpyHkummn
nogkenyaoyvHon xenesbl 1 yrnesogHoro obmena (Cr, K, Mn, Mg, Cu, Zn, Ni,
BUTaMuHbI A, B6

(HELIX) BuTaMuHbl 1 MUKPO3fEeMEHTbI, y4acTBYOLLME B perynsaunumn yHKunm
wmToBuaHom xenessl (I, Se, Mg, Cu, ButamuH B6)

(HELIX) BuTaMuHbl 1 MUKPOSMEMEHTbI, BMUSIOLLME HA COCTOSIHME HEPBHOW CUCTEMBI
(Ca, Mg, Cu, P, Butamunnl E, B1, B5, B6, C)

(HELIX) BuTaMuHbI 1 MUKpO3NEMEHTbI, y4acTBYIOLLME B PEryNALMN BblAENUTENbHON
cuctemsl (K, Na, Ca, Mg, ButamuHel B6, D)

(HELIX) BUTaM1HbI 1 MUKPO3NIEMEHTBI, BIMSIOLLME Ha COCTOSIHNE XXEeMya04HO-
kmweyHoro Tpakta (K, Mg, Fe, Zn, Butamunbl K, D, B1, B5)

kposeTBopeHus (Fe, Ca, Mg, Co, Cu, Zn, Mo, ButamuHel B9, B12, K, B6, B5, D, E,
omera

(HELIX) Anbda-2-makpornobynuvH

(HELIX) 'nioko3oTonepaHTHbIN TECT (CTaHA4aPTHbIN)

(HELIX) 'ntoko3oTonepaHTHbIN TECT nNpn 6epeMeHHOCTH

(HELIX) 'mtoko3oTonepaHTHbIvi TecT ¢ C-nenTuaoM B KPOBK

(HELIX) MpokanbunTOHNH

(HELIX) LUmcTatnH C

(HELIX) PacLumpeHHbIn KOMNIEKCHbIN aHann3 KpoBu Ha meTabonuTbl BUTammHa D
(1,25-OH D3, 25-OH D3, 25-OH D2, 24,25-OH D3)

(HELIX) Mog B cbiBOpOTKE

(HELIX) 'mtoko30TONEPaHTHBbIN TECT C MHCYNMHOM B KPOBM

(HELIX) Brioxvmuyeckuii aHanu3 kana

(HELIX) AHanun3 kpoBu Ha amuvHokucnoThbl (13 nokasatenen)
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2 530,00
2 530,00
4 620,00
5 780,00
5 340,00

9 790,00
5 500,00

9 000,00
6 600,00
830,00

22 000,00
17 050,00
19 800,00
2 530,00
2 920,00
4 400,00
4 620,00
5 280,00
3 300,00
9 300,00
4 020,00
6 000,00
25910,00
29 150,00
18 980,00
24 700,00
10 510,00

7 430,00

21 450,00
9 900,00

24 200,00

6 880,00
5 280,00
25 300,00
7 150,00
12 430,00

29 700,00
1650,00
610,00
610,00
1320,00
5 500,00
5 890,00

8 800,00

830,00
1380,00
2 530,00
7 150,00



AHanmu3bl

00000006916 06-269 (HELIX) MopcupuHbl (7 nokasatenein) B Moye 3 300,00
00000006917 06-270 (HELIX) PacTtBopumble peuenTopbl TpaHcheppuHa 5 500,00
00000006918 06-271 (HELIX) Octasa 2 200,00
00000006919 06-272 (HELIX) Vog B Moye 830,00
00000006920 06-273 (HELIX) AHanu3 kpoBM Ha aMUHOKUCIIOThI U auuikapHUTUHbI (32 nokasaTtenst) 6 600,00
00000006921 06-274 (HELIX) AHanun3 KpoBM Ha aMUHOKUCIOThI U aunnKapHUTUHBI (42 nokasaTens) 7 150,00
00000006922 06-275 (HELIX) myTaTMoHnepokcmMaasa B apuTpoLmTax 2 970,00
00000006923 06-276 (HELIX) l'encuann-25 9 680,00
00000006924 06-277 (HELIX) ButamuH B7 (61oTuH) 2 640,00
00000006925 06-278 (HELIX) Nntun B HOrTsix 880,00
00000006926 06-279 (HELIX) Bop B HOrTAIX 880,00
00000006927 06-280 (HELIX) AntoMuHWUiA B HOTTSIX 880,00
00000006928 06-281 (HELIX) KpemHui B HOrTSAX 880,00
00000006929 06-282 (HELIX) ®ocdop B BOnocax 880,00
00000006930 06-283 (HELIX) ®occop B HOrTsix 880,00
00000006931 06-284 (HELIX) Bepunnuii B cbiBOpoTKE 880,00
00000006932 06-285 (HELIX) Bepunnuii B Moye 880,00
00000006933 06-286 (HELIX) Bepunnui B Bonocax 880,00
00000006934 06-287 (HELIX) Bepunnuit B HOrTsix 880,00
00000006935 06-288 (HELIX) TuTaH B HOrTsix 880,00
00000006936 06-289 (HELIX) MapraHew, B HOITsIX 880,00
00000006937 06-290 (HELIX) Xpom B HOrTaix 880,00
00000006938 06-291 (HELIX) >Keneso B HOrTsx 880,00
00000006939 06-292 (HELIX) KobanbT B HOrTsIX 880,00
00000006940 06-293 (HELIX) Hukenb B HOrTsix 880,00
00000006941 06-294 (HELIX) Megapb B HOrTsix 880,00
00000006942 06-295 (HELIX) LinHk B HOrTsiX 880,00
00000006943 06-296 (HELIX) Mbiwbsk B HOITAX 880,00
00000006944 06-297 (HELIX) CeneH B HoOrTsix 880,00
00000006945 06-298 (HELIX) Kagmui B HOrTsix 880,00
00000006946 06-299 (HELIX) CypbMma B HOrTsIX 880,00
00000006947 06-300 (HELIX) PTyTb B HOrTSIX 880,00
00000006948 06-301 (HELIX) CBuHeL B HOrTax 880,00
00000006949 06-302 (HELIX) Hatpwii B HorTsix 880,00
00000006950 06-303 (HELIX) MarHuin B HorTsaix 880,00
00000006951 06-304 (HELIX) Kanuit B HorTax 880,00
00000006952 06-305 (HELIX) Kanbuuii B HOrTsix 880,00
00000006953 06-306 (HELIX) MonubaeH B HorTsix 880,00
00000006954 06-307 (HELIX) Cepebpo B cbiBOpOTKE 880,00
00000006955 06-308 (HELIX) Cepebpo B Moye 880,00
00000006956 06-309 (HELIX) Cepebpo B BOnocax 880,00
00000006957 06-310 (HELIX) Cepebpo B HOrTsix 880,00
00000006958 06-311 (HELIX) ButamuH B12, akTnBHbIN (xonoTpaHckobanammH) 1380,00
00000006959 06-312 (HELIX) ButamuH D, 25-rugpokeu (kanbumdpepon), BOXX-MC/MC 2 750,00
00000006960 06-313 (HELIX) ButamuH B2 (®AL) 2 200,00
00000006961 06-314 (HELIX) MNannwui B cbiBOpOTKE 880,00
00000006962 06-315 (HELIX) Mannuin B move 880,00
00000006963 06-316 (HELIX) Nannun B Bonocax 880,00
00000006964 06-317 (HELIX) Fannuit B HOrTsix 880,00
00000006965 06-318 (HELIX) l'epmaHuit B cbiBOPOTKE 880,00
00000006966 06-319 (HELIX) 'epmaHun B Moye 880,00
00000006967 06-320 (HELIX) 'epmaHun B Bonocax 880,00
00000006968 06-321 (HELIX) 'epmaHun B HOrTsiX 880,00
00000006969 06-322 (HELIX) Pybuauin B cbiBOpOTKE 880,00
00000006970 06-323 (HELIX) Pybnauii B move 880,00
00000006971 06-324 (HELIX) Pybugwnin B Bonocax 880,00
00000006972 06-325 (HELIX) Pybuauii B Hortsix 880,00
00000006973 06-326 (HELIX) CTpoHuuiA B CbiBOpPOTKE 880,00
00000006974 06-327 (HELIX) CTpoHuuii B MoYe 880,00
00000006975 06-328 (HELIX) CTpoHuuii B BOnocax 880,00
00000006976 06-329 (HELIX) CTpoHumiA B HOITAIX 880,00
00000006977 06-330 (HELIX) LinpkoHuii B cbiBOpPOTKE 880,00
00000006978 06-331 (HELIX) LinpkoHuit B move 880,00
00000006979 06-332 (HELIX) LinpkoHuii B Borocax 880,00
00000006980 06-333 (HELIX) LinpkoHuia B HOTTSIX 880,00
00000006981 06-334 (HELIX) Cepa B cbiBOpOTKE 880,00
00000006982 06-335 (HELIX) Cepa B moue 880,00
00000006983 06-336 (HELIX) Cepa B Bonocax 880,00
00000006984 06-337 (HELIX) Cepa B HOrTsix 880,00
00000006985 06-338 (HELIX) Hnobwui B cbiBOpOTKE 880,00
00000006986 06-339 (HELIX) Hnobun B moye 880,00
00000006987 06-340 (HELIX) Hnobwun B Bonocax 880,00
00000006988 06-341 (HELIX) Hnobwun B HorTsix 880,00
00000006989 06-342 (HELIX) OnoBo B cbIBOpOTKE 880,00
00000006990 06-343 (HELIX) OnoBo B mo4e 880,00
00000006991 06-344 (HELIX) OnoBo B Bonocax 880,00
00000006992 06-345 (HELIX) OnoBo B HOrTsix 880,00
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00000006993 06-346 (HELIX) Tennyp B cbiBOpOTKE 880,00
00000006994 06-347 (HELIX) Tennyp B mo4ye 880,00
00000006995 06-348 (HELIX) Tennyp B Bornocax 880,00
00000006996 06-349 (HELIX) Tennyp B HOrTsIX 880,00
00000006997 06-350 (HELIX) Lleanin B cbiBOpOTKE 880,00
00000006998 06-351 (HELIX) Lieaunit B moye 880,00
00000006999 06-352 (HELIX) Lieauni B BOnocax 880,00
00000007000 06-353 (HELIX) Lleann B HOrTax 880,00
(HELIX) PaclumnpeHHbI aHanm3 Moym Ha opraHMyeckue KUCnoTbl Ansa aeten go 3 net
00000007001 06-354 (40 nokasaTenei) 6 930,00
00000007002 06-355 (HELIX) AHanun3 kpoBu Ha auunKapHUTUHbI (B3pOCHble) 3 300,00
00000007003 06-356 (HELIX) AHanna moun Ha auunkapHUTUHbI 3 300,00
(HELIX) KomnneKcHbIn aHann3 KpoBY Ha HeHacChILLEHHbIE XXUPHbIE KUCTOTbI
00000007004 06-357 cemencrea omera-9 5 280,00
(HELIX) KomnneKcHbI aHan“3 KpoBM Ha HacblLLEeHHblE, MOHOHEHACILLEHHbIE XXUPHbIE
00000007005 06-358 KUCNoTbI cemelicTBa omera-3, omera-6, omera-9 11 000,00
00000007006 06-359 (HELIX) MOIJT (nepeknMcHoe okucneHme nunnaos) 3 080,00
00000007007 06-360 (HELIX) M'mctamuH B Mmoye 3 030,00
00000007008 06-361 (HELIX) Bapwuin B cbiBOpOTKE 910,00
00000007009 06-362 (HELIX) Bapuin B moye 910,00
00000007010 06-363 (HELIX) Bapun B Bonocax 910,00
00000007011 06-364 (HELIX) Bapui B HOrTsix 910,00
00000007012 06-365 (HELIX) MNMpaseogunm B cbiBOpOTKE 910,00
00000007013 06-366 (HELIX) Mpaseogum B Moye 910,00
00000007014 06-367 (HELIX) Mpa3eogum B Bonocax 910,00
00000007015 06-368 (HELIX) MNMpa3eogunm B HOrTsIX 910,00
00000007016 06-369 (HELIX) Camapuit B cbiBOpOTKE 910,00
00000007017 06-370 (HELIX) Camapwuin B Mmoye 910,00
00000007018 06-371 (HELIX) Camapuin B Boniocax 910,00
00000007019 06-372 (HELIX) Camapuin B HOrTSX 910,00
00000007020 06-373 (HELIX) INaHTaH B cbiBOPOTKE 910,00
00000007021 06-374 (HELIX) IMaHTaH B Moye 910,00
00000007022 06-375 (HELIX) NaHTaH B Bonocax 910,00
00000007023 06-376 (HELIX) NMaHTaH B HOrTsIX 910,00
00000007024 06-377 (HELIX) Bonbtpam B cbiBOpOTKE 910,00
00000007025 06-378 (HELIX) Bonbtpam B Moye 910,00
00000007026 06-379 (HELIX) Bonbdpam B BONocax 910,00
00000007027 06-380 (HELIX) Bonbdbpam B HOrTsx 910,00
00000007028 06-381 (HELIX) YpaH B cbiBOpOTKE 910,00
00000007029 06-382 (HELIX) YpaH B Moye 910,00
00000007030 06-383 (HELIX) YpaH B Bonocax 910,00
00000007031 06-384 (HELIX) YpaH B HOrTsix 910,00
00000007032 06-385 (HELIX) 3onoTo B cbiBOpOTKE 910,00
00000007033 06-386 (HELIX) 3onoTo B Mmoye 910,00
00000007034 06-387 (HELIX) 3onoTo B BOnocax 910,00
00000007035 06-388 (HELIX) 3onoTo B HOrTSAX 910,00
(HELIX) AHanu3 kpoBM Ha aMUHOKUCIIOTbI U auuikapHUTUHbLI ANS aeten go 2 net (26
00000007036 06-389 nokasartenew) 5 500,00
00000007037 06-390 (HELIX) N'yaHo31HbI B Mo4e 4 290,00
00000007038 06-391 (HELIX) Tannuin B cbiBOpOTKE 880,00
00000007039 06-392 (HELIX) Tannuit B move 880,00
00000007040 06-393 (HELIX) Tannun B BOnocax 880,00
00000007041 06-394 (HELIX) Tannui B HOrTaix 880,00
00000007042 06-395 (HELIX) BaHagui B CbIBOPOTKE 880,00
00000007043 06-396 (HELIX) BaHaguii B Mmoye 880,00
00000007044 06-397 (HELIX) BaHaguii B Bonocax 880,00
00000007045 06-398 (HELIX) BaHaguii B HOITAX 880,00
00000007046 06-399 (HELIX) NacpHmi B cbiBOPOTKE 880,00
00000007047 06-400 (HELIX) MacoHuii B Mmove 880,00
00000007048 06-401 (HELIX) MacbHuin B BONOCcax 880,00
00000007049 06-402 (HELIX) MacbHuit B HOrTaIX 880,00
00000007050 06-403 (HELIX) EBponwuin B cbiBOpOTKE 880,00
00000007051 06-404 (HELIX) EBponun B move 880,00
00000007052 06-405 (HELIX) EBponun B Borocax 880,00
00000007053 06-406 (HELIX) EBponui B HOITsIX 880,00
00000007054 06-407 (HELIX) MNMnatuHa B cbiBOpOTKE 880,00
00000007055 06-408 (HELIX) MNMnatuHa B Moye 880,00
00000007056 06-409 (HELIX) MNMnatuHa B BONocax 880,00
00000007057 06-410 (HELIX) MnatuHa B HOrTsiX 880,00
00000007058 06-411 (HELIX) UTTepbuii B cbiBOpOTKE 880,00
00000007059 06-412 (HELIX) UTTepbuii B move 880,00
00000007060 06-413 (HELIX) UtTepbuii B BONocax 880,00
00000007061 06-414 (HELIX) UtTepbuii B HOrTAX 880,00
00000007062 06-415 (HELIX) Xnop B Bonocax 880,00
00000007063 06-416 (HELIX) Xnop B HOrTsax 880,00
00000007064 06-417 (HELIX) Topui B cbiBOpOTKE 880,00
00000007065 06-418 (HELIX) Topuii B Moye 880,00
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00000007066
00000007067
00000007068
00000007069
00000007070
00000007071
00000007072
00000007073
00000007074
00000007075
00000007076
00000007077
00000007078
00000007079
00000007080
00000007081
00000007082
00000007083
00000007084
00000007085
00000007086
00000007087
00000007088
00000007089
00000007090
00000007091

00000007092

00000007093
00000015263
00000007094
00000007095
00000007096
00000007097
00000007098
00000007099
00000007100
00000007101
00000007102
00000007103
00000007104
00000007105
00000007106
00000007107
00000007108
00000007109
00000007110
00000007111
00000007112
00000007113
00000007114
00000007115
00000007116
00000007117
00000007118
00000007119
00000007120
00000007121
00000007122
00000007123
00000007124
00000007125
00000007126
00000007127
00000007128
00000007129
00000007130
00000007131
00000007132
00000007133
00000007134
00000007135
00000007136
00000007137
00000007138
00000007139

06-419
06-420
06-421
06-422
06-423
06-424
06-425
06-426
06-427
06-428
06-429
06-430
06-431
06-432
06-433
06-434
06-435
06-436
06-437
06-438
06-439
06-440
06-441
06-442
06-443
06-444

06-445

06-446
06-447

07-002
07-004
07-005
07-007
07-009
07-010
07-011
07-012
07-013
07-014
07-015
07-016
07-017
07-018
07-019
07-020
07-021
07-022
07-023
07-024
07-025
07-027
07-028
07-030
07-031
07-032
07-033
07-034
07-035
07-036
07-037
07-040
07-042
07-043
07-044
07-046
07-047
07-048
07-049
07-050
07-051
07-052
07-053
07-054
07-055

AHanmu3bl

(HELIX) Topun B BOnocax
(HELIX) Topun B HOrTsAX
(HELIX) TaHTan B cbiBOpOTKE
(HELIX) TaHTan B Moue
(HELIX) TaHTan B Bonocax
(HELIX) TaHTan B HOrTsx
(HELIX) PeHun B cbiBOpoTkE
(HELIX) PeHnin B Mmoye
(HELIX) Pennin B BOnocax
(HELIX) Penwnin B HOrTax
(HELIX) MoTeuwnin B cbiBOpOTKE
(HELIX) MoTeunit B Moye
(HELIX) MoTeunit B Bonocax

(HELIX) MioTeunit B HOrTAX

(HELIX) BucmyT B cbiBOpPOTKE

(HELIX) BucmyT B Moye

(HELIX) BucmyT B BOnocax

(HELIX) BucmyT B HOrTsix

(HELIX) AHanu3 kpoBM Ha aMUHOKUCIOThI (48 nokasartenew)

(HELIX) TpumeTunamuH, TpumeTunammu-N-okeung, cootHowenne TMA/TMAO B kpoBu
(HELIX) TpumeTunamuH, TpumeTunammu-N-okeung, cootHowenne TMA/TMAO B mode
(HELIX) KopoTkouenoueyHble xupHble kncnotbl (KLPKK) B Moye (10 nokasateneit)
(HELIX) ButamuH K2

(HELIX) KonponopcvpuHbl B Mo4e

(HELIX) AMyHoneBynvHoBas kucrnota/nopdobunmHoreH Mo4m

(HELIX) OkncneHHble nvnonpoTenHbl Hu3kon nnotHoctn (OkIHIT)

(HELIX) PassepHyTas oueHka MembpaHHOro 1 MobrnbHOro (MMNonpoTenaHoro u
CBOOOHOXNPHOKMCIIOTHOTO) NynoB XUpHbIX kKucroT (XKK) B LienbHow Kposwu

(HELIX) PasBepHyTasi oueHka MOBMIbHOro (MMNonpoTengHoro u
CBOBOHOXUPHOKMCIIOTHOTO) Nyra XupHbIX kucnoT (PKK) B cbiBopoTke

(HELIX) BrukapboHat

07. Ceponormqecme N UMMYHOXNMUNYECKNE NUccrneqoBaHna

(HELIX) anti-HAV, IgM

(HELIX) anti-HBc, IgM

(HELIX) anti-HBc, aHTuTena

(HELIX) anti-HBs, aHTuTtena

(HELIX) anti-HCV, anTuTena

(HELIX) AHTTEna K CTPYKTYPHbLIM U HECTPYKTYPHbIM Benkam Bupyca renatuta C
(HELIX) Aspergillus fumigatus, IgG
(HELIX) Candida albicans, IgG
(HELIX) Chlamydia trachomatis, IgA
(HELIX) Chlamydia trachomatis, 19G
(HELIX) Chlamydia trachomatis, IgM
(HELIX) Cytomegalovirus npeapaHHuii 6enok IEA, IgM, IgG
(HELIX) Cytomegalovirus, IgG

(HELIX) Cytomegalovirus, IgM
(HELIX) Echinococcus, 1gG

(HELIX) Epstein Barr Virus kancugHbii 6enok (VCA), IgM
(HELIX) Epstein Barr Virus paHHue aHTtureHsl (EA), IgG
(HELIX) Epstein Barr Virus agepHbin aHtureH (EBNA), 1gG (konnyecTBeHHO)
(HELIX) Giardia lamblia, cymmapHble aHTuTena
(HELIX) HBeAg

(HELIX) HBsAg

(HELIX) Helicobacter pylori, IgA (konnyectseHHO)
(HELIX) Helicobacter pylori, IgG (konuyecTBeHHO)

(HELIX) Herpes Simplex Virus 1/2, IgG

(HELIX) Herpes Simplex Virus 1/2, IgM

(HELIX) HIV 1,2 Ag/Ab Combo (onpegenexue aHTuten k BUY tmnos 1 n 2 n aHtureHa
(HELIX) Bupyc kopu, IgG (Measles Virus, 1gG)

(HELIX) Mycobacterium tuberculosis, aHTutena

(HELIX) Mycoplasma hominis, IgA

(HELIX) Mycoplasma hominis, IgG, Tutp

(HELIX) Opisthorchis, 1IgG

(HELIX) Rubella Virus, IgG (konnyecTBeHHO)

(HELIX) Rubella Virus, IgM

(HELIX) Toxocara, IgG, TMTp

(HELIX) Toxoplasma gondii, IgG (konnyectseHHO)

(HELIX) Toxoplasma gondii, IgM

(HELIX) Treponema pallidum, IgG, Tutp

(HELIX) Treponema pallidum, IgM, Tutp

(HELIX) Treponema pallidum, aHTTena

(HELIX) Trichinella, IgG

(HELIX) Trichomonas vaginalis, IgG, Tntp

(HELIX) Ureaplasma urealyticum, IgA

(HELIX) Ureaplasma urealyticum, IgG, Tntp

(HELIX) Varicella Zoster Virus, IgG

(HELIX) Varicella Zoster Virus, IgM

Crpanuna 7

880,00
880,00
880,00
880,00
880,00
880,00
880,00
880,00
880,00
880,00
880,00
880,00
880,00
880,00
880,00
880,00
880,00
880,00
9 350,00
6 160,00
7 040,00
13 860,00
1980,00
1210,00
4 400,00
3 850,00

22 000,00

22 000,00
660,00

710,00
620,00
440,00
550,00
100,00
990,00
660,00
530,00
490,00
490,00
490,00
100,00
520,00
610,00
720,00
480,00
610,00
510,00
550,00
100,00
660,00
610,00
440,00
530,00
520,00
660,00
770,00
1540,00
590,00
420,00
770,00
660,00
660,00
440,00
660,00
530,00
480,00
770,00
390,00
460,00
590,00
590,00
590,00
690,00
750,00

N

N

N



00000007140
00000007141
00000007142
00000007143
00000007144
00000007145
00000007146
00000007147
00000007148
00000007149
00000007150
00000007151
00000007152
00000007153
00000007154
00000007155
00000007156
00000007157
00000007158
00000007159
00000007160
00000007161
00000007162
00000007163
00000007164
00000007165
00000007166

00000007167
00000007168
00000007169
00000007170
00000007171
00000007172
00000007173
00000007174
00000007175
00000007176
00000007177
00000007178

00000007179
00000007180
00000007181
00000007182
00000007183
00000007184
00000007185
00000007186
00000007187
00000007188
00000007189
00000007190
00000007191
00000007192
00000007193
00000007194
00000007195
00000007196
00000007197
00000007198
00000007199
00000007200
00000007201
00000007202
00000007203
00000007204
00000007205
00000007206
00000007207
00000007208
00000007209
00000007210
00000007211
00000007212
00000007213

07-056
07-062
07-064
07-070
07-071
07-074
07-076
07-077
07-078
07-079
07-080
07-082
07-086
07-092
07-093
07-096
07-097
07-098
07-099
07-101
07-102
07-104
07-106
07-107
07-108
07-110
07-111

07-113
07-114
07-115
07-116
07-117
07-118
07-123
07-124
07-125
07-126
07-127
07-128

07-129
07-131
07-132
07-133
07-134
07-135
07-136
07-137
07-138
07-140
07-141
07-143
07-144
07-145
07-147
07-148
07-150
07-151
07-152
07-153
07-154
07-155
07-156
07-157
07-158
07-159
07-160
07-161
07-162
07-163
07-164
07-166
07-167
07-168
07-169

AHanmu3bl

(HELIX) Cudpunnc RPR (aHT1kapAvonvnMHOBBIV TECT/MUKpOpeaKums mpeumunutauum),
(HELIX) Borrelia burgdorferi, IgM, TuTp
(HELIX) Borrelia burgdorferi, IgG, Tutp
(HELIX) Treponema pallidum, IgG B nuksope
(HELIX) anti-HDV, aHTuTena

(HELIX) anti-HEV, IgM

(HELIX) Chlamydia pneumoniae, IgM
(HELIX) Chlamydia pneumoniae, 1gG
(HELIX) Mycoplasma pneumoniae, IgM
(HELIX) Mycoplasma pneumoniae, IgA
(HELIX) Mycoplasma pneumoniae, 1gG
(HELIX) Human Herpes Virus 6, IgG
(HELIX) anti-Bordetella pertussis, anti-Bordetella parapertussis

(HELIX) Bupyc knewuesoro aHuedanuTa, IgM

(HELIX) Bupyc kneweoro sHuedanuta, IgG

(HELIX) Mumps Virus, IgM

(HELIX) Mumps Virus, IgG

(HELIX) Chlamydia pneumoniae, IgA

(HELIX) anti-Salmonella, onpegenexue aHtuten k cepoapam A, B, C1, C2, D, E
(HELIX) anti-HCV, aHTuTena, MUPA

(HELIX) Treponema pallidum, aHTutena, UPA

(HELIX) AHTuTEna k Bo3byauTento ctonbHsika (Clostridium tetani), IgG

(HELIX) Neisseria meningitidis, aHTutena

(HELIX) anti-Shigella flexneri 1-5, anti-Shigella flexneri 6, anti-Shigella sonnei
(HELIX) AHTuTena k Vi-aHTureny Salmonella typhi

(HELIX) Corynebacterium diphtheriae, aHTutena

(HELIX) anti-HBe, aHTutena

(HELIX) CkpuHuHrosoe obcneposaHune Ha renbmunHTo3bl (Opisthorchis 1gG, Toxocara
IgG, Trichinella IgG, Echinococcus I1gG)

(HELIX) Yersinia pseudotuberculosis, Yersinia enterocolitica, IgA, kayecTBeHHO
(HELIX) Yersinia pseudotuberculosis, Yersinia enterocolitica, IgM, ka4yecTBeHHO
(HELIX) Yersinia pseudotuberculosis, Yersinia enterocolitica, IgG, kayecTBeHHO
(HELIX) Cudomnuc PITA (peakumsi nacCuBHOM remarrioTruHaumm), TuTp

(HELIX) Onpegenenne aBugHoctu IgG k Toxoplasma gondii

(HELIX) Ascaris lumbricoides, IgG

(HELIX) Epstein Barr Virus kancuaHbeiv 6enok (VCA), IgG

(HELIX) Giardia lamblia, IgM

(HELIX) Giardia lamblia, aHTureH

(HELIX) Helicobacter pylori, aHTureH

(HELIX) Rotavirus, aHTureH

(HELIX) HIV 1,2 Ag/Ab Combo (onpegenexue aHTuten k BUY tmnos 1u 2, n aHTureHa
p24) (koHdUAEeHUManbLHO)

(HELIX) AHTuTena (IgG) k T-numdoTponHomy BUpycy Yenoseka Tvna 1 n 2
(HELIX) Taenia solium, IgG (aHTuTena k uMctuuepkam CBMHOro uents, IgG)
(HELIX) Anisakis, IgG

(HELIX) Herpes Simplex Virus 1, IgG

(HELIX) Herpes Simplex Virus 2, IgG

(HELIX) Herpes Simplex Virus 1, IgM

(HELIX) Herpes Simplex Virus 2, IgM

(HELIX) Toxoplasma gondii, IgA

(HELIX) Clonorchis sinensis, IgG

(HELIX) Helicobacter pylori, IgM

(HELIX) anti-HAV, aHTutena

(HELIX) Yersinia pseudotuberculosis, PHI'A

(HELIX) Yersinia enterocolitica (cepotunbl O3, O9), PHI'A

(HELIX) Mycoplasma hominis, IgM

(HELIX) anti-HDV, IgM

(HELIX) Bordetella pertussis, IgA

(HELIX) Bordetella pertussis, IgM

(HELIX) Bordetella pertussis, IgG

(HELIX) PIIA ¢ cbinHOTMO3HbIM ANArHOCTUKYMOM puKkeTcui MpoBaveka
(HELIX) Human respiratory syncytial virus, IgM

(HELIX) Human respiratory syncytial virus, IgG

(HELIX) anti-Treponema pallidum, IgG (MmmyHOGmOT)

(HELIX) anti-Treponema pallidum, IgM (uMMyHOGMOT)

(HELIX) Entamoeba histolytica, IgG

(HELIX) Strongyloides stercoralis, IgG

(HELIX) OnpegeneHwne aBugHoctu IgG k Cytomegalovirus

(HELIX) Onpegenenne aBugHoctu IgG k Epstein-Barr virus VCA

(HELIX) Onpepenenune aBugHoctm IgG k Herpes simplex virus 1/2

(HELIX) Onpenenenve aBugHoctm IgG k Rubella virus

(HELIX) anti-HAV, IgG

(HELIX) Chlamydia psittaci, IgA

(HELIX) Chlamydia psittaci, IgM

(HELIX) Chlamydia psittaci, IgG

(HELIX) 13C-ypea3sHblii AblxaTenbHbIl TECT Ha onpeaeneHue Helicobacter pylori

Crpanuna 8

330,00
550,00
550,00
860,00
750,00
770,00
500,00
500,00
770,00
690,00
770,00
600,00
680,00
610,00
470,00
690,00
690,00
610,00
660,00
500,00
770,00
1 600,00
1820,00
840,00
480,00
720,00
720,00

1210,00
610,00
610,00
610,00
100,00
820,00
850,00
660,00
770,00
920,00
930,00
650,00

EEQIEN

720,00
650,00
1490,00
100,00
830,00
830,00
830,00
830,00
880,00
690,00
910,00
2 640,00

550,00
1.380,00

770,00
1760,00
1490,00
1490,00
1490,00
1100,00
1820,00
1600,00
4 840,00
4 840,00

990,00
2 200,00
1870,00

680,00

680,00

940,00

880,00
1870,00
1870,00
1870,00

990,00

N

N



00000007214
00000007215
00000007216
00000007217
00000007218
00000007219
00000007220
00000007221
00000007222
00000007223
00000007224
00000007225
00000007226
00000007227
00000007228
00000007229
00000007230
00000007231
00000007232
00000007233
00000007234
00000007235
00000007236
00000007237
00000007238
00000007239
00000007240
00000007241
00000007242
00000007243
00000007244
00000007245

00000007246

00000007247
00000007248

00000007249

00000007250

00000007251

00000007252

00000007253

00000007254

00000007255

00000007256
00000007257

00000007258
00000007261

00000007262
00000013477
00000007263
00000007264
00000007265
00000007266
00000007267
00000007268
00000007269
00000007270
00000007271
00000007272
00000007273
00000007274
00000007275
00000007276

07-170
07-171
07-172
07-173
07-174
07-175
07-176
07-177
07-178
07-179
07-180
07-181
07-182
07-183
07-184
07-185
07-186
07-187
07-188
07-189
07-190
07-191
07-192
07-193
07-194
07-195
07-196
07-197
07-198
07-199
07-200
07-201

07-202

07-203
07-204

07-206

07-208

07-209

07-210

07-213

07-214

07-215

07-216
07-219

07-220
07-223

07-224
07-226

08-001
08-003
08-004
08-005
08-006
08-007
08-008
08-009
08-010
08-011
08-012
08-013
08-014

08.

AHanmu3bl

(HELIX) AHtuTena knacca IgG k 6enky Tennosoro woka Chlamydia trachomatis (Anti-
cHSP60-1gG)

(HELIX) Legionella pneumophila, aHTuTena

HELIX) AHTuTena k ageHoBupycy (Adenoviridae), IgA

HELIX) AHTuTena k ageHoBupycy (Adenoviridae), IgG

HELIX) anti-HCV, IgM

HELIX) anti-HEV, 1gG

HELIX) AHtutena k Epstein-Barr virus, IgM (ummyHo6110T)

HELIX) AnTuTena k Epstein-Barr virus, 1I9G (MmmyHO6m10T)

HELIX) AnTuTena k Rubella virus, IgG (nMmyHO610T)

HELIX) AnTuTtena k Cytomegalovirus, IgG (uMmMyHOGNOT)

HELIX) AHtutena k Borrelia, IgM (nmmyHO60T)

HELIX) AHTuTena k Borrelia, IgG (vmmyHOBMOT)

HELIX) AnTuTena k Herpes simplex virus 1/2, IgM (MummyHo6m0T)

HELIX) AHTuTena k Herpes simplex virus 1/2, IgG (MMMyHOGnOT)

HELIX) Herpes simplex virus 1/2, IgA

HELIX) Cytomegalovirus, IgA

HELIX) Opisthorchis, IgM

HELIX) UMK, cogepxalume aHTUreHbl OMMCTOPXOB

HELIX) Schistosoma mansoni, IgG (AHTUTENa K LWnctocomam, IgG)

HELIX) Fasciola hepatica, IgG (AHTUTEna k ne4yeHo4HbIM cocanbLymkam, IgG)
HELIX) Leishmania infantum, antutena (IgG + IgM)

HELIX) Coxsackievirus, IgM

HELIX) AHTTena k ageHosupycy (Adenoviridae), IgM

HELIX) Varicella Zoster Virus, IgA

HELIX) Candida albicans, IgA

HELIX) Candida albicans, IgM

HELIX) Parvovirus B19, IgG

HELIX) Parvovirus B19, IgM

HELIX) Brucella, IgA

HELIX) Brucella, IgG

HELIX) HBsAg, konMyecTBeHHO

HELIX) AHTuTena k nonuomuenurty, IgG

(HELIX) AHTuTEna k nonupubosunpubutondocdaty (PRP) Haemophilus influenzae
Tuna B, IgG

(HELIX) AHTTENa K rmaBHOMY 6ernky HapyxHoi mem6paHsl MOMP u
MembpaHoaccoummpoBaHHoMy nnasmugHomMy 6enky Pgp3 Chlamydia trachomatis, IgG
(HELIX) Human Herpes Virus 8, IgG

(HELIX) Mocne BakumHauun nnu nepeHeceHHoro COVID-19, tect Trimerics,
HenTpanuaylowmne aHTuTena Kk Tpem y4actkam (B Tom ymcne RBD) S-6enka
KopoHaBupyca, |

(HELIX) AHTuTena k kopoHasupycy SARS-CoV-2 (COVID-19), cnankosebin (S) 6enok,
IgG, kayecTBEHHO

(HELIX) AHTuTena k kopoHasupycy SARS-CoV-2 (COVID-19), cnankosbin (S) 6enok,
IgM, kayecTBEHHO

(HELIX) AHTuTena k kopoHaBupycy SARS-CoV-2 (COVID-19), cnankosebin (S) 6enok,
1gG, konu4yecTBeHHO 1 cymMMapHble aHTuTena IgA, IgM, 1I9G k SARS-CoV-2 (COVID-
(HELIX) CKpUHUWHIoBbIN TeCT Ha Hanuuue aHtuTen k SARS-CoV-2 (COVID-19),
HykneokancugHeln (N) 6enok, IgM n IgG cymmapHbie

(HELIX) Mocne BakuuHauum npenapatom "CnyTtHuk V" (LleHTp Mamaneun), aHTuTena kK
kopoHaBupycy SARS-CoV-2, cnawnkoBbi (S) 6enok, IgG, konm4yecTtBeHHO

(HELIX) Mocne BakuuHauun npenapatom "3nuBakKopoHa" (BekTop), aHTutena kK
kopoHasupycy SARS-CoV-2 (COVID-19), cnaikosbin (S) 6enok, IgG, kayecTBeHHO
(HELIX) AHTuTena k kopoHaBupycy SARS-CoV-2 (COVID-19), cnavikoBbii (S) 6enok,
IgM, kayecTBEHHO 1 cnankoBbIv (S) 6enok, IgG, ka4ecTBEHHO

(HELIX) Streptococcus agalactiae (remonMTnyeckuin CTpenToKOKK rpynnbl B), aHTureH
(HELIX) Koporaeunpyc COVID-19 (SARS-CoV-2, aHTureH Bo3byamtens,
konuyecTtBeHHo, NXIA)

(HELIX) anti-Brucella spp.

(HELIX) AxtuTena IgA, IgM, IgG k SARS-CoV-2 (COVID-19), cnaiikoBbili (S) 6enok,
CyMMapHble, Ka4eCTBEHHO

(HELIX) Bordetella pertussis, IgA, konMyecTBeHHO

WccnepoBaHus ypoBHS rOPMOHOB M OHKOMapKepoB, Cneumdrnyecknx MapkepoB
(HELIX) 17-keToctepoungbl (17-KC) B Moye (pa3BepHyTbIit)

(HELIX) 17-rugpokcunporectepoH (17-OM10)

(HELIX) CA 125

(HELIX) CA 15-3

(HELIX) CA 19-9

(HELIX) CA 72-4

(HELIX) ®parmeHTbl umMtokepaTtvHa 19 CYFRA 21-1

(

(

(

(

(

(

(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(

HELIX) CymmapHbie mmyHornobynuHbl A (IgA) B cbiBOpoTke
HELIX) CymmapHble nmmyHornobynuHel G (IgG) B cbiBOpoTKE
HELIX) CymmapHbie nmmyHornobynuxsl M (IgM) B ceiBopoTke
HELIX) AopeHoKopTMKOTPONHbIN ropMoH (AKTT)

HELIX) AnbgoctepoH

HELIX) AHgpocTeHamnoH

Crpanuna 9

1490,00
1.380,00
1870,00
1820,00

720,00
1 600,00
7 150,00
7 150,00
7 700,00
7 150,00
3 850,00
3 740,00
7 700,00
7 700,00

940,00

940,00
1 100,00

940,00
1320,00
1320,00
1320,00
1320,00
1820,00
1380,00

990,00

990,00

990,00
1320,00
1320,00

830,00
2 420,00
2 420,00

2 810,00

1540,00
2 200,00

1100,00
1.380,00
1650,00
2 200,00
1 100,00
1 540,00
2 200,00

1.380,00
1210,00

1.320,00
550,00

1650,00
1210,00

1710,00
610,00
700,00
650,00
650,00
900,00

1540,00
390,00
390,00
390,00
650,00
720,00
960,00



00000007277
00000007278
00000007279
00000007280
00000007281

00000007282
00000007283
00000007284
00000000291
00000007286
00000007287
00000007288
00000007289
00000007290
00000007291
00000007292
00000007293
00000007294
00000007295
00000007296
00000007297
00000007298
00000007299
00000007300

00000007301

00000007302
00000007303
00000007304
00000007305
00000007306
00000007307
00000007308
00000007309
00000007310
00000007311
00000007312
00000007313
00000007314
00000007315
00000007316
00000007317
00000000267
00000000270
00000007320
00000000257
00000007322
00000000256
00000007324
00000007325
00000000263
00000007327
00000007328
00000007329
00000007330
00000007331
00000007332
00000007333
00000007334
00000007335

00000007336
00000007337
00000007338
00000007339
00000007340
00000007341
00000007342
00000007343
00000007344
00000007345
00000007346

00000007347
00000007348

08-016
08-017
08-018
08-019
08-020

08-021
08-023
08-024
08-026
08-027
08-029
08-030
08-031
08-033
08-034
08-038
08-042
08-043
08-050
08-051
08-056
08-057
08-058
08-071

08-073

08-074
08-083
08-085
08-088
08-089
08-090
08-091
08-092
08-093
08-094
08-095
08-096
08-097
08-099
08-105
08-110
08-111
08-112
08-113
08-114
08-115
08-116
08-117
08-118
08-119
08-120
08-121
08-122
08-123
08-124
08-125
08-126
08-128
08-129

08-131
08-132
08-133
08-134
08-135
08-136
08-137
08-139
08-140
08-141
08-142

08-143
08-144

AHanmu3bl

(HELIX) Anbda-ceTonpotenH (anbda->drl)
(HELIX) CymmapHble nmmyHornobynuHel E (IgE) B cbiBopoTke
(HELIX) BeTa-2-MukpornobynuH B CbIBOPOTKE
(HELIX) BeTta-2-MukpornobynvH B Mmoye
(HELIX) BeTa-cybbeanHmnLa XOpMOHUYECKOro roHafoTPONMHa Yernoseka (obLwui 6eTta-
(HELIX) CBobogHas 6eTa-cybbeanHuLa XOproHUYeCcKoro roHagoTponmnHa Yenoseka
(6eta-X'v cBOGOAHI)
(HELIX) obynuH, cBsasbiBatoLwmii nonosble ropMoHbl (FCIIM)
(HELIX) OurnapoTtectocTepoH
(HELIX) MHcynuH
(HELIX) KanbLunTOHWH B CbIBOPOTKE

(HELIX) KaTtexonamuHbl (appeHanuH, HopagpeHanuH, AOhaMuH) B MoYe

(HELIX) KopTnson

(HELIX) KopTn3on B moye

(HELIX) MapatupeonaHbIi FOPMOH, MHTaKTHbIN

(HELIX) MNMnaueHTapHbIN nakroreH

(HELIX) MpocTatcneunduyecknit anturen obwmii (MCA obumn)

(HELIX) PakoBbii aMbproHanbHbin aHTureH (POA)

(HELIX) ComaTOoTpOmnHBbI rOpMOH

(HELIX) TectocTepoH cBOGOAHBIV

(HELIX) TupeornobynuH

(HELIX) 3cTtpuon cBoboaHbIv

(HELIX) AHTVreH nnockokneTo4Homn kapumHomMbl (SCCA)

(HELIX) HenpoHcneunduyeckas aHonasa (NSE)

(HELIX) MactpuH

(HELIX) MeTabonuTbl kaTexonamMm1MHoB (BaHUMUNMUHAANbHAs KACMOTa,
roMOBaHWMMHOBAs KUCMOTA, 5-rmaApOKCMMHAONYKCYCHAs KUCNOTa) B MOYe
(BaHUNMNMUHAAMBbHAs KUCNOTa, FOMOBAHWUNMHOBAs KUCMoTa, 5-
TMAPOKCUMHAONYKCYCHAs K

(HELIX) KaTtexonamuHbl (agpeHanvH, HopagpeHanuH, [OdaMnH) 1 CEPOTOHMH B KPOBU
(HELIX) MHcynmHonopobHbIv dhakTop pocTa
(HELIX) 17-keTocTepoungbl (17-KC) B Mmoye
(HELIX) UHrmnbux B

(HELIX) Tumor Marker 2 (TM 2) - nupyBaTkuHasa
(HELIX) MCA (MyurHONoao6HbI pako-acCoLMMPOBaHHbIA aHTUIEH)
(HELIX) Konponornyeckas anactasa
(HELIX) AHTUMIONNEPOBCKNIN FOPMOH
(HELIX) 303nHOdMnbHBIN KaTUOHHBIV 6enok (ECP)
(HELIX) PeHwnH

(HELIX) NentuH

(HELIX) MencuHoreH |

(HELIX) MencuHoreH I

(HELIX) CA 242

(HELIX) OernapoanmaHapoctepoHcynbdart (43A-SO4)
(HELIX) MtoTenHunanpytowwimn ropmoH (J17)
(HELIX) MporectepoH

(HELIX) TpuiioaTnpoHuH obwmi (T3)
(HELIX) TpuiioaTnpoHuH cBoboaHbIv (T3 cBOGOAHBIV)

(HELIX) TupokcuH obwumi (T4)

(HELIX) TupokcuH cBoboaHbI (T4 cBOBOAHI)

(HELIX) TectocTepoH

(HELIX) TupeoTponHbivi ropmoH (TTI)

(HELIX) ®onnukynoctumynupytowwmin ropmoH (dCIH)

(HELIX) 3cTtpagron

(HELIX) MakponponakTuH

(HELIX) MponakTuH

(HELIX) MperHeHonoH

(HELIX) AHgpocTeHaMON roKypoHus

(HELIX) MpounHcynuH

(HELIX) AccouunpoBaHHbIi ¢ 6epeMeHHOCTbI0 NpoTenH A nnasmbl (PAPP-A)

(HELIX) MporactpuH-BbicBobOXaatowmii nentug (Pro-GRP)

(HELIX) NactpuH 17 (6a3anbHbIn)

(HELIX) KatexonamuHbl (agpeHanvH, HopagpeHanuH, 4odamMnH), CEpOTOHVH B KPOBU
1 Mx MeTabonuTbl (BAaHUNUIMUHAANbHAS KUCIIOTa, TOMOBaHUMMHOBAs KUcnoTa, 5-rmap
(HELIX) MeTaHedprH cBOGOAHBIN 1 HOpMeTaHeMdPUH CBOGOAHBIN B MOYe

(HELIX) MeTaHedpurH 06wnii n HopmeTaHedpuH obLLMI B MoYe

(HELIX) TpunTasa

(HELIX) Benok S-100

(HELIX) TpodobnacTtuyeckuin 6eta-1-rnmkonpoTemnH

(HELIX) HE4

(HELIX) MnaueHTapHbin chaktop pocta (PIGF)

(HELIX) KopTn3on B crnioHe

(HELIX) XpomorpaHuH A

(HELIX) TupokcuH n ero metabonutbl

(HELIX) 3IMP-TecT (uccnepoBaHne TpaHCMOPTHBIX CBOWCTB anbbyMuHa meTonomM
3MEKTPOHHOrO NapamarHUTHOro pe3oHaHca)

(HELIX) T-Uptake (TpokcuH-cBsi3biBatoLLast CocobHOCTb)

Crpanuna 10

480,00
590,00
1320,00
1320,00
530,00

830,00
610,00
1100,00
720,00
930,00
2 920,00
550,00
1650,00
630,00
1380,00
600,00
700,00
500,00
880,00
610,00
500,00
1 540,00
1540,00
720,00

3 300,00

4 180,00
2 200,00
2 200,00
1870,00
2 530,00
3 910,00
1210,00
4 400,00
1.380,00
2 900,00
1600,00
1650,00
1430,00
1 540,00
1100,00
470,00
500,00
440,00
440,00
440,00
440,00
440,00
500,00
440,00
500,00
500,00
830,00
500,00
3 520,00
2 200,00
1820,00
660,00
2 750,00
2 750,00

3 520,00
2 810,00
2 810,00
5 170,00
2 970,00
610,00
1710,00
5 720,00
550,00
6 600,00
13 200,00

16 500,00
1600,00



00000007349
00000007350
00000007351

00000007352
00000007353

00000007354
00000007355
00000007356
00000007357
00000007358
00000007359
00000007360
00000007361
00000007362
00000007363
00000007364
00000007365
00000007366
00000007367
00000007368
00000007369
00000007370
00000007371
00000007372
00000007373
00000007374

00000013478

00000007375

00000007376

00000007377

00000013479

00000007378

00000007379

00000007380
00000013480
00000007381
00000007382
00000007383
00000007384
00000007385
00000007386
00000007387
00000007388
00000007389
00000007390
00000007391
00000007392
00000007393
00000007394
00000007395
00000007396
00000007397
00000007398
00000007399
00000007400
00000007401
00000007402
00000007403
00000007404
00000007405
00000007406
00000007407
00000007408
00000007409
00000007410
00000007411

08-145
08-146
08-147

08-148
08-149

08-150
08-151
08-152
08-153
08-154
08-156
08-157
08-158
08-159
08-160
08-161
08-162
08-163
08-164
08-166
08-167
08-168
08-169
08-170
08-171
08-172

08-173

08-174

08-175

08-176

08-177

08-178

08-179

08-180
08-181

09-001
09-002
09-003
09-006
09-007
09-008
09-009
09-010
09-011
09-012
09-013
09-015
09-016
09-018
09-019
09-020
09-022
09-023
09-025
09-026
09-027
09-030
09-031
09-032
09-036
09-038
09-039
09-040
09-043
09-046

09.

AHanmu3bl

(HELIX) AHTureH paka mo4veBoro ny3bipsi (UBC)

(HELIX) TecTocTepoH B critoHe

(HELIX) OcTporeHbl 1 nporectareHbl (4 nokasatens)

(HELIX) 3cTporeHbl 1 nx metabonuTbl, pacyeT COOTHOLLEHUA, nperHaHamon (10
rokasaTtenen)

(HELIX) AHgporeHbl 1 ux meTabonuTbl (8 nokasaTenein), pacieT COOTHOLLEHWIA
(HELIX) AHgporeHbl 1 ux MeTabonuTbl, pac4eT COOTHOLLEHWI, 3CTPOreHbI 1
nporectareHbl (12 nokaszatenen)

(HELIX) AnbgocTepoH-peHMHOBOE COOTHOLLEHNE

(HELIX) Knucnbii anbda-1-rnnkonpotenH (opo3omykouns)

(HELIX) MHrmnbunH A

(HELIX) MacTpuH-17 cTMMynupoBaHHbIv

(HELIX) TecTtocTepoH cBo6oAHbIV B critoHe, BOXKX

(HELIX) MporectepoH cBoboaHbIN B crnitoHe, BOXKX

(HELIX) OernapoanuaHapocTepoH B critoHe, BOXKX

(HELIX) 3ctpagmon cBoboaHbin B critoHe, BOXKX

(HELIX) CtepoungHbiii npocdunb B critoHe, BOXKX

(HELIX) MenatoHuH B crtoHe: HouyHast nopuus (02:00-03:00)

(HELIX) MeTaHnedprH cBO6OAHBIN 1 HOpMeTaHeMdPUH CBOGOAHBIN B KPOBU

(HELIX) MeTabonuTtbl 3CTPOreHoB, pac4eT COOTHOLLEHWN

(HELIX) OcTporeHbl B kpoBm (3 nokasaTens)

(HELIX) TpuiioatmpoHuH peBepcuBHbIN (T3 peBepcuBHbI), BOXX

(HELIX) TpuiioatupoHuH cBoboaHbiv (T3 cBoboaHbIn), BOXX

(HELIX) TupokcuH cBoboaHbIn (T4 cBoboaHbIN), BOXKX

(HELIX) KopTuson, KOpTU30H, 6-rapOKCUKOPTU30I K UX COOTHOLLEHUS B MOYe
(HELIX) MperHeHornoH B cntoHe, BOXKX

(HELIX) MenaToHuH cynbdaT B MoYe

(HELIX) CepOTOHMH B KpOBM

(HELIX) MenaToHVH B CrtoHe: CyTOYHbIN PUTM (YTPEHHSSA, AHEBHAs, BEYEPHSIS,
HOYHas nopumn)

(HELIX) AHOporeHsbl, FHOKOKOPTUKOMAbI, MUHEPAaNoOKOPTUKONAbI, MporecTareHsbl, ux
npeaLwwecTBEHHUKN 1 MeTabonuTel (13 nokasaTtenein) B CbIBOPOTKE

(HELIX) AHAporeHsbl, FHOKOKOPTUKOMAbI, MUHEPArNIOKOPTUKOMAbI, 3CTPOreHsbl,
nporecrareHbl, X NPeALIecTBEHHNKN 1 MeTabonuTel (18 nokasaTeneii) B CbIBOPOTKE
(HELIX) AHOporeHsbl, FtOKOKOPTUKOMAbI, MUHEPArIoKOPTUKOMAbI, 3CTPOreHbl,
nporecrareHbl, X NpefLecTBEHHNKN U MeTabonuTbl (13 nokasaTenei) B crioHe
(HELIX) MeTaHedpurH 1 HopmeTaHedprH B MoYe: CBOGOAHbIE (HEKOHBHOIMPOBaHHbIE
¢ SO4) n o6wwme (cBo6oaAHbIE U KOHBIOTMPOBaHHbIE ¢ SO4)

(HELIX) AHOporeHbl, FHOKOKOPTUKOUAbI, 3CTPOreHbl, NporectareHbl (4 nokasatensi) B
crnioHe

(HELIX) BrioreHHble aMuHbI: agpeHarnuH, HopagpeHanuH, 4oaMuH, CEPOTOHMH N UX
METUMMPOBaHHblE MeTabonuTbl (MeTaHedpuH, HopMeTaHePUH) B CbIBOPOTKE
(HELIX) MeTnnupoBaHHble Npon3BOAHbIE aprMHUHA: MOHOMEeTUnapruHnH (MMA),
acuMMeTpUYHbIN AumeTunaprinH (ADMA), cummeTpuyHbIi gumetunapruinH (SDMA)
(HELIX) 'mtokaroH B nna3ve

MonekynsipHas anarHocTuka

(HELIX) Candida albicans, AHK [pean-tavnm IMLIP]

(HELIX) Chlamydia trachomatis, AHK [pean-Taiim MNLP]

(HELIX) Cytomegalovirus, OHK [pean-Tanm MUP]

(HELIX) Epstein Barr Virus, OHK [pean-Ttanm MNLP]

(HELIX) Gardnerella vaginalis, AHK [pean-Taim MUP]

(HELIX) HBV, OHK [pean-Taim MLIP]

(HELIX) HBV, OHK konuyecTBeHHO [pean-Tanm [MNLP]

(HELIX) HCV, reHoTunupoBanue (Tunel 1a, 1b, 2, 3a, 4), PHK [pean-tanim IMNLIP]
(HELIX) HCV, PHK [pean-Tanm ILIP]

(HELIX) HCV, PHK konuyectBeHHo [pean-Taim MNLP]

(HELIX) Herpes Simplex Virus 1/2, OHK [pean-Tanm MLP]

(HELIX) Human Herpes Virus 6, OHK [pean-Tavim MNLP]

(HELIX) Human Herpes Virus 7, OHK [pean-tavim MNLP]

(HELIX) Human Papillomavirus 16/18 (HPV 16/18), AHK [pean-Taim IMLIP]
(HELIX) Human Papillomavirus 31/33 (HPV 31/33), OHK [pean-Taim lMLIP]
(HELIX) Human Papillomavirus 6/11 (HPV 6/11), OHK [pean-Taim MNLP]
(HELIX) Mycobacterium tuberculosis, AHK [pean-tavnm lMLIP]

(HELIX) Mycobacterium tuberculosis complex, AHK [pean-Taiim MNLP]
(HELIX) Mycoplasma genitalium, OHK [pean-tanm MLUP]

(HELIX) Mycoplasma hominis, OHK [pean-Tanm MLUP]

(HELIX) Neisseria gonorrhoeae, OHK [pean-tanm MUP]

(HELIX) Trichomonas vaginalis, AHK [pean-tanm MNLUP]

(HELIX) Ureaplasma parvum, AHK [pean-tanm NLP]

(HELIX) Ureaplasma urealyticum, OHK [pean-tanm MNLP]

(HELIX) Anaplasma phagocytophilum, AHK [pean-tanm lMLIP]
(HELIX) Bordetella pertussis, AHK [pean-Taim MNLP]

(HELIX) Borrelia burgdorferi s.I., AHK [pean-Taim MNLP]

(HELIX) Ehrlichia chaffeensis, OHK [pean-Tanm MLP]

(HELIX) Leptospira, OHK [pean-Tanm MNLUP]

(HELIX) HDV, PHK [MLP]

Crpanuna 11

3 850,00
1.850,00
9 350,00

9 900,00
6 050,00

12 100,00
4 400,00
2 040,00
2 860,00
2 590,00
1760,00
1760,00
1760,00
1760,00
7 260,00
2 970,00
2 700,00
9 130,00
3 300,00
8 250,00
4 400,00
4 400,00
6 930,00
7 920,00
3 520,00
2 420,00

9 410,00
9 900,00
13 200,00
15 400,00
5 780,00
6 820,00
8 470,00

3 300,00
24 200,00

360,00
360,00
360,00
390,00
360,00
550,00
3 250,00
1 540,00
630,00
3 520,00
360,00
310,00
660,00
330,00
330,00
330,00
500,00
500,00
360,00
260,00
440,00
440,00
260,00
260,00
430,00
830,00
440,00
660,00
1320,00
1 100,00



00000007412
00000007413
00000007414
00000007415
00000007416
00000007417
00000007418
00000007419
00000007420
00000007421
00000007422
00000007423
00000007424
00000007425
00000007426
00000007427

00000007428
00000007429
00000007430
00000007431
00000007432
00000007433
00000007434
00000007435
00000007436

00000007437
00000007438

00000007439
00000007440
00000007441
00000007442
00000007443
00000007444

00000007445
00000007446
00000007447

00000007448
00000007449
00000007450
00000007451
00000007452

00000007453

00000007454
00000007455

00000007456
00000007457
00000007458
00000007459
00000007460

00000007461

00000007462
00000007463
00000007464
00000007465
00000007466

00000007467

00000007468
00000007469

00000009132
00000007470

00000009133
00000007471

09-053
09-060
09-063
09-065
09-066
09-067
09-068
09-071
09-074
09-075
09-084
09-095
09-097
09-100
09-101
09-102

09-106
09-113
09-114
09-116
09-117
09-119
09-120
09-121
09-123

09-134
09-138

09-140
09-148
09-149
09-150
09-151
09-152

09-155
09-157
09-158

09-159
09-160
09-163
09-164
09-165

09-168

09-170
09-171

09-172
09-173
09-174
09-175
09-176

09-177

09-178
09-179
09-180
09-181
09-182

09-183

09-184
09-185

09-185_2
09-186

09-186_2
09-187

AHanmu3bl

(HELIX) Helicobacter pylori, AHK [pean-Tanim MNLIP]

(HELIX) HAV, PHK [pean-taim IMLP]

(HELIX) HGV, PHK [MLIP]

(HELIX) Streptococcus pyogenes, HK [pean-taiim MNLIP]

(HELIX) Adenovirus, AHK [pean-Taiim IMLIP]

(HELIX) Chlamydia pneumoniae, AHK [pean-tanm MNLP]

(HELIX) Toxoplasma gondii, AHK [pean-Ttanm MNLP]

(HELIX) Mycoplasma pneumoniae, AHK [pean-taim NL|P]

(HELIX) Streptococcus pneumoniae, AHK [pean-tanm MNLP]

(HELIX) Enterovirus, PHK [pean-tainm [NLP]

(HELIX) Human Herpes Virus 8, OHK [pean-Taim MNLP]

(HELIX) Ureaplasma species, IHK [pean-tanm lMLIP]

(HELIX) Rotavirus A, PHK [pean-taiim MNLP]

(HELIX) Salmonella species, OHK [pean-Tanm MNLP]

(HELIX) Yersinia pseudotuberculosis, AHK [pean-Ttanm MNLP]

(HELIX) Shigella u aHTeponHBasunsHble wrammsl E. coli, AHK [pean-taim MNLP]
(HELIX) Human Papillomavirus Bbicokoro kaHueporeHHoro pucka (16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59 Tunbl), AHK renotunuposanue [pean-tam MNLP]

(HELIX) Treponema pallidum, AHK [pean-Taim MNLP]

(HELIX) Ureaplasma species, [JHK konuyecTtBeHHo [pean-Tanm MLP]

(HELIX) ®emodcbnop - 16 [pean-tanm MLP]

(HELIX) ®emodbnop - 8 [pean- Taim MNLP]

(HELIX) Influenza virus A/H1N1 (sw2009), PHK [pean-Tanm [MLP]

(HELIX) Influenza virus A/B (Bupychbl rpunna A/B), PHK [pean-taim MNLP]

(HELIX) Mycoplasma spp., OHK [pean-tavim MNLP]

(HELIX) Varicella Zoster Virus, AHK [pean-Taim MNLP]

(HELIX) OcTtpble kunweyHble nHdekuun, ckpuHuHr (Shigella spp., E. coli (EIEC),
Salmonella spp., Campylobacter spp., Adenovirus F, Rotavirus A, Norovirus 2
(HELIX) Parvovirus B19, HK [pean-tavim lMLIP]

(HELIX) Human Papillomavirus Huskoro (HPV 6, 11, 44) n Beicokoro (HPV 16, 18, 26,
31, 33, 35, 39, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82) kaHUepore

(HELIX) Human Papillomavirus 16 (HPV 16), AHK [pean-Taim MNLIP]

(HELIX) Human Papillomavirus 18 (HPV 18), AHK [pean-Taiim MNLP]

(HELIX) Yersinia enterocolitica, AHK [pean-tanm IMNMUP]

(HELIX) Herpes Simplex Virus 1, AHK [pean-tanm MNUP]

(HELIX) Herpes Simplex Virus 2, AHK [pean-tanm MNUP]

(HELIX) Human Papillomavirus 16/18 (HPV 16/18), OHK (BbisiBneHwue,
reHOTUNMPOBaHNE W KONNYecTBEHHOe onpeaenexne) [pean-tanm MNUP]

(HELIX) Adenovirus F40/F41 (kuweyHble Tunbl Bupyca), AHK [pean-tanm MNUP]
(HELIX) Norovirus Il, PHK [pean-Tavim INMLIP]

(HELIX) TunupoBaHue n konuyectBeHHoe onpeaenexue AHK rpnbos poga Candida
(C. albicans, C. glabrata, C. krusei, C. parapsilosis / C. tropicalis)

(HELIX) HCV, PHK konuyecTBeHHO, BbICOKOUYYBCTBUTENbLHbLIN MeTo [pean-Tanm MNUP]
(HELIX) Mycoplasma hominis, OHK, konuuectBeHHo [pean-taiim MNLP]

(HELIX) Cytomegalovirus, OHK, konnyectBeHHo [pean-Tanm MNLP]

(HELIX) OunarHoctuka bakTepuansHoro BarmHo3sa, [IHK konnyectBeHHo [pean-tanm
(HELIX) KomnnekcHoe nccnegosaHue Ha Cytomegalovirus, Epstein Barr Virus, Human
Herpes Virus 6, AHK [pean-tanm MNLP], konuyectBeHHO

(HELIX) Human Papillomavirus (HPV) BbICOKOro kaHLEepOreHHOro pucka —
CKpUHWHroBoe onpegenexne reHotunos (31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68)
(HELIX) Tunuposanue Influenza virus A (H1N1, H3N2)

(HELIX) PassepHyTas anarHoctuka 3N ana myxynH (Argpodnop), AHK
KonunyecTteeHHo [pean-tanm MNLP]

(HELIX) AHgpodpriop-ckpuH, AHK konuuecTBeHHO [pean-Tanm [MLIP]

(HELIX) ®nopoueHo3 mukonnasmbl, AHK konuuectseHHo [pean-Tanm MLP]

(HELIX) Ureaplasma parvum, OHK konuyectBeHHo [pean-Tanm MNLP]

(HELIX) Ureaplasma urealyticum, AHK konnyecteeHHo [pean-tanm MUP]

(HELIX) Human Papillomavirus Bbicokoro kaHueporeHHoro pucka (16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 68), Digene-TecT

(HELIX) Human Papillomavirus H13Koro kaHueporeHHoro pucka (6, 11, 42, 43, 44),
Digene-tect

(HELIX) OPBW-ckpuH

HELIX) Octpble kuwweyHble nHepekummn: Rotavirus A, Norovirus |, Astrovirus

HELIX) Epstein Barr Virus, AHK [pean-tanm lNLP], konuyecTBeHHO

HELIX) Human Herpes Virus 6, OHK [pean-tanm MUP], konnyectBeHHO

HELIX) Human Papillomavirus Bbicokoro kaHueporeHHoro pucka (16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68 Tnnbl), OHK, 6e3 onpegenexust Tuna [p

(HELIX) Human Papillomavirus Bbicokoro kaHueporeHHoro pucka (16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68 Tnbl), AHK kONNMYeCTBEHHO, CKPUHWUHT

(HELIX) KopoHasupyc COVID-19 (SARS-CoV-2, PHK [pean-Tanm MNLP])

(HELIX) (HELIX) Ons kopnopatuBHbIX knuneHToB KopoHasupyc COVID-19 (SARS-CoV-
2, PHK [pean-tanm MNLP Xenukc])

(HELIX) 3kcnpecc-aHanu3 Ha COVID-19(KopoHasupyc) + cnpaska Ha 16 a3bikax
(HELIX) (HELIX) Ans kopnopoTvBHbIX knneHToB Jkcnpecc-aHanua MNLP Ha COVID-19
(Xenukc KopoHaBupyc)+ cnpaska Ha 16 si3bikax

(HELIX) Mycoplasma genitalium, AHK, konnyecteeHHo [pean-taim MNLP]

(
(
(
(

Crpanuna 12

610,00
1 100,00
990,00
440,00
600,00
580,00
610,00
470,00
400,00
710,00
580,00
440,00
1980,00
1870,00
550,00
1320,00

720,00
500,00
330,00
2 700,00
2 000,00
1760,00
1380,00
410,00
380,00

1820,00
1050,00

2 420,00
280,00
280,00
840,00
280,00
280,00

500,00
1760,00
1870,00

880,00

18 150,00
490,00
720,00
1490,00

970,00

5 500,00
2 200,00

3 000,00
2 700,00
720,00
720,00
720,00

7 480,00

7 480,00
2 420,00
1.320,00
610,00
610,00

1 000,00

1200,00
1650,00

2 530,00
2 200,00

4 240,00
610,00



00000007472
00000007473
00000007474
00000007475
00000007476
00000007477

00000013481
00000013482
00000015264
00000016105
00000007478
00000007479
00000007480

00000007481
00000007482

00000007483
00000007484
00000007485
00000007486

00000007487
00000007488

00000007489

00000007490
00000007491

00000007492
00000007493
00000007494

00000007495
00000007496
00000007497
00000007498
00000007499
00000007500

00000007501
00000007502
00000007503
00000007504
00000007505
00000007506
00000007507
00000007508
00000007509
00000007510
00000007511
00000007512
00000007513
00000007514
00000007515
00000007516
00000007517
00000009134

00000007518

09-188
09-189
09-190
09-195
09-196
09-197

09-198

09-199

09-204

09-211

10-002

10-003

10-004
10-005

10-006
10-007
10-009
10-010

10-012
10-014

10-015

10-025
10-026

10-032
10-033
10-034

10-038
10-043
10-044
10-045
10-046
10-047

10-048
10-049
10-051
10-052
10-053
10-055
10-056
10-057
10-059
10-060
10-062
10-065
10-067
10-068
10-069
10-070
10-071
10-072

10-072

10.

AHanmu3bl

(HELIX) Neisseria gonorrhoeae, [1HK, konuyectBeHHo [pean-tavim MNLIP]

(HELIX) Trichomonas vaginalis, IHK, konnyectseHHo [pean-Taim MNLP]

(HELIX) Chlamydia trachomatis, AHK, konuyectBeHHO [pean-Tanm MLIP]

(HELIX) Plasmodium spp., Plasmodium falciparum, Plasmodium vivax, AHK [pean-
(HELIX) ®JIOPOUEHOS - komnnekcHoe uccnepoaHue (Bkntoyaet NCMT)

(HELIX) #JIOPOLEHOS - komnnekcHoe nccnegoBaHve

(HELIX) KopoHaBupyc COVID-19 (SARS-CoV-2), onpegenexue BapuaHtoB Omicron u
Delta, PHK [pean-tanm IMUP]

(HELIX) KopoHasupyc COVID-19 (SARS-CoV-2), onpegeneHue BapuaHtoB Omicron n
Delta + cnpaBka Ha 16 s3bikax, PHK [pean-taim MNLP]

(HELIX) Mtuyun rpunn (Influenza virus A n ngeHtndukaums cy6tmna H5N1), PHK
[pean-Taim MNLP]

(HELIX) KOJTOHO®JIOP-16 [pean-Tanm MNLIP]

Mukpobuonornyeckue nccnegoBaHus

(HELIX) MoceB Ha Mycoplasma hominis ¢ onpegeneHnemM 4yBCTBUTENBHOCTY K
aHTMbuoTtukam (npu TuTpe 1x10°4 1 Boiwe)

(HELIX) Moces Ha Ureaplasma urealyticum ¢ onpefeneHuem 4yBCTBUTENBHOCTU K
aHTMbuoTtukam (npu TuTpe 1x10°4 1 Bbiwe)

(HELIX) Moces Candida spp./apoxckenofgobHble rpmbbl ¢ noadopom
AHTMMMKOTUYECKNX NpenapaToB

(HELIX) Moces Ha Chlamydia trachomatis

(HELIX) Moces Ha Chlamydia trachomatis ¢ onpegeneHnemM 4yBCTBUTENBHOCTM K
aHTMbnoTnkam

(HELIX) Moces Ha Trichomonas vaginalis

(HELIX) MoceB Ha reMonUTUYECKMIN CTPEMNTOKOKK rpynnbl A

(HELIX) MoceB Ha andtepumto (Corynebacterium diphtheriae)

(HELIX) MoceB kana Ha naToreHHyto dnopy (au3. rpynna n TucdonapatndosHasi
rpynna) ¢ onpegeneHnem YyBCTBUTENbHOCTY K aHTMBMOTMKaM

(HELIX) UccnepoBaHue Koxwu, BONOC U HOFTEBbIX MNACTUHOK HA NOBEPXHOCTHbIE
(HELIX) MoceB kana Ha ycnoBHO-NaToreHHyto ¢riopy ¢ onpeaeneHvem
YyBCTBUTENBHOCTY K aHTMBMOTMKaM

(HELIX) MoceB cogepvMMoro AecHeBOro kapmaHa Ha aapobHyto 1 akynbTaTUBHO-
aHaspobHyo riopy

(HELIX) NoceB cogepxMmoro 4eCHEBOro kapMaHa Ha aHadpobHyto dropy

(HELIX) KaHamaos cnusucTon. BeigeneHue 4icton KynbTypbl 1 onpegeneHne
YYBCTBUTENMBHOCTY K aHTUMUKOTMYECKUM Npenaparam

(HELIX) Herpes Simplex Virus 1/2, nmmyHodntoopecueHums

(HELIX) Adenovirus, uMmyHon0opecLeHLmst

YYBCTBUTENBHOCTY K PACLUMPEHHOMY CrIMCKY aHTUBMOTVKOB 1 MOAB60POM
MWHUManbLHON 3

(HELIX) MoceB Ha aHaapobHyto driopy

(HELIX) Moces Ha Mycoplasma hominis

(HELIX) MNMoces Ha Ureaplasma urealyticum

(HELIX) MoceB oTaensiemoro paHbl Ha aHa3pobHyto dropy

(HELIX) MoceB kpoBu 1 NnkBOpa Ha CTEPUNbLHOCTb

(HELIX) MNMoceB Ha Gardnerella vaginalis ¢ onpegeneHvem TuTpa u 4yBCTBUTENBHOCTU
K NPOTUBOMMKPOOHBLIM Npenaparam

(HELIX) MoceB Ha asapobHyto 1 (hakynbTaTUBHO-aHa3pPOOHY0 driopy

(HELIX) Moces Ha Yersinia spp.

(HELIX) MNMoces Ha Bordetella pertussis/parapertussis

(HELIX) MoceB kana Ha naToreHHble 3Lepuxmm

(HELIX) UccnepoBaHne MukpobroLieHo3a Bnaranvia ¢ onpeaerneHnem
YYBCTBUTENBHOCTY K aHTMBMOTMKaM

(HELIX) MoceB kana Ha ycnoBHo-NaToreHHyto gropy 6e3 onpegeneHus
YyBCTBUTENBLHOCTY K aHTMBMOTMKaM

(HELIX) MNMoceB kana Ha naToreHHyto dnopy (aus. rpynna n TucdonapatndosHas
rpynna) 6e3 onpegeneHnsi YyBCTBUTENbHOCTU K aHTMONOTUKAM

(HELIX) UccnepoBaHue cTepunbHOCTY KPOBU (a3poBHbI NOCEB) C onpeaeneHnem
YyBCTBUTENBHOCTU K aHTMBnoTnkam Ha aHanmsatope VITEK bioMerieux

(HELIX) ccnepoBaHmne CTepUNbHOCTM KPOBU (aHa3pobHbIVi NOCEB) C onpeaeneHmem
YYBCTBUTENBHOCTU K aHTMBnoTnkam Ha aHanmsatope VITEK bioMerieux

(HELIX) MoceB Ha 30M0TUCTbIA CTathUIOKOKK (S. aureus), KONMYECTBEHHBIN pesynbTaTt
HELIX) OncbakTepnos KuwweyHuka

HELIX) MNMoceB Ha 30noTUCTbIN CTaUNOKOKK (S. aureus), Ka4eCTBEHHbIN pe3ynbTaT
HELIX) Onpegnenexune TokcrHoB A 1 B Clostridium difficile

HELIX) Moces Ha Aspergillus spp. 6e3 onpeaeneHns 4yBCTBUTENBHOCTU K
aHTUMUKOTUYECKUM MpenapaTtaM (Ma3ku pasnuyHbIX fToKanuaauuii)

(HELIX) Moces Ha Cryptococcus spp. 6e3 onpeaeneHns YyBCTBUTENBHOCTU K
AHTMMUKOTUYECKUM MpenapaTtaM (Masku pasnuyHbIX fToKanuaauuii)

(HELIX) Moces Ha rpmbbl pogos Candida, Aspergillus, Cryptococcus ¢ noa6opom
aHTUMUKOTMYeckux npenapatos Ans Candida spp. (Maskv pa3nuyHbIX NoKkanuaaumn)
(HELIX) (HELIX) NMoceB oTaensieMoro paHbl Ha a3pobHyto 1 chakynbTaTUBHO-
aHa’pobHyto ropy

(HELIX) MoceB Ha Bo3byautenen aepmatomumko3os (Trichophyton spp., Microsporum
spp., Epidermophyton spp.) 6e3 onpeaeneHns 4yBCTBUTENBbHOCTM K aHTUMUKOTUY
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610,00
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5 780,00
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720,00
940,00
990,00

2 370,00
1100,00
1100,00
1100,00

990,00
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10-073

10-074

10-076

12-001
12-003
12-005
12-006
12-011
12-012
12-014
12-017
12-018
12-024
12-027
12-030
12-031
12-032
12-037
12-039
12-043
12-044
12-045
12-046
12-047
12-048
12-050
12-051
12-052
12-053
12-054
12-055
12-056
12-057

12-058
12-059

12-060
12-061
12-062
12-063
12-064
12-065
12-066

12-067
12-069

12.

AHanmu3bl

(HELIX) MoceB oTaensieMoro paHbl Ha aspobHyto 1 akynbTaTUBHO-aHa3POOHYO
(HELIX) MoceB oTaensieMoro paHbl ¢ onpegeneHnemM 4yBCTBUTENbHOCTU K
pacLUMpPeHHOMY CMUCKY aHTUOUOTUKOB M NOAGOPOM MUHUMArbHON 3hEKTUBHON
[03VPOBKU NMpenapa

(HELIX) Moces Candida spp. ¢ nog6opoM MnHUMansHon adhpeKTMBHON JO3NPOBKU
AHTMMMKOTUYECKUX NpenapaTos

LinTonornyeckne, mopdonornyeckmne 1 rucToxmMmmyeckne nccneaoBaHus

(HELIX) LinTonoruyeckoe nccrnenoBaHme MaskoB (COCKODOB) C MOBEPXHOCTU LLENKU
MaTKku (HapY>KHOro MaTOYHOro 3eBa) ¥ LiePBMKarbHOrO KaHana Ha aTunuio

(HELIX) LinTonoruyeckoe nccrnegoBaHue ropMoHanbHOro choHa (npu yrpose
npepbiBaHnsi 6epeMeHHOCTH, HapyLLEeHUSX LuKna)

(HELIX) LinTonoruueckoe nccrnenosaHvme matepuarna, nony4eHHoro npu onepaTuBHOM
BMeLLaTenbCcTBe

(HELIX) LinTonornyeckoe nccrnenoBaHne nyHKTaToB, COCKOOOB ApPYrMx OpraHoB n
HELIX) LiuTonornyeckoe nccnegosaHne moym

HELIX) Liutonornyeckoe nccnegosaHne matepuana, nofy4eHHoro npu aHAOCKoNuu
PIrAC, GpoHXOCKOMUSI, MAaPUHIOCKOMMS, LINCTOCKOMUS, PEKTOPOMAHOCKOMMS, KONTOHOCK
HELIX) LiuTonornyeckoe nccnegosaHne maska (cockoba) ¢ kynona snaranuiua (npv
OTCYTCTBWW LLIENKN MaTKN)

MCrMornb30BaHMEM METOA0B CBETOBOMW, MMMYHOMIHOOPECLIEHTHON U 3NEKTPOHHOW
MuKpockonum (cpukemp

(HELIX) M'cTonornyeckoe nccrnenoBaHne cTaHaapTHON MHOrodoKycHorn buoncum
npeacTatenbHom xenesbl (12 — 16 30H) ( MynbTUdokanbHasi buoncust npocTaTbl)
(HELIX) MMMyHOrMCTOXMMMYECKast AnarHOCTUKa PeLLENTOPHOro cTatyca paka
MonoyHown xenesbl (PR, ER, ki67, Her2 neu)

(HELIX) MMMyHOrMCTOXMMMYECKOE UCCIIeA0BaHNE KIMHUYECKOro MaTepuana (c
ncrnonb3oBaHvem 1 aHTMTena)

(HELIX) M'mcTtonoruyeckoe nccrnegoBaHne matepvana sudek Ha onpegerneHve
MyXcKoro daktopa 6ecnnoams (pukcupyrowmin pacTeop - Xnakoctb byaHa)

(HELIX) M'mcTonoruyeckoe nccnegoBaHne rmHeKkonormyeckoro marepuana (bvoncus
LUeViKM MaTKK, Bnaranuiua, BynbBbl (Cn3ncTas), nannenb-buoncus SHAOMeTpUs, COCK
ropTaHb, Tpaxes, NMLLEBOA, >XemnyAoK, KMLLKa, 3a UCKIYEHNEM MHOTOOKYCHbIX
6uoncun

(HELIX) MMMyHOLMTOXMMMYECKOE UCCIIeA0BaHNE COCKOOOB LUEeNKN MaTkv ¢
onpegeneHnem 6enka p16

(HELIX) M'mcTonoruyeckoe nccnegoBaHne aHgockonmyeckoro matepuana XXKT (
OLGA )npu BocnanutesnbHbIX 3aboneBaHusx ()Kenyaok, KUWEYHUK)

(HELIX) LinTonornyeckoe nccrnegoBaHve acnupata U3 nosiocTv MaTku

HELIX) LiuTonornyeckoe nccrnegosaHme oTne4aTkoB C BHYTPMMAaTOYHOW cCnnpanu
HELIX) LuTonornyeckoe nccrnegoBaHme nyHKTaToB MOSIOMHOW Xernesbl

HELIX) LnTonornyeckoe nccrnegoBaHme COCKOOOB MONIOYHON xenesbl

HELIX) LiuTonornyeckoe nccnegosaHne BbiAeNeHNin N3 MOMOYHOW XXenesbl

(HELIX) LinTonoruyeckoe nccnegoBaHne MaskoB (COCKOGOB) C MOBEPXHOCTM LLENKN
MaTK1 (Hapy>XHOro MaTO4YHOro 3eBa) M LiepBUKarbHOro kaHana - okpaiwuveaHue no lMan
(HELIX) LinTonoruueckoe nccrnenoBaHme MaskoB (COCKOOOB) C MOBEPXHOCTU LLENKN
MaTKu (Hapy>KHOro MaTOYHOrO 3eBa) W LiePBMKaNbHOroO KaHana - okpalunsaHue no Man
(HELIX) XXngkocTHas umTtonorus. MiccnegoBaHune cockoba Lenku MaTku
LiepBMKarnbHOro kaHana (okpawumsaHwue no NanaHukonay)

(HELIX) FISH - nccneposanve ans auddepeHumnanbHOn AmarHocTukm

(HELIX) OnpegeneHne HER2 ctatyca onyxonu metogom FISH

(HELIX) Onpegenenvne HER2 crtatyca onyxonu metogom CISH

(HELIX) OnpegeneHne mytaumn reHa K-RAS
(
(

e =~~~

(
(
(
(

HELIX) Onpenenexue mytaumn reHa N-RAS

HELIX) ®oTtodumkcaums (MnnocTpaums 3aknioyeHns nsobpaxeHvem
rMCTONMOrMYECcKoro npenapara)

(HELIX) ®oTockaHupoBaHue (M3rotToerneHve LndpoBo Konmmu npenaparta BbICOKOro
paspeLueHnst)

(HELIX) OononHuTenbHoe n3roToBneHne MukponpenapaTos (1 cTekrno)

(HELIX) M'cTonoruyeckoe nccrnenoBaHme 3HOA0CKONMYECKOro MaTtepuana ¢
BblsiBNneHnem Helicobacter pylori

(HELIX) M'cTonoruyeckoe nccrnegoBaHme 61UONCMIHONO (onepauuoHHOro) Mmatepuana
1 rpynnbl (KOXHbIE M NMOAKOXHbIe 0bpa3oBaHus (1 nokanuaaums), MblleYHasa TkaHb, N
(HELIX) M'cTonoruyeckoe nccnegoBaHme 6UONCMMHONO (onepaunoHHOro) Matepuana
2 rpynnbl (NpuaaTkn MaTk1, MOMOYHAs Xerneaa Npu CekTopanbHOW Pe3ekumn, JOonw L
(HELIX) M'cTonoruyeckoe nccnenosaHme 6UONCMIHONO (onepaLnoHHOro) Matepuana
3 rpynnbl (NpeactaTensHas xenesa (TYP n aktomus), nerkoe, xenygok, matka (3k
(HELIX) M'cTonoruyeckoe nccrnenosaHme 6UONCMIMHOMO (onepawLnoHHOro) Matepuana
4 rpynnbl (LeHTpanbHas HepBHas CMCTema, KOCTHbIN MO3r 1 MaTepuarn KOCTHON TKaH
(HELIX) KoHcynbTauusi bBroncniHoro (onepaumoHHoOro) Matepuana nobown rpynnbl
CINOXHOCTU (N0 roToBOMYy Matepuany, 1 cTekno)

(HELIX) Onpenenenvie myTtauum reHa BRAF B TkaHsx onyxonen

(HELIX) Onpepenenve mytauum reHa EGFR B TkaHsx onyxonen

(HELIX) Onpepenenue nepectpoiiku reHa ALK npu pake nerkoro metogom UIMX
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1.350,00

2 400,00

1100,00

550,00
500,00
730,00
580,00
770,00
580,00
500,00
48 400,00
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17 600,00
6 880,00
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2 200,00
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5 340,00
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2 200,00
2 200,00
2 200,00
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16 560,00
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3 410,00
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2 810,00
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19 200,00
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00000007581
00000007582
00000007583
00000007584
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00000007586
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00000007591
00000007592
00000007593
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00000007596

00000007597
00000007598

00000007599
00000007600
00000007601

00000007602
00000007603

00000007604
00000007605
00000007606
00000007607
00000007608
00000007609
00000007610
00000007611

00000007612

12-070

12-071
12-106

12-107
12-108
12-109
12-110
12-111
12-112
12-113
12-114
12-115
12-116
12-117
12-118
12-119
12-120
12-121
12-122
12-123
12-124
12-125
12-126
12-127
12-128
12-129
12-130
12-131
12-132
12-133
12-134

12-135
12-136

12-137
12-138

12-139
12-140
12-141

12-142
12-143

12-144
12-145
12-146
12-147
12-148
12-287
12-288
12-289

12-290

AHanmu3bl

(HELIX) MMMyHOLMTOXMMUYECKOE MCCeA0BaHNe COCKOBOB LUEeNKN MaTkv C
onpeaenenHvem 6enka p16 n Ki 67

(HELIX) M'cTonornueckoe nccrnenoBaHme NyHKLMOHHOMO MaTepuana (neveHb, noyka,
MOMOYHas ernesa, LUMTOBWUAHASNA Xenesa 1 Apyrne opraHbl U TKaHW (32 UCKIYEHNEM
(HELIX) OnpepeneHne nporHoctuyeckoro mapkepa (1 aHTuTeno)

(HELIX) MMMmyHOrMCTOXMMMYECKas AnarHOCTUKa Onyxonu npeacTaTenbHON xenesbl
(Ck5, P63, AMACR)

(HELIX) MMMmyHOrMCTOXMMMYECKasi AnarHOCTUKa XPOHUYECKOro aHAomeTpuTa (hasa
nponudepavmn)

(HELIX) MMMyHOrMCTOXMMUMYECKasi AnarHOCTUKa peLenTopHOro crtatyca 3HAoOMeTpuUs!
(cTagus cekpeumm) - cTaHgapTHoe

(HELIX) MMMyHOrMCTOXMMUMYECKasi AnarHOCTUKa peLLenTOpHOro ctatyca SHAOMETpUs]
(cTagus cekpeumm) - pacLUMpeHHoe

(HELIX) MImmyHOrMcTOXnMmnyeckoe nccrieqoBaHme KnnmHu4Yeckoro marepuana (c
MCMOMNb30BaHNEM 2 aHTUTEN)

(HELIX) MMMyHOrMCTOXMMMYECKOE UCCIIeA0BaHNe KNMHMYeCcKoro matepuana (c
MCrornb3oBaHneM 3 aHTUTen)

(HELIX) MMMyHOrMCTOXMMMYECKOE UCCIIeA0BaHNE KIMHMYECKoro matepuana (c
MCMNONb30BaHNEM 4 aHTUTEN)

(HELIX) MMMyHOrMCTOXMMMYECKOE UCCIIeA0BaHNe KIMHUYECKoro Matepuana (c
ncnonb3oBaHWeM 5 aHTuTen)

(HELIX) MMMyHOrMCTOXMMMYECKOE UCCIIEA0BaHNE KIMMHUYECKOro Matepuana (c
ncnonb3oBaHWeM 6 aHTuTen)

(HELIX) MMMyHOrMCTOXMMMYECKOE UCCIIeA0BaHNE KINMHUYECKOro Matepuana (c
1cnonb3oBaHWeM 7 aHTUTen)

(HELIX) MMMyHOrMCTOXMMMYECKOE UCCIIeA0BaHNEe KNMHUYECKOro MaTepuana (c
ucrnonb3oBaHneM 8 aHTuTen)

(HELIX) MMMyHOrMCTOXMMMYECKOE UCCIIeA0BaHNEe KIMHUYECKOro MaTepuana (c
ncnonb3oBaHneM 9 aHTuTen)

(HELIX) MmmyHOorMcToxnMmmnyeckoe nccrieqoBaHme KnnmHu4Yeckoro marepuana (c
ncnonb3oBaHvem 10 aHTuTen)

(HELIX) M'cToFISH aHanus Bcex cneumduyecknx abeppauuii Ha napacpuHoBbIX
(HELIX) M'mctoFISH aHanu3 nepectpoek reHa BCL-6 Ha napacduHOBLIX cpesax
(HELIX) M'cToFISH aHanus TpaHcnokaumm t(2;5)(p23;935) Ha napadrHOBbIX cpesax
(HELIX) M'vcToFISH ananus t(11;14)(q13;932) Ha napadrHOBbIX cpe3ax

(HELIX) M'vcToFISH aHanu3 nepectpoek BCL2 reHa Ha napadumHOBbIX cpesax
(HELIX) Ki-mapkep nponudepaTtnBHOM aKTUBHOCTN

(HELIX) MmmyHouMTOXMMUMYECKOE uccriegoBaHue matepunana (1 mapkep) (kpome
(HELIX) MmmyHOoUuMTOXMMUYECKOE uccreoBaHne Mmatepuana (2 mapkepa) (kpome
(HELIX) MmmyHOoUuMTOXMMUYECKOE uccregoBaHue Mmatepuana (3 mapkepa) (kpome
(HELIX) MmmyHOUuMTOXMMMYECKOE UccreaoBaHMe MaTepuana (4 mapkepa) (kpome
(HELIX) MmmyHOUMTOXMMMYECKOE UccnenoBaHue matepuana (5 mapkepos) (kpome
(HELIX) MmmyHOUuMTOXMMUMYECKOE UccreaoBaHue matepuana (6 n 6onee MapkepoB)
(kpome PTEN)

(HELIX) OnpepeneHve Heonnactuyecknx nameHeHun aHagometpus — PTEN
(HELIX) OuarHoctuka xpoHuyeckoro aHgomeTputa: CD20+, CD56+, CD138+, HLA-DR
(HELIX) OnpegeneHne npeguktopa naMmeHeHu aHgometpus PTEN, Ki-67
peLenTopbl K porecTepoHam (B CTpoOMe U xenesax aHgomeTtpus), Ki67 (nHaekc
nponude

(HELIX) UccneposaHne ayToMMmyHHOro xapaktepa shgometputa: HLA-DR
3aboneBaHnsi ypoTenuanbHOro paka Mo4YeBoro ny3bips, onpegenenune p16inkda B
ocagke Mo

(HELIX) Onpepenenve uutokepatuHa CK20 B ocapke moum

(HELIX) OnpeneneHuve oHkonpoTenHa p16ink4a + p53 B kayecTBe YTOUHSIOLLMX
TECTOB K NepBOMY aTany Afa onpeaesnieHns noTeHunana Amcnnasmm anutenms
(HELIX) OnpepeneHue oHkonpoTtenHa p16ink4a

(HELIX) Onpenenenue peuentopa PD-L1 B TkaHu onyxonu metogom UIMX

(HELIX) >KngkocTHas uutonorus. ViccnegoBaHve NyHKTATOB LWMTOBUAHON Xernesbl,
TexHonoruna BD SurePath

(HELIX) JononHuTenbHOe rMCTOXMMUYECKOe OKpaluMBaHue

(HELIX) >KngkocTHas umtonorus. MiccnegoBaHune nyHKTaToOB MOSIOYHOM XKenesbl,
TexHonorna BD SurePath

(HELIX) Onpenenenve mytaumi B reHe C-KIT

(HELIX) M'mbpuamnsaums In Situ (FISH, CISH, SISH) - ¢ npumeHeHvem 1 3oHaa
(HELIX) OnpepeneHve MukpocaTennuTHon HectabunsHoct MMR (MSI)

(HELIX) Onpepenenue nepectpoiiku reHa ROS1 B TkaHu onyxonu metogom UIMX
(HELIX) MonekynsipHo-reHeTu4yeckoe nccrefoBaHue konminHoctu reHa ERBB2
(ctatyct HER2/neu) B TkaHeBOM maTepuane

(HELIX) MonekynsipHo-reHeTu4yeckoe nccnegosaHue TpaHcnokaumii EML4-ALK,
ROS1 u mytauuii B reHe MET npu pake nerkoro

(HELIX) MonekynsipHo-reHeTU4eckoe nccrefoBaHme TpaHcnokauuii reHa ALK
(HeMenKoKNeTOYHbIN pak nerkoro)

(HELIX) MonekynsipHO-reHeTu4eckoe uccrnegoBaHue TpaHcnokaumii reHa ROS1
(HeMenKOKNEeTOHbIN pak Nerkoro)
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22 000,00
22 000,00
22 000,00
22 000,00
11 880,00
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12 100,00
17 380,00
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22 000,00
12 430,00
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18 700,00
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11 000,00

11 000,00



00000007613

00000007614
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00000007621
00000007622
00000007623
00000007624
00000007625
00000007626
00000007627

00000007628

00000016106

00000015659
00000007629
00000007630

00000007631
00000007632
00000007633
00000007634
00000007635
00000007636
00000007637
00000007638
00000007639
00000007640
00000007641
00000007642
00000007643
00000007644
00000007645
00000007646
00000007647
00000007648
00000007649
00000007650
00000007651
00000007652
00000007653
00000007654
00000007655
00000007656
00000007657
00000007658
00000007659
00000007660
00000007661
00000007662

00000007663
00000007664
00000007665
00000007666
00000007667
00000007668
00000007669
00000007670
00000007671
00000007672
00000007673
00000007674

00000007675

12-291

12-292

12-293

12-294
12-295
12-296
12-297
12-298
12-299
12-300
12-301
12-302
12-303
12-304
12-305

12-306

12-319

43-5359

13-001

13-002
13-003
13-004
13-007
13-008
13-010
13-013
13-014
13-015
13-016
13-017
13-018
13-019
13-020
13-021
13-022
13-024
13-025
13-026
13-027
13-028
13-029
13-030
13-031
13-032
13-033
13-034
13-035
13-036
13-037
13-038
13-039

13-040
13-041
13-043
13-045
13-046
13-047
13-048
13-050
13-052
13-053
13-054
13-055

13-058

AHanmu3bl

(HELIX) MonekynsipHo-reHeTu4eckoe nccregosaHue TpaHcnokauum Ip/19q B
6uoncuinHom (onepaumnoHHOM) MaTtepuane

(HELIX) MonekynspHo-reHeTuyeckoe nccriegosaHme mytaumn B reHe IDH1 B
6uoncuinHom (onepaumroHHOM) MaTepuane

(HELIX) MonekynspHo-reHeTuyeckoe nccriegosaHme mytaumn B reHe IDH2 B
6uoncuinHom (onepaumnoHHoOM) MaTtepuane

(HELIX) Onpepenenve metunupoBaHus reHa MGMT B GuoncuitHom (onepauyoHHOM)
maTepuane

(HELIX) Bbisienenve myTtaumii reHa KRAS B TkaHsix onyxonen

(HELIX) BoisBneHue mytauuii reHa NRAS B TkaHsix onyxonen

(HELIX) BoisBneHve mytauuii reHa EGFR B TkaHsx onyxonen

(HELIX) BeissBneHne myTtaumi reHa BRAF B TkaHax onyxonen

(HELIX) BbisBneHve myTtaumi reHa c-KIT B TkaHsix onyxonen

(HELIX) BeisBneHve mytaumii reHa PDGFRa B TkaHsx onyxonen

(HELIX) BbisiBneHve myTtaumii reHa MET B TkaHsx onyxonen

(HELIX) BbisiBnenve myTtaumi reHa PIK3CA B TkaHsIx onyxoneu

(HELIX) BeisiBnenve myTtaumii reHa POLE B TkaHsx onyxonen

(HELIX) BbisBneHue mytauuii reHa TERT B TKaHsix onyxonem

(HELIX) OueHka ypoBHs akcnpeccum PDLA1

(HELIX) M'eHoTMNMpoBaHWe MUKpocaTenMTHOW HeCcTabunbHOCTU B BruoncuiiHom
matepuana (MSI)

(HELIX) KoHcynbTaumsi GuoncuinHoro (onepauyoHHOro) matepuana nioboi rpynnsbi
CINOXHOCTU (BTOPOE MHEHWNE — MEPECMOTP MMCTONOrM4YecKUx npenapartoB 1-5 crekorn)
(HELIX) Imctonornyeckoe nccnegosaHne 6uonTaToB CAM3MCTON 060MOYKN TOHKOW
KULUKV NpY AMArHOCTUKE Lienvakim

13. AyTonMMyHHbIe 3aboneBaHus

(HELIX) AHTTENna k oBapuasnbHbIM (TEKanbHbIM) aHTUreHam

(HELIX) AnnonMMyHHbIe aHTUapUTpoLMTapHble aHTUTena (B TOM yucne
aHTMPEe3YCHbIE), TUTP

(HELIX) AHTuTena k cnepmarbHbIM aHTUreHam (B KpoBM)

(HELIX) AHTuTena k cnepmarbHbIM aHTUreHam (B cnepme)
(HELIX) AHTuTena k gByxuenodeyHon AHK (aHTn-dsDNA), 1gG
(HELIX) AHTTEna k nHcynuny, 1gG

(HELIX) AHTuTena k peuentopam TTT (aHTn-pTTI)
(HELIX) AHTndocdonunuaHele aHtuTena IgM
(HELIX) AHTTENa K LMKIMYECKOMY LUMTPYNnvHcoaepallemy nentugy, IgG
(HELIX) AHTTEna k saepHbIM aHTureHam (ANA), CKpUHUHT
(HELIX) AHTTENa K OCTPOBKOBbIM KNeTkaM MoaxernynoyHow xenessbl, IgG
(HELIX) AHTuTena k rmunaguty, IgA

(HELIX) AHTuTena k rmuaguHy, IgG

(HELIX) AHTudocdonunuaHsle aHTutena IgG
(HELIX) PeBmaTounaHbIn daktop

(HELIX) AHTTEna k mutoxoHapusam (AMA)
(HELIX) AHTTENa K MMKpOCOMarnbHOM chpakumum neveHun v novek (aHTu-LKM)
(HELIX) AHTnTEna k 6eTa-2-rnmmMKonpoTenHy
(HELIX) AHTukepaTtunHoBble aHTUTENa (AKA), IgG
(HELIX) AHTUTena K unuTpyninHMpoBaHHOMY BUMEHTUHY (aHTU-MCV), IgG

(HELIX) AHTTENa k Ba3zanbHon MembpaHe knybouka, IgG

(HELIX) AHTuTena k C1q cdaktopy komnnemeHTa, IgG

(HELIX) AHTuTena k knetkam cocyamcToro angotenus (HUVEC), IgG

(HELIX) AHTTEna k napueTanbHbIM (OOKTago4HbIM) KNeTkam xenyaka

(HELIX) AHTTEna K rmagkum MbilLLamM

(HELIX) AHTTENa K 3HOOMM3NIO, IgA

(HELIX) AHTTENa K TKAHEBOW TpaHcrnyTamuHase, IgG

(HELIX) AHTTENa K TKAHEBOW TpaHcrnyTamMmmHase, IgA

(HELIX) AHTupeTukynuHoBble aHTutena (APA), IgG n IgA

(HELIX) AHTnTena k gecmocomam koxu, 1IgG

(HELIX) AHTuTena k anungepmanbHon 6asanbHon membpate, 1gG

(HELIX) AHTnTena k muokapay, 1gG

(HELIX) AHTTEna k ckeneTHbIM Mbllwuam, IgG

(HELIX) OuarHocTuka BocnanuTenbHbIX NONNMpagukynoHeBpMTOB (aHTUTena K
raHrnmosugam acmano-GM1, GM1, GM2, GD1a, GD1b, GQ1a, GQ1b, GT1a knaccos
IgG/IgM)

(HELIX) AHTTENa K CTEepOMANPOAYLMPYIOLLMM KIeTKam Hafno4eyHmka

(HELIX) AHTTENa K CTEepOMANPOAYLMPYIOLLMM KIeTKam sindka

(HELIX) AHTHYKNeapHbin dakTop Ha HEp-2-kneTtkax, IgG

(HELIX) AHTuTena K akcTparnpyemomy sigepHomy aHtureHy (ENA-ckpuH)

(HELIX) AHTuTena k kapguonununy, IgG u IgM

(HELIX) AHTnepuHykneapHbin daxtop, IgG

(HELIX) AHrnoTeH3mnH-npespaLiaiowmii hepmMeHT CbIBOPOTKU

(HELIX) AHTTEna k umTonnasmMe HenlTpodunos, IgG (c onpeaeneHnem Tuna
(HELIX) AHTTEna k myuenonepokcuaase (aHtn-MPO), IgG

(HELIX) AHTnTEna k npoTenHase-3 (aHTn-PR-3), IgG

(HELIX) MonykonuyecTBeHHOE BbISIBNIEHNE KPMOrMobynUMHOB C akTUBHOCTbIO P®, IgM
(HELIX) OunarHocTuka paccesiHHOro ckreposa (1303nekTpodokycrpoBaHmne
ONMroknoHasnbsHoro IgG B NUKBOpPE ¥ CbIBOPOTKE)
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13 750,00
13 970,00
13 970,00

18 700,00
8 800,00
8 800,00
8 800,00
8 800,00

11 000,00
9 130,00
9 900,00

14 850,00

10 450,00
9 900,00
9 900,00

6 600,00
10 600,00
2 810,00
3 300,00

970,00

990,00
1380,00

940,00
1470,00
1470,00

770,00
1520,00

940,00
1760,00

720,00

720,00

880,00

370,00
1410,00
1.390,00
1410,00
1350,00
1340,00
1700,00
1410,00
1410,00
1410,00
1460,00
1710,00
1260,00
1380,00
1 130,00
1980,00
1950,00
1700,00
1700,00

5 040,00
1 080,00
1710,00
1120,00
1 080,00
1490,00
1.360,00
2 970,00
1600,00
1410,00
1410,00
1490,00

4 270,00



00000007676
00000007677
00000007678
00000007679

00000007680
00000007681
00000007682
00000007683
00000007684

00000007685
00000007686
00000007687
00000007688
00000007689
00000007690

00000007691

00000007692
00000007693
00000007694

00000007695

00000007696
00000007697
00000007698
00000007699
00000007700
00000007701
00000007702

00000007703
00000007704
00000007705
00000007706

00000007707
00000007708
00000007709

00000007710
00000007711

00000007712
00000007713

00000007714
00000007715
00000007716
00000007717
00000007718
00000007719
00000007720
00000007721
00000007722
00000007723
00000007724
00000007725
00000007726
00000007727
00000007728

00000007729

00000007730
00000000550

00000007731

00000007732
00000007733
00000007734
00000007735

13-059
13-060
13-061
13-062

13-063
13-064
13-065
13-066
13-067

13-068
13-069
13-070
13-072
13-074
13-075

13-076

13-077
13-078
13-079

13-080

13-081
13-082
13-083
13-087
13-088
13-089
13-090

13-091
13-092
13-093
13-094

13-095
13-096
13-097

13-099
13-101

13-102
13-104

13-106
13-107
13-108
13-109
13-110
13-111
13-112
13-113
13-114
13-115
13-116
13-117
13-118
13-119
13-120

13-121

13-122
13-123

13-124

13-125
13-126
13-127
13-128

AHanmu3bl

(HELIX) CKpyHWHr BonesHen coeanHUTENBHON TKaHW

(HELIX) OnarHocTika CUCTEMHOWM KpacHOW BOnYaHKu

(HELIX) OnarHoctuka aHTudocchonunuaHoro cuHapoma (APC)

(HELIX) PasBepHyTasi auarHoctuka aHTudocdonmnuaHoro cuHapoma (APC)

(HELIX) AHTHYKneapHble aHTuTena, IgG (aHtn-Sm, RNP/Sm, SS-A, SS-B, Scl-70,
PM-Scl, PCNA, dsDNA, CENT-B, Jo-1, k ructoHam, k Hykneocomam, Ribo P, AMA-M
(HELIX) OuarHocTuka paHHero peBMaToMgHoro apTputa

(HELIX) OuarHocTuka rpaHynemMaTo3HbIX BaCKynmToB

(HELIX) AnarHoctmka ayTOMMMYHHOIO MOPaXeHUsi MoYeK

(HELIX) CKpUHWHI ayTOMMMYHHOTO NMOpaXeH!s nevyeHn

MUKpocoMam nedenu-nodek 1 Tuna (LKM-1), nupysaTt-gekapbokcunasHomy KOMMneKcy
M

(HELIX) PasBepHyTasi cepornorns ayToumMmyHHbIX 3ab0neBaHuin neveHu

(HELIX) Liennakus. CKpyHUHT (AeTv 8o 2 ner)

(HELIX) OuddepeHumansHas gnarHoctuka 6onesHn KpoHa n si3BEHHOro konuta
(HELIX) OuarHocTuka ny3blpHbIX 4epMaTo30B

(HELIX) OuarHocTuka BocnanuTenbHbIX M1okapguonatui

(HELIX) OuarHocTuka napaHeonnacTuyecknx aHuedannTos (aHTUTena K aHtureHam
6enoro n ceporo Bewectsa mosra (Yo-1, Hu, Ri) n membpaHHomy aHTureHy (Ma)
(HELIX) MMmyHOBROT npu nonumuosute (Mi2b, Ku, Pm-Scl100, PM-Scl75, Jo-1, SRP,
PL-7, PL-12 EJ, OJ, Ro-52)

(HELIX) Lienunakus. CKpyHUHT (B3pocrnble 1 AeTu cTaplie 2 neT)

(HELIX) Liennakus. PaclumpeHHoe ceponornyeckoe obcnegoBaHvie

(HELIX) CoBmecTHOe onpeaeneHne aHTUKepaTUHOBBIX aHTUTEN 1
aHTMNepuHyKeapHoro gakropa

npoTenHasa-3, Mvenonepokcugasa, HeTpodunbHas anacTtasa, katencuH G, 6enok
BPI

(HELIX) AHTuTERa k TpoMbBouuTam, IgG

HELIX) AHTTena k BHyTpeHHemy dakTtopy Kactna, IgG

HELIX) AHTuTena k Tupeornobynuny (aHtuTl)

HELIX) AHTuTena k Tupeonepokcmaase (aHtnTl10)

HELIX) AHTuTena k rnytamataekapbokeunase (aHTu-GAD), IgG

(HELIX) AHTuTena k ogHouenoyveyHon AHK (aHTn-ssDNA), IgG

aHTUHYKeapHbIx aHTuTen: aHtTn-Scl-70, CENT-A, CENT-B, RP11, RP155, Fibrillarin,
NOR90, Th

(HELIX) OuarHoctika MuacteHun (aHTuTena K auetunxonuHosomMy peuentopy (AxP))
(HELIX) AHTuTERa K Hykneocomam knacca IgG

(HELIX) KanbnpoTeKkTuH B kane

(HELIX) OnpepeneHve HeonTepuHa B CbIBOPOTKE KPOBU (QMarHocTuka Tybepkynesa u
BUPYCHbIX MHADEKLNIA)

(HELIX) OuarHocTyka ayTOMMMYHHOrO NaHKpeaTuta (onpeaeneHve KoHUeHTpaummn
(HELIX) AHTTena k acnanornmkonpoTenHosomy peuentopy (ASGPR), IgG

(HELIX) CkpyHUHI MuenoMHou 6onesHn 1 napanpotemHemMuii (MMMyHoUKcaunst
CbIBOPOTKM KPOBW C NEHTaBaNIEHTHON CbIBOPOTKOW)

(HELIX) Benok beHc-[xoHca B MoYe, KONMYECTBEHHO (MMMYHOMKCaLMa MOYN)
(HELIX) AxtuTena k acHK-HykneocomHomy kommnnekcy knacca IlgG, noarsepxaeHue,
TECT 2-r0 MOKONeHNs

(HELIX) AHTuTEna k dbocaTuaun-npotpombury (PS-PT) IgG/IgM cymmapHo
(HELIX) AHTuTENa K peuenTopy docdonunasbl A2 - guarHocTuka MembpaHo3How
HedponaTtum, IgG

(HELIX) AHTuTena k Saccharomyces cerevisiae (ASCA) knaccos IgG

(HELIX) AHTuTena k Saccharomyces cerevisiae (ASCA) knaccos IgA
(HELIX) AHTTena k umtonnasme HenTpodunos krnacca IgA (AHLA)
(HELIX) AHTTEna k 6okanoBmaHbIM KneTkam KuweyHuka, 1gG
(HELIX) AHTuTEna k gecmorneunny-1, IgG

(HELIX) AHTTERa k gecmorneunHy-3, IgG

(HELIX) AHTnTena k 6enky BP180, IgG

(HELIX) AHTuTena k 6enky BP230, IgG
(
(
(
(
(
(
(

(
(
(
(

HELIX) AHTTena k aksanopuHy 4 (NMO), IgG

HELIX) AHT1TEna k aHTureHam kneTok nogxenygoyHon xenesbl (GAD/IA-2), IgG
HELIX) AHTTena k TuposuHdocdartase (IA-2), IgG

HELIX) AHTUTENa Kk aHTUureHam muenuvHa, IgG

HELIX) AHTuTena k aHHekcuHy V knacca IgG

HELIX) AHTuTena k aHHekcuHy V knacca IgM

HELIX) KombrHunpoBaHHoe obcriefoBaHne npu BocnanuterbHbIX 3aboneBaHnsx
KMLLEYHMKa

(HELIX) CkpuHuHr 6enka beHc-[)xoHca B Moye (MMMyHOMMKCALUS C MONMBAarNeHTHON
aHTWCbIBOPOTKOM)

(HELIX) 3nekTpocopes 6enkoB Mo4u ¢ onpeaeneHmemM Tuna npoTemHypum

(HELIX) TunupoBaHue napanpoTenHa B CbIBOPOTKE KPOBU (C MOMOLLbH0
MMMYHOMKCaLMKM C NaHenbio aHTUCbLIBOpoToK IgG, IgA, IgM, IgD, IgE, kappa, lambda)
nsoanektpodokycuposanusi PIM, PiZ, PiS n apyrue annenbHble hopmbl (3Mdursema,
XOBI)

(HELIX) AHTTEna K 3K30KPUHHOWM YacTun NogpKenyaoyHou xenessl, IgG

(HELIX) Anbcba-1-aHTUTPUNCKH B Kane, kuweyHas noteps benka

(HELIX) AHtTena k NMDA peuenTopy (ayTOUMMyHHbIN 3HUedanuT), IgG
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2 090,00
3 160,00
2 500,00
3 630,00

4 810,00
4 990,00
2 970,00
4 260,00
6 850,00

4 940,00
11 940,00
4 180,00
4 290,00
3 840,00
3 170,00

5 040,00

4 840,00
1540,00
7 320,00

2 420,00

4 240,00
2 920,00
1480,00

550,00

550,00
2 830,00
1740,00

5 090,00
5 040,00
1410,00
2 400,00

2 590,00
2 420,00
1500,00

2610,00
2 970,00

1190,00
2 200,00

2 390,00
1430,00
1430,00
1650,00
1650,00
1710,00
1710,00
1710,00
1710,00
3 280,00
2 420,00
2 420,00
1410,00
1490,00
1490,00

7 210,00

1870,00
1 500,00

4 760,00

3 140,00
1650,00
2 420,00
6 000,00



00000007736
00000007737
00000007738
00000007739
00000007740
00000007741

00000007742
00000007743
00000007744

00000007745

00000007746

00000007747
00000007748

00000007749
00000007750
00000007751
00000007752
00000007753
00000007754

00000007755

00000007756

00000007757

00000007758
00000007759
00000007760
00000007761
00000007762
00000007763
00000007764
00000007765
00000007766
00000007767
00000007768
00000007769
00000007770
00000007771
00000007772
00000013483
00000007773
00000007774
00000007775
00000007776
00000007777
00000007778
00000007779
00000007780
00000007781
00000007782
00000007783
00000007784
00000007785
00000007786
00000007787
00000007788
00000007789
00000007790
00000007791
00000007792
00000007793
00000007794
00000007795
00000007796
00000007797
00000007798
00000007799
00000007800
00000007801

13-129
13-130
13-131
13-132
13-133
13-134

13-136
13-137
13-138

13-139

13-140

13-141
13-142

13-144
13-145
13-146
13-147
13-148
13-149

13-150

13-151

13-152

13-153
13-154
13-155
13-156
13-157
13-158
13-159
13-160
13-161
13-162
13-163
13-164
13-165
13-166
13-167
13-168

15-001
15-002
15-004
15-005
15-006
15-007
15-008
15-009
15-011
15-012
15-013
15-014
15-015
15-016
15-017
15-018
15-019
15-020
15-021
15-022
15-023
15-024
15-025
15-026
15-027
15-028
15-030
15-031

AHanmu3bl

(HELIX) Onpepenenune aktnBHocTn nHrnbutopa C1 dpaktopa komnnementa (C1INH)
(HELIX) AHTuTEna k kapauonununy, IgG

(HELIX) AHTuTERa K KapauonunuHy, IgM

(HELIX) AHTuTEna k BeTa-2-rnmkonpoTteunHy, IgM

(HELIX) AHTTENa K Ae3aMUHMPOBaHHbIM NenTuaam rnuaguHa, IgA

(HELIX) AHTuTena Kk ge3aMMHUpOBaHHbLIM NenTuaam rnvaguHa, 1gG

(HELIX) UccnepoaHue IgG-MMMYHHbBIX KOMMNIIEKCOB METOAOM CBsidbiBaHusi ¢ C1q
(C19-19G)

(HELIX) OnpegeneHuve obLien remonmTu4eckon cnocobHocTn komnnemeHTa (CH-50)
(HELIX) MmmyHOBROT aHTUdOChonMnuaHbix aHtuten, IgG n IgM

(HELIX) MMMmyHORnOrnyeckmn Tect onpeaeneHns XonoaoBbiX arrMioTUHUHOB Mpuy
reMOnNUTUYECKUX aHEMMSIX

(HELIX) MMmyHONornyeckun Tect onpeaeneHns nonmcneumguyecknx arrmoTMHUHOB
npy reMOSIUTUHECKNX aHEMUSIX

(HELIX) MMmyHORNornyeckun Tect onpegeneHns MoHocneumdu4eckux arrmoTUHUHOB
npy remMosIMTUHECKNX aHEMUSIX

(HELIX) BbisiBneHue aytonmmyHHou natonorum (WK IgG-C1q n CH-50)

(HELIX) AHTUrpynnoBble aHTUTENa CO CTaHAAPTHLIMU 3pUTpoLMTamMu (ECTECTBEHHbIE
aHTW-A, aHTU-B, UMMyHHbIEe HenornHble aHTu-A, aHTu-B)

(HELIX) AHTurensl cuctembl Rh (C, E, c, e), Kell — dbeHoTuUnMpoBaHue

HELIX) AnTuTena k 6eta-2-rnukonpoTenHy, IgG

HELIX) AHTuTena k numdoumtam MeToAaoM HEMPSMON MMMYHOMIIOOPECLIEHLIMN
HELIX) AHTTENa K MbiluevHo-cneuuduyeckon TuposmHkmHase (MUSK), IgG
HELIX) 3oHynuH B kane

(HELIX) 3NN-Bucuepo-TecT-24 (aHTUTena K 24 aHTUreHam OCHOBHbIX OPraHoB U
CMCTEM YernoBeka)

(HELIX) AHTTENa K XOPNOHUYECKOMY FrOHafoTPONMHY YenoBeka (aHTu-XIMY IgG n
aH™M-XM4 IgM)

(HELIX) 3NN-A®C-XIY TecT (aHTUdochonmMnmaHbIi cuHapom, aHTu-XM cuHgpowm, 6
aHTUreHoB)

(HELIX) 3NN-B-6-TecT (0bLyee coCTOAHME MMMYHHOW CUCTEMBbI, MOArOTOBKA K
BaKuMHaUMK, 6 aHTUreHoB)

(HELIX) AHTnTEna k kapguonununy, IgA

(HELIX) AHTTena k umtonnasmatuyeckomy aHtureHy SS-A(RO) (AHTM-Ro/SS-A)
(HELIX) AHTTEna K aKCTparmpyembim saepHbIM aHTureHam RNP/Sm

(HELIX) AHTTEna k umMTonnasmatnyeckomy aHTureHy SS-B(La) (AHTn-La/SS-B)
(HELIX) AHTuTena k aHTtureny Scl-70 (AHTK-Scl-70)

(HELIX) AHTuTena k umtonnasmaTtmyeckomy aHtureHy Jo (AHTu-Jo)

(HELIX) AHTUTENna K ructoHam

(HELIX) AHtuTena k ueHtpomepam (CENP-B)

(

(

(

(

(

(

(

Py Py iy ey

HELIX) SnekTpodopes nunmaoB ¢ pacyeTom TpUrnmuepmaos

HELIX) SnekTpodopes nunmuaoB ¢ pacveTom xonecTepuHa

HELIX) 3nekrtpodopes nunuaHbix dpakumin ¢ TMNMpoBaHWeM runepnunuaemmin
HELIX) 3nekrtpodopes remornobuHa onst AMarHocTuku remornobrHonaTumn
HELIX) AnTuTtena k NR2 cybbenmnmue NMDA peuentopa rmytamaTa B CbIBOPOTKE
HELIX) AHTMHenpoHanbHble aHTuTena, IgG

HELIX) PeBmaTongHbin chaktop, IgA

15. JlekapCTBEHHbI MOHUTOPUHI

(HELIX) BanbnpoeBas kucrnota
(HELIX) KapbamaszenuH
(HELIX) ®eHobapbuTan
(HELIX) OndennH
(HELIX) Tonnpamat
(HELIX) NamoTpmaxuH
(HELIX) OurokcuH
(HELIX) TeodunnuH
(HELIX) INeBeTupavuetam
(HELIX) I'nsogpeH
(HELIX) PucnepuaoH
(HELIX) OnaHnsanuH
(HELIX) MapokceTuH
(HELIX) Apununpason
(HELIX) 3unpacugoH
(HELIX) 3cuutanonpam
(HELIX) KeTnanuH
(HELIX) UnTanonpam
(HELIX) CepTpanuH
(HELIX) MupTasanunH
(HELIX) ®nekanHng
(HELIX) KnoHasenam
(HELIX) Nanonepugon
(HELIX) ®nyokceTuH
(HELIX) OynokceTuH
(HELIX) Okckapba3senuH
(HELIX) ManunepuaoH
(HELIX) Takponumyc
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1.800,00
1080,00
1250,00
1 540,00
1480,00
1480,00

1530,00
1600,00
6 900,00

1650,00
1.380,00

2 200,00
3 170,00

1 600,00
1980,00
1290,00
2 150,00
4 400,00
9 460,00

8 800,00
1 060,00
4 400,00

4 400,00
1410,00
1460,00
1460,00
1460,00
1 460,00
1 460,00
1460,00
1460,00
4 400,00
4 400,00
6 600,00
4 400,00
4 400,00
6 050,00
1320,00

900,00
2 530,00
3 300,00
3 850,00
4 400,00
4 400,00
4 950,00
4 950,00
5 500,00
5 500,00
5 500,00
5 500,00
5 500,00
5 500,00
5 500,00
5 500,00
5 500,00
5 500,00
5 500,00
5 500,00
5 500,00
5 500,00
5 500,00
5 500,00
5 500,00
5 500,00
6 050,00
3 850,00



00000007802
00000007803
00000007804
00000007805
00000007806
00000007807
00000007808
00000007809
00000007810
00000007811
00000007812
00000007813
00000007814

00000007815

00000007816
00000007817

00000007818
00000007819

00000007820
00000007821
00000007822
00000007823
00000007824
00000007825
00000007826
00000007827
00000007828
00000007829
00000007830
00000007831
00000007832
00000007833
00000007834
00000007835
00000007836
00000007837
00000007838
00000007839
00000007840
00000007841
00000007842
00000007843
00000007844
00000007845
00000007846

00000007847
00000007848

00000007849

00000007850

00000007851

15-032
15-033
15-034
15-035
15-036
15-037
15-038
15-039
15-040
15-041
15-042
15-043
16-001

16-009
16-010

16-011
16-016

16-017
16-018
16-021
17-001
17-003
17-004
17-005
17-006
17-007
17-031
17-032
17-033
17-034
17-035
17-036
18-001
18-002
18-003
18-004
18-005
18-006
18-007
18-008
18-009

18-010

18-011
18-012

18-013

18-014

18-015

16.

17.

18.

AHanmu3bl

(HELIX) LivknocrnopuH
(HELIX) 3Beponumyc
(HELIX) Cuponumyc
(HELIX) MeToTpekcaT
(HELIX) AmukaumH
(HELIX) BaHkoMuunH
(HELIX) 'enTamumunH

(HELIX) AueTamunHodeH (napauetamorn)

(HELIX) MpokanHamng

(HELIX) CanuunnoBas kucnota (canuuunaTbl, caniuunamuz)

(HELIX) TobpammunH

(HELIX) XvHngumH

LinToreHeTnyeckme nccnenoBaHus

(HELIX) UccnepoBaHue kapyoTuna (KONMYeCTBEHHbIE U CTPYKTYpPHbIE aHOManum
XpOMOCOM) Mo numdounTam nepudepunyeckon kposu (1 Yenosek)

(HELIX) OnpepeneHne HecTabUnbHOCTM XPOMOCOMHOIO annapaTa Kak paktopa pucka
pa3BUTMS OHKOMOrMyecknx 3abonesaHui

(HELIX) FISH-gnarHoctmka (xpomocombl X 1Y)

(HELIX) OuarHocTrka MukpogeneumnoHHbIx cuHapomos MNpagepa — Bunnu,
AHrenbmana, v Oxopmxm metonom FISH (1 KOHKpETHbIM CMHOPOM)

(HELIX) MpeHTudmkauma mapkepHor xpomocombl metogom FISH

(HELIX) UccneposaHmne kapyuoTuna abopTMBHOIO Matepuana MoneKynsapHbIMn
MeToamu C UccrefoBaHNeM MUKPOCTPYKTYPHbLIX aHOManuii XPOMOCOM

(HELIX) UccnepoBaHne Mukpogeneumin u MUKpogynnvkaumni XxpoMoCcom

(HELIX) Onpepenenue dparmeHTaumm OHK cnepmaTosongos

[eHeT4eckoe yCTaHOBMEHNEe PoACTBa

(HELIX) 'eHeTn4eckoe ycTaHOBMNEHNE OTLIOBCTBA/MaTEPUHCTBA (2 y4acTHuMKa:
pebeHok 1 npeanonaraemblii poanTens)

(HELIX) 'eHeTu4eckoe ycTaHOBNEHNE OTLOBCTBa/MaTepUHCTBA (3 y4acTHuKa:
pebeHok, 6e3yCnoBHbIN poauTenb, Npearonaraemblil poAUTESb)

(HELIX) OononHuTenbHbIR y4acTHUK k 17-001 unn 17-003 (pebGeHok nnu
npeanonaraemMbin pogauTenb)

AanbHocTM poacTea, MTOHK (2 yyacTHuka: npegnonaraemble pogCTBEHHUKM MO
YKEHCKOWN NWH

(HELIX) eHeTu4eckoe ycTaHOBNEHNE POACTBA MO MY>XCKOW NTMHUK, TeCTUpoBaHue Y-
XPOMOCOMBI (2 y4acTHuMKa)

(HELIX) OononHuTenbHbIN y4acTHUK Kk 17-005

(HELIX) OononHuTenbHbIR y4acTHUK k 17-006

nnemMsiHHUK/MNeMsHHWLA; 6abyLuka/aeayluka - BHyK/BHy4Ka; 6paTt/cectpa -
6pat/cecTpa)

(HELIX) OononHuTenbHbIN y4acTHUK K 17-032, ¢ KOTOPbIM AOMKEH OblTb paccumTaH
WHOEKC poacTBa

(HELIX) 'eHeTM4eckoe ycTaHOBNEHUE POACTBa, TECTUPOBaHME X-XPOMOCOMbI (2
yJacTHuka:6abyLuka no NMHUK OTUA — BHYYKa, CBOAHbLIE CECTPbI MO OTLY)

(HELIX) JononHuTenNbHbIN y4acTHUK nccnegosaHus k 17-034

(HELIX) AHK-npodwunmposaHmne, 25 mapkepos (1 YenoBek)

[eHeTn4eckue nccnepnoBaHus

(HELIX) 'eH paka momnoyHoi xenesbl 1 (BRCA1). BeisBnenve mytauum 185delAG
(HapyLueHne cTpykTypbl H6enka)

(HELIX) 'eH paka momnouHoi xenesbl 1 (BRCA1). BeisBnenne mytauum 4153delA
(HapyLueHne cTpykTypbl Henka)

(HELIX) 'eH paka monouyHoi xenesbl 1 (BRCA1). BeisBnenne mytauum 5382insC
(HapyLueHne cTpykTypbl Henka)

(HELIX) UHrubuTop aktuBatopa nnasmuHoreHa (SERPINE1). BeisBneHue mytaumn
5G(-675)4G (perynsiTopHasi obnacTtb reHa)

(HELIX) 'eH paka monouyHoi xxene3sbl 2 (BRCA2). BeisiBneHve mytauum 6174delT
(HapyLueHue cTpykTypbl Benka)

(HELIX) LinToxpom P450, cemelictBo 2, cybcemeiicteo C, nonunentug 9 (CYP2C9).
BoisBnenve mytauumn A1075C (lle359Leu)

(HELIX) 'eH nHTepnewikuHa 28B, Il knacc uMToknHoBLIX peuenTtopos (IL28B).
BoisBneHvne mytauun g.39738787C>T (rs12979860, perynsitopHas obnactb reHa)
(HELIX) MeTunentetparngpodonarpeaykrasa (MTHFR). BeisBneHve mytauum
A1298C (Glu429Ala)

(HELIX) MeTnoHuHcuHTasa (MTR). BeisBneHve myTtaumm A2756G (Asp919Gly)
(HELIX) MeTnoHuH-cuHTasa-peayktasa (MTRR). BeisBneHune mytauum A66G
(HELIX) AHrnoTeHsuH-npespatiaowmin pepmeHTt (ACE). Beisenenne mytaumm Alu
Ins/Del (perynsitopHas obnacTb reHa)

(HELIX) AHrnoteHsuHoreH (AGT). Boisnenune mytauum C521T (Thr174Met)

(HELIX) F'en MCM®6. UccnepoBaHue reHeTnyeckoro mapkepa C(-13910)T
(perynsitopHasi obnactb reHa LAC)

(HELIX) AnbgocTepoH cuHTasa (CYP11B2). BuisieneHue mytaummn C(-344)T
(perynsiTopHas obnacTtb reHa)

(HELIX) Peuentop menatoHuHa 1B (MTNR1B). BuisiBneHune mytaummn C(g.37979623)T
(perynsaTopHasi obnacTb reHa)

Crpanuna 19

3 850,00
3 850,00
4 400,00
4 400,00
4 400,00
4 400,00
4 400,00
4 400,00
4 400,00
4 400,00
4 400,00
4 400,00
7 100,00

16 880,00
24 720,00

11 800,00
14 940,00

16 500,00
7 700,00
12 540,00
21 450,00
22 880,00
8 250,00
59 400,00
26 130,00
21 780,00
11 330,00
36 300,00
16 830,00
23 100,00
11 310,00
10 450,00
770,00
770,00
770,00
770,00
770,00
770,00

1 400,00
770,00
770,00

770,00

2 740,00
1 600,00

1 100,00
1 600,00

1.840,00



00000007852
00000007853

00000007854

00000007855
00000007856

00000007857

00000007858

00000007859

00000007860

00000007861

00000007862

00000007863

00000007864

00000007865

00000007866

00000007867

00000007868

00000007869

00000007870
00000007871

00000007872
00000007873
00000007874
00000007875
00000007876
00000007877
00000007878
00000007879
00000007880
00000007881

00000007882
00000007883

00000007884

00000007885

00000007886

00000007887

00000007888

00000007889

00000007890

00000007891

00000007892

00000007893

18-016
18-017

18-018

18-019
18-020

18-021

18-022

18-023

18-024

18-025

18-026

18-027

18-028

18-029

18-030

18-031

18-032

18-033

18-034
18-035

18-036
18-037
18-038
18-039
18-040
18-041
18-042
18-043
18-044
18-045

18-046
18-047

18-048

18-050

18-051

18-055

18-056

18-057

18-058

18-059

18-060

18-061

AHanmu3bl

(HELIX) ButamuH K - peagyktasa (VKORC1). Beissnenne mytauum G(-1639)A
(perynsaTopHasi obnacTb reHa)

(HELIX) Peuentop podamuHa D2 (DRD2). Beisenenne mytauum C2137T (Glu713Lys)
(HELIX) LinToxpom P450, cemelictBo 2, cybecemericteo C, nonunentug 9 (CYP2C9).
BoeisBnenve mytauum C430T (Arg144Cys)

(HELIX) MeTunentetparngpodonartpeaykrasa (MTHFR). BeisBneHve mytauum
C677T (Ala222Val)

(HELIX) KanueBbin kaHan (KCNJ11). BeisiBneHune mytauun C67T (Lys23Gin)

(HELIX) UnTerpuH anbga-2 (rnukonpoTeuH la/lla TpombouuntoB) (ITGA2). BeisBnexne
myTaummn C807T (HapylueHue cuHTesa Genka)

(HELIX) MN'yaHuH HykneoTuacessbiBaowumii 6enok 6eta-3 (GNB3). BeisiBneHue
myTaummn C825T (Ser275Ser)

(HELIX) ®unbpuHoreH, 6eta-nonunentug (FGB). BoisiBneHne mytauum G(-455)A
perynatopHas obnactb reHa)

HELIX) LOC727677 (LOC727677). BoisiBneHve mytauum G(g.41686854)T
perynsiTopHasi obnactb rexHa)

HELIX) ®akTop cBepTbiBaemocTtu kposu 13, cydbeamnmua A1 (F13A1). Boisernexune
myTauumn G103T (Val34Leu)

(HELIX) ®akTop ceepTbiBaeMoctu kposu 7 (F7). BeiseneHve mytaunm G10976A
(Arg353GiIn)

(HELIX) AogyuuH 1 (anbda) (ADD1). Beisisnenne mytaummn G1378T (Gly460Trp)
(HELIX) AnbaernpnerngporeHasa 2 (ALDH2). Boisenenue mytaummn G1510A

(HELIX) Peuentop aHrnoteHsuHa Il BToporo Tvna (AGTR2). BeisiBneHue mytaumm
G1675A (perynsitopHasi obnacTb reHa)

(HELIX) ®akTop cBepTbiBaeMoctu kpoBu 5 (F5). BeisiBnenne mytaumm G1691A
(Arg506GiIn)

(HELIX) ®akTop cBepThiBaEMOCTU KPOBU 2, NPOTpoM6uH (F2). BeisiBneHve myTtauum
G20210A (perynsatopHas obnacTb reHa)

(HELIX) OHpooTenuanbHas cuHTa3a okcuaa azota (NOS3). BeisiBneHve mytaumm
G894T (Glu298Asp)

(HELIX) OHpooTenuanbHas cuHTasa okenaa asota (NOS3). BeisiBneHve mytaumm T(-
786)C (perynsaTopHas obnacTtb reHa)

(HELIX) UnTerpuH 6eta-3 (6eTta-cybbeamHuua peuentopa onbpuHoreHa
TpombouuToB) (ITGB3). BeiseneHne mytauum T1565C (Leu59Pro)

(HELIX) AHrnoteHsuHoreH (AGT). BoisBneHne mytauum T704C (Met235Thr)

(HELIX) ButamuH K - pegyktasa (VKORC1). BeisiBneHve mytauum T7481C
(perynsiTopHasi obnacTb reHa)
(
(

= =~~~

HELIX) KoHHekcuH 26 (GJB2) (Bce myTaumm)

HELIX) AHgporeHoBbin peuentop (AR). BeisieneHne mytauum (CAG)n ((Gin)n)

AZFa, AZFb, AZFc (MHOXeCTBEHHbIE M3MEHEHUS B Perynsauumn cuHTesa n CTpykType
6ernko

(HELIX) AkTHuH, anbda 3 (ACTN3). Beisenenne myTtaumm C18705T (Arg577Ter)
(HELIX) AnkoronbaerngporeHasa 1B (ADH1B). BeisBnenne mytaummn A143G

(HELIX) AnkoronbaervaporeHasa 1C (ADH1C). BeisBnenune mytaumn A1048G
(HELIX) beTa-2-agpeHepruyeckun peuentop (ADRB2). Beisenenne mytaumm G46A
(Arg16Gly)

(HELIX) Peuentop aHrnoteHsuHa 1 (AGTR1). BeisBnenne mytaumn A1166C
(perynsiTopHasi obnacTb reHa)

(HELIX) "'eH npeapacnonoxeHHOCTH K Bo3pacTHoun makynonatum 2 (ARMS2).
BoisBneHnve mytauun G205T (Ala69Ser)

(HELIX) Peuentop 6pagvkvHnHa B2 (BDKRB2). BeisiBneHune geneuun-sctasku 9 n.o.
(HapyLueHue cTpykTypbl Benka)

(HELIX) ®aktop komnnemeHTta H (CFH). Boisienenne mytauumn C1204T (Tyr402His)
(HELIX) KonnareH Tuna 5 anbca 1 (COL5A1). BeisieneHne mytauumn C267T
(perynsatopHasi obnacTb reHa)

(HELIX) LinToxpom P450, cemencTtso 4, cybcemenctao F, nonunentug 2 (CYP4F2).
BobisBnenvne mytauumn G1297A (Val433Met)

(HELIX) 'eH, accounmpoBaHHbIN € xupoBor macco n oxunpernem (FTO). BeisBnenne
myTaummn G(45+52261)A (perynatopHas obnactb reHa)

(HELIX) UnTepnerikvH 1A (IL1A). BeisBnenne myTtaumm C(-889)T (perynsatopHas
obnacTtb reHa)

(HELIX) UnTepnevikvn 1B (IL1B). BeisBnenne mytauum C3953T (HapylueHue cuHTesa
6enka)

(HELIX) UHTepnevikvH 6 (IL6). BeiseneHne mytaummn G(-597)A (perynstopHas obnacTtb
reHa)

(HELIX) UHTepnevikvH 6 (IL6). BeisiBnenne mytaummn G(-572)C (perynsitopHasi obnactb
reHa)

(HELIX) UHTepnevikvH 6 (IL6). BoisiBnenne mytaummn G(-174)C (perynsitopHasi obnactb
reHa)

(HELIX) INekTuH, cBasbiBaowmn maHHo3y (MBL2). Beissnexnue mytauum G(-550)C
(perynsaTopHasi obnacTb reHa)

(HELIX) NekTuH, cBasbiBaowmn maHHo3y (MBL2). Beissnexnne mytaumnm G(-221)C
(perynsatopHasi obnacTb reHa)

Crpanuna 20

770,00
1760,00

770,00

770,00
1760,00

770,00
770,00
770,00
3 330,00
1600,00
770,00
770,00
3 330,00
770,00
770,00
770,00
770,00

770,00

770,00
770,00

1200,00
3 330,00
2 420,00
2 310,00
1580,00
3 450,00
1680,00
2 090,00
1600,00
1510,00

3 330,00
2 090,00

1620,00
1700,00
3 020,00
1680,00
1640,00
3 340,00
3 340,00
3 340,00
4 790,00

4 790,00



00000007894

00000007895

00000007896
00000007897
00000007898

00000007899

00000007900

00000007901

00000007902

00000007903
00000007904
00000007905
00000007906

00000007907

00000007908

00000007909

00000007910

00000007911
00000007912
00000007913

00000007914

00000007915

00000007916

00000007917

00000012806
00000007918
00000007919
00000007920
00000007921
00000007922
00000007923
00000007924
00000007925
00000007926
00000007927
00000007928
00000007929
00000007930
00000007931
00000007932
00000007933
00000007934
00000007935
00000007936
00000007937
00000007938
00000007939
00000007940
00000007941
00000007942
00000007943
00000007944

00000007945
00000007946
00000007947

18-062

18-063

18-064
18-065
18-066

18-067

18-068

18-069

18-070

18-071
18-072
18-073
18-074

18-079

18-080

18-081

18-082

18-083
18-084
18-086

18-087

18-089

18-090

18-091

18-092
18-093
18-094
18-095
18-096
18-097
18-098
18-099
18-101
18-102
18-103
18-104
18-105
18-106
18-107
18-108
18-109
18-110
18-111
18-112
18-113
18-114
18-115
18-116
18-117
18-118
18-119
18-120

18-121
18-122
18-123

AHanmu3bl

(HELIX) INextuH, ceAsbiBaowmini maHHo3y (MBL2). BeisiBneHvne mytauum C4T
(perynsaTopHasi obnacTb reHa)

(HELIX) IlextuH, cBAsbiBaowmi maHHo3y (MBL2). BeiseneHve myTtauum C154T
(Arg52Cys)

(HELIX) INextuH, cBAsbiBaowmii MaHHo3y (MBL2). BeisBneHne mytauum G161A
(Gly54Asp)

(HELIX) NextuH, cBAsbiBarowmii maHHo3y (MBL2). BeisiBneHune mytauum G170A
(HELIX) Peuentop menaHokopTuHa 4 (MC4R) (Bce myTaumn)

(HELIX) PeuenTtop, akTuBMpyeMmblii nponvdgepaTopamv NepoKCUcoM, AenbTa
(PPARD). BeisiBnexue mytaumm A(-101-842)G

(HELIX) PeuenTtop, akTuBupyemblii nponvdepaTopamu nepokcucom, ramma (PPARG).
BoisBnenve mytauun C68777G (Pro12Ala)

(HELIX) KoaktuBaTop 1-anbga-peuentopa, akTuBupyemoro nponudgeparopamm
nepokcmcom, ramma (PPARGC1A). Buisernenne mytaumn G1444A (Gly482Ser)
(HELIX) TpaHckpunumoHHbIv daktop A mutoxoHapui (TFAM). Beissnenne mytauun
G35C (Ser12Thr)

(HELIX) YO®-rntokypoHo3un TpaHcdepasa 1A1 (UGT1A1). BoisBneHne mytaumm
(TA)6/7 (perynsiTopHas obnactb reHa)

(HELIX) AnonunonpoteunH E (ApoE). BeisBneHne nonumopdusma e2-e3-e4

(HELIX) AM®-ge3amuHasa (AMPD1). BoisBneHune mytauun C34T

(HELIX) MpokonnareH a-1 (COL1A1). BoisiBneHune mytauun G1245T

(HELIX) 'eH paka monouyHoii xene3bl 1 (BRCA1). BeisiBneHvne mytauum
3819delGTAAA (HapyLueHue CTPYyKTypbl 6enka)

(HELIX) 'eH paka monouyHoi xxene3bl 1 (BRCA1). BeisiBneHvne mytauum 3875delGTCT
(HapyLueHue cTpykTypbl Benka)

(HELIX) 'eH paka mono4yHoi xenesbl 1 (BRCA1). BeisiBneHne mytaumm T300G
(HapyweHwne dyHKUMKN benka)

(HELIX) 'eH paka monoyHow xenesbl 1 (BRCA1). BeisiBneHne mytaumm 2080delA
(HapyLweHne cTpykTypbl 6enka)

(HELIX) 'eH nHTepnenkmHa 28B, Il knacc umTokmHOBbIX peuenTtopos (IL28B).
BoisBnenne mytauun g.39743165T>G (rs8099917, perynsitopHas obnactb reHa)
(HELIX) LinToxpom P450 2C19. N'eHoTunmpoBaHue no mapkepy CYP2C19 (G681A; *2)
(HELIX) OnarHocTuka uenuakum (TunnposaHne HLA DQ2/DQ8)

(HELIX) TunupoBaHue reHoB ructocoBmectumoctu yenoseka (HLA) Il knacca: DRB1,
DQA1, DQBH1

(HELIX) BeTa-2 agpeHepruyeckuii peuentop (ADRB2). BeiseneHne mytauum C79G
(GIn27Glu)

(HELIX) BeTa-3 agpeHeprudeckuii peuentop (ADRB3). BoisneHne mytauun T190C
(Trp64Arg)

(HELIX) XpoHunyeckuin muenonenkos. MNLP aHann3 oTHOCUTENbHOM 3KCnpeccumn reHa
BCR/ABL - konu4yecteHHast RQ MNLP

(HELIX) XpoHunyeckuin myuenonenkos. MiccnegosaHve MyTaumoHHOro ctatyca
BCR/ABL reHa

(HELIX) XpoHuueckuit mnenonerikos. FISH aHanus xumepHoro reHa BCR/ABL
(HELIX) MLUP ananu3 mytauum V617F B 14 ak3oHe JAK2 reHa
(HELIX) MUP ananu3 mytauui B 12 ak3oHe JAK2 reHa

(HELIX) MUP ananu3 xumepHoro reHa BCR/ABL t(9;22)
(HELIX) NMUP ananus mytauun B reHe ASXL1

(HELIX) NMUP ananus mytauun B rene CEBPA

(HELIX) NMUP ananns mytaumn B reHe cKIT

(HELIX) MUP ananu3 mytauui B rere FLT3 (ITD, TKD)
(HELIX) MUP ananu3 mytauui B rene MPL

(HELIX) MUP ananu3 mytauuii B reHe NPM1

(HELIX) MLUP aHanu3 mytauuii B reHe NRAS

(HELIX) MNMUP aHanu3 mytauui, aeneuunn, uHcepunii B reHe CALR
(HELIX) MUP aHanu3 xumepHoro reHa CBFR/MYH11 inv(16),t(16;16)
(HELIX) NMUP ananus xumepHoro reHa E2A/PBX1 t(1;19)
(HELIX) NMUP ananus xumepHoro reHa MLL/AF4 t(4;11)
(HELIX) MUP ananu3 xumepHoro reHa PML/RARa t(15;17)
(HELIX) MLUP ananu3 xumepHoro reHa RUNX1/RUNX1T1 £(8;21)
(HELIX) MNMUP ananu3 akcnpeccun reHa WT1

(HELIX) MLP aHanu3 anureHeTM4eckux mytauui reHa EZH2
(HELIX) FISH aHanu3 geneuuu 12p

(HELIX) FISH aHanu3 geneuuu 20q

(HELIX) FISH aHanu3 geneumun TP53 reHa

(HELIX) FISH aHanu3 moHocomuu, aeneunn 13 xpomocombi—(del(13),-13)
(HELIX) FISH aHanu3 nepectpoek 3q

(HELIX) FISH aHanu3 nepectpoek 5 xpoMOCOMblI

(HELIX) FISH aHanu3 nepectpoek 7 XpOMOCOMbI

(HELIX) FISH aHanu3a nepectpoek ATM reHa

(HELIX) FISH aHanus nepectpoek BCL2 rena
(t(14;18)(932;021)t(2;18)(p11;921)t(18;22)(q21;q11))

(HELIX) FISH aHanu3 nepectpoek IGH rena

(HELIX) FISH aHanu3 nepectpoek MLL reHa

Crpanuna 21

4 790,00
4 790,00

4 790,00
4 790,00
3 330,00

1 960,00
1 570,00
1 640,00
1 670,00

990,00
2 200,00
3 020,00
3 330,00

660,00
660,00
660,00
660,00

1600,00
1870,00
6 850,00

12 540,00
3 330,00
3 330,00
8 190,00

10 940,00
12 710,00
4 070,00
9 020,00
4 120,00
10 910,00
4 830,00
4 830,00
8 190,00
8 190,00
4 120,00
4 830,00
8 190,00
4 120,00
4 120,00
4 120,00
4 120,00
4 120,00
4 830,00
10 910,00
13 750,00
13 750,00
13 750,00
13 750,00
13 750,00
13 750,00
13 750,00
13 750,00

13 750,00
13 750,00
13 750,00



00000007948
00000007949
00000007950
00000007951
00000007952
00000007953
00000007954
00000007955
00000007956
00000007957
00000007958
00000007959
00000007960

00000007961
00000007962

00000007963
00000007964
00000007965
00000007966

00000007967

00000007968

00000007969
00000007970

00000007971
00000007972

00000007973

00000007974

00000007975

00000007976
00000007977

00000007978
00000007979
00000007980
00000007981
00000007982
00000007983
00000007984
00000007985
00000007986
00000007987
00000007988
00000007989
00000007990
00000007991
00000007992
00000007993
00000007994
00000007995
00000007996
00000007997
00000007998
00000007999

00000008000
00000008001
00000008002

00000008003
00000008004

00000008005
00000008006

18-124
18-125
18-126
18-127
18-128
18-129
18-130
18-131
18-132
18-133
18-135
18-136
18-137

18-138
18-139

18-143
18-144
18-145

19-001

19-009

19-010
19-011

19-012
19-013

19-015

19-016

19-017

19-018
19-019

19-020
19-021

20-001
20-003
20-005
20-006
20-010
20-011
20-012
20-019
20-020
20-024
20-058
20-067
20-068
20-069
20-070
20-072
20-073
20-075
20-076

20-077
20-078
20-079

20-080
20-081

20-082
20-083

19.

20.

AHanmu3bl

(HELIX) FISH aHanu3 nepectpoek MYC rena (t(8;14)(924;932)t(2;8)(p11;924)t(8
122)(q24;q11))

(HELIX) FISH aHanu3 nepectpoek reHa PDGFRa

(HELIX) FISH aHanu3 nepectpoek reHa PDGFRB

(HELIX) FISH aHanu3a nepectpoek reHa BCL-6 (der(3)(g27))

(HELIX) FISH aHanu3 TpaHcnokauuu t(11;14)(q13;932)

(HELIX) FISH aHanu3 TpaHcnokauum t(11;18)(q21;921)

(HELIX) FISH aHanu3 TpaHcnokauuu t(14;16)(IGH/MAFB)

(HELIX) FISH aHanus TpaHcnokauum t(2;5)(p23;935)

(HELIX) FISH aHanu3 TpaHcnokauun t(4;14)(p16;932)

(HELIX) FISH aHanu3 Tpucomun 12 xpomocombl (+12)

(HELIX) 'eH peuentopa ButamuHa D (VDR). BeisiBneHve mytauum A283G (Bsml)
(HELIX) TunuposaHve HLA-B51 ansa guarHocTukm 6onesHu bexyeta

(HELIX) MonekynsipHast guarHocTuka paka npeacratensHon xenesbl (PCA3)
Tyta 1A v HacneacTBEHHON HerponaTumn C NOABEPXEHHOCTLIO Napanunyy ot
cAaBneHns

(HELIX) BoisBneHve mytauum 1100delC n IVS2+1G>A B reHe CHEK2

(HELIX) 'eH rnukonpoTtenHa P ABCB1 (MDR1). l'eHoTMnuMpoBaHue no mapkepy
ABCB1 (C3435T)

(HELIX) LinToxpom P450 2C19. NeHoTunmposaHue no mapkepy CYP2C19 (G636A; *3)

(HELIX) Lntoxpom P450 2C19. NeHoTunupoaHune no mapkepy CYP2C19 (C(-
HapkoTuyeckue BeLlecTsa

(HELIX) CxpuHuHrosoe nccnegoBaHve Ha NpeaMeT Hanmyumns HapKoTUYECKUX,
NCUXOTPOMHBIX, CUMbHOAENCTBYIOLLMNX BELLECTB U X MeTabonuntos

(HELIX) OnpepeneHve HapKOTUYECKUX, NMCUXOTPOMHbBIX U CUNbHOAENCTBYIOLLMX
BELLECTB B BOSIOCAX UMK HOITSX (NpeaBapuTesibHbIN M NOATBEPXKAAOLLMIA TECTbI)
(HELIX) OnpepeneHve HapKOTUYECKUX, NMCUXOTPOMHbIX U CUNbHOAENCTBYIOLLMX
BELLECTB B KPOBM UNK Moue (NpeaBapuTenbHbIA 1 NOATBEPXKAAIOLLMIA TECTbI)
(HELIX) OnpegeneHve ypoBHS 9TUMOBOIO ankorossi, KOIM4eCTBEHHO (KPOBb, MOYa)
(HELIX) OnpegeneHve Hanuuusi cypporaToB ankoronsi, NeTy4nx TOKCUYECKUX
BELLECTB U KOMNOHEHTOB TEXHNYECKOW XMAKOCTU, KAYECTBEHHO (KPOBb, MOYa)
(HELIX) OnpepeneHve HMkoTnHa n ero metabonuta (KOTMHUH) B MOYe

(HELIX) CkpvHUHroBoe nccrnegoBaHve Mo4n Ha npeameT Hannuus HapKoTUYeCcKuXx,
NCUXOTPONMHBIX U CUMBbHOAENCTBYIOLLUMX BELLECTB (C Bblgayern CnpaBku
rocyAapCTBEHHOrO

(HELIX) CkpuHuHrosoe nccnegoBaHue MOYM Ha NpeaMeT Hanmyns HapKoTUYECKNX
BeLLEeCTB U X MeTabonuToB (MOpdrH, MeTamdeTaMuH, KOKavH, MapuxyaHa)
(HELIX) AHanu3 moumn "BpefHble MPYBbLIYKN": anKoronb, HUKOTWH, NCUXOTPONHbIE U
HapKOTMYeCK1e BELLLECTBA, NMCMXOAKTUBHbLIE NeKapCTBEHHbIE BELLLEeCTBA

(HELIX) OnpepeneHve HUKOTUHA 1 ero MeTabonuToB (KOTUHWH, 3-TMAPOKCUKOTUHWH,
HOPHWKOTUH, aHabasunH) B Move

(HELIX) OnpegeneHve HUKoTUHa 1 ero MetabonuTa (KOTUHWH) B CrlOHE

rTMrMeHn4YecKknx cpeacTs, MOKLLMX CPeacTB, 3J1IEMEHTOB YNaKOBKU NPOAYKTOB I'IVITaHVIﬂ)

B MOYe
(HELIX) OnpegeneHvne HanuMums neTy4nx TOKCUYECKUX BELLeCTB B MOYe
MMmyHonormyeckve nccnenoBaHust

(HELIX) ®akTop Hekpo3a onyxonu-anbda (PHO-anbda)

(HELIX) UHTepnerikuH-1-beta

(HELIX) MHTepnelikvH-6 B CbiBOpOTKE

(HELIX) MHTepneiiknH-8

(HELIX) CBobogHble kanna- u nsmbaa-uenv UMMyHornobynvHoB B nukeope, 1gG
(HELIX) CBob6oAaHbIe kKanna- u nsmbaa-ueny MMMyHornobynvuHos B move, IgG
(HELIX) CBob6oAaHbIe Kanna- u nsmbaa-ueny UMMyHornobyrnMHoB B cbiBopoTke, IgG
(HELIX) C3 KOMNOHEHT KOMMnemMeHTa

(HELIX) C4 koMNOHeHT komnnemeHTa

(HELIX) Linpkynupytowume nmmyHHble komnnekcbl (LIVK)

(HELIX) MHTepneviknH-10

(HELIX) MmmyHonornyeckoe obcrnegoBaHve nepBuYHoe

(HELIX) MMmmyHonornyeckoe obcnegoBaHve Npu BUPYCHON MHAPEKLMM

(HELIX) MMmmyHonornyeckoe obcnegoBaHve Npu ayTOUMMYHHbIX 3a60rneBaHusix
(HELIX) MMmmyHoRnornyeckoe obcnefoBaHue Npu OHKONOrMYeckux 3aboneBaHmsx
(HELIX) OnpegeneHwne aHtureHa HLA-B27 ¢ nomoLpbto meToaa NnpoToOYHOWM
(HELIX) MmmyHonornyeckoe obcneposaHve Ans geten

(HELIX) PaclumpeHHoe nmmMyHonornyeckoe obcnegoBaHve

(HELIX) CxpuHuHroBoe nmmyHornorunyeckoe obcnegosanve

(HELIX) ®eHotunnpoBaHune numdoumToB (OCHOBHbIE cybnonynsuum) - CD3, CD4,
CD8, CD19, CD56

(HELIX) AktBMpOBaHHble numdoumntbl (CD3+HLA-DR+, CD3-HLA DR+)

(HELIX) MMMyHOperynsaTopHbI MHAeKe, cybnonynsauum T-nuMdoumToB

(HELIX) CD4+ T-numdboumTsl, % 1 abcontotHoe konunyectso (T-xennepbl, CD4+ T-
cells, Percent and Absolute)

(HELIX) B-numdboumnTsl, % 1 abcontoTHoe konuyectso (CD19+ numdouuTsl, B-cells,
Percent and Absolute)

(HELIX) Cybnonynsuun B-nnmdoumTtos (CD19+CD5+ , CD19+CD5-, CD19+CD5-
(HELIX) PaHHsas aktuBaums T-kneTok n T-perynsatopHbie NMMdoumnTbl
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13 750,00
13 750,00
13 750,00
13 750,00
13 750,00
13 750,00
13 750,00
13 750,00
13 750,00
13 750,00
980,00

3 740,00
8 250,00

3 960,00
1870,00

1.320,00
1320,00
1.320,00

2 220,00
9 900,00

4 840,00
2 200,00

2 070,00
3 810,00

2 530,00
1600,00
3 560,00

4 400,00
4 400,00

4 400,00
2 420,00

3 740,00
1980,00
3 960,00
1980,00
1360,00
1360,00
4 050,00
550,00
550,00
990,00
1980,00
9 900,00
9 900,00
11 000,00
11 000,00
4 060,00
13 200,00
13 750,00
8 030,00

5 500,00
3 300,00
3 630,00

2 860,00
2 860,00

3 080,00
4 070,00



00000008007

00000008008
00000008009
00000008010
00000008011

00000008012
00000008013
00000008014
00000008015
00000008016

00000008017

00000008018

00000008019

00000008020

00000008021

00000008022
00000008023

00000008024

00000008025
00000008026

00000008027
00000008028

00000008029
00000008030
00000008031

00000008032
00000008033
00000008034

00000008035
00000008036
00000008037
00000015265
00000015266
00000008038

00000008039

00000008040
00000008041
00000008042
00000008043
00000008044
00000008045
00000008046
00000008047
00000008048
00000008049
00000008050
00000008051
00000008052
00000008053
00000008054
00000008055
00000008056
00000008057
00000008058
00000008059
00000008060
00000008061

20-084

20-085
20-108
20-109
20-110

20-111
20-112
20-113
20-114
20-115

20-116

20-117

20-118

20-119

20-120

20-121
20-122

20-123

20-124
20-125

20-126
20-127

20-128
20-129
20-130

20-131
20-132
20-133

20-134
20-135
20-136
20-138
20-139

21-001

21-006
21-017
21-018
21-019
21-020
21-022
21-024
21-025
21-026
21-027
21-028
21-029
21-034
21-036
21-037
21-039
21-040
21-042
21-043
21-045
21-048
21-051

AHanmu3bl

(HELIX) KneTouHble peuenTopbl numdounaHon Tkanm ap-T n yd-T (CD3+aB-TcR+yo-
TcR, CD3+yd-TcR+aB-TcR-)

(HELIX) OueHka cocTosiHMA T-KnNeTovHoro 3seHa uMmmyHuteTa: T-nuMdoumThbl
(CD3+CD19-), T-xennepsbl (CD3+CD4+CD45+), T-untoTokc. (CD3+CD8+CD45+), T-
reg. (CD4+C

(HELIX) HenTpanuaytowme aHTuTena K npenapatam nHrepdepoHa-anbga

(HELIX) HeviTpanuaytowme aHTuTena K npenapartam nHrepdepoHa-beta

(HELIX) HevTpanuaytowwme aHTuTena kK npenaparam uHTepdepoHa-ramma

(HELIX) OnpepeneHve 4yBCTBUTENBHOCTY K NpenapaTtam uHTepdepoHa-beTa:
BeTtadepoH

(HELIX) OnpeneneHune 4yBCTBUTENBHOCTM K Npenapartam nHtepdgepoHa-beta: Pebud
HELIX) Onpegenexune 4yBCTBMTENBLHOCTM K Npenapatam nHtepdepoHa-bera:
HELIX) OnpeneneHve 4yBCTBUTENBHOCTU K NpenapaTam uHTepdepoHa-beTa:
HELIX) Onpenenexve 4yBCTBUTENBHOCTU K NpenapaTtam uHTepdepoHa-beTa:
HELIX) OnpeneneHue 4yBCTBMTENBHOCTM K NMpenapaTtam nHTepdepoHa-ansda:
BenndepoH

(HELIX) OnpeneneHve 4yBCTBUTENBHOCTM K Npenapatam nHTepdgepoHa-ansda:
BudepoH getckuin (MHTepdepoH-anbda-2b)

(HELIX) OnpepeneHve 4yBCTBUTENBHOCTY K Npenapatam nHTepdepoHa-anbda:
pyunndepoH aeTckun

(HELIX) OnpepeneHue 4yBCTBUTENBHOCTY K Npenapatam uHTepdepoHa-ramma:
"ammadpepoH

(HELIX) OnpepeneHve 4yBCTBUTENBHOCTY K Npenapatam MHTepdepoHa-anbga:
'eHdpepoH

(HELIX) OnpegeneHve 4yBCTBUTENBHOCTM K Npenapatam nHTepdgepoHa-ansda:
WHTepanb

(HELIX) OnpepeneHne 4yBCTBUTENBHOCTY K Npenapatam nHTepdepoHa-anbda:
(HELIX) OnpepeneHne 4yBCTBUTENBHOCTY K Npenapatam nHTepdepoHa-ansda:
PeanbanpoH

(HELIX) OnpepeneHve 4yBCTBUTENBHOCTY K Npenapatam nHTepdepoHa-anbda:
PeadpepoH

(HELIX) OnpepeneHve 4yBCTBUTENBHOCTY K Npenapatam MHTepdepoHa-anbda:
(HELIX) OnpepeneHve 4yBCTBUTENBHOCTU K MHAYKTOpaM MHTepdepoHa: AMUKCHH
[EeTCKUIn

(HELIX) OnpegeneHune 4yBCTBUTENbHOCTM K MHOYKTOpam nHTepdepoHa: Karouen
(HELIX) OnpepeneHne 4yBCTBUTENBHOCTY K MHAYKTOpaM UHTepdepoHa: LinknodepoH
[EeTCKUIn

(HELIX) OnpegeneHune 4yBCTBUTENBHOCTM K UMMYyHOMOAynsATopam: Apbuaon geTckun
(HELIX) OnpepeneHve 4yBCTBUTENMBHOCTY K MMMyHOMOAYyNsaTopam: ['enoH getckun
(HELIX) OnpegeneHune 4yBCTBUTENbHOCTM K MMMYHOMOAYNATOpaM: MiIMMyHomakc
[EeTCKuin

(HELIX) OnpeneneHne 4yBCTBUTENBHOCTM K UMMYyHOMoAynsTopam: IMyHodaH
(HELIX) OnpepeneHve 4yBCTBUTENBHOCTY K MMMyHOMOZynsTopam: Jlnkonua OeTckui
(HELIX) OnpepeneHue 4yBCTBUTENBHOCTM K MMMyHOMOZynsTopam: [MonMokecuaoHmin
[EeTCKUin

(HELIX) OnpegeneHune 4yBCTBUTENbHOCTM K MUMMYHOMOAYNATOPaM: TakTUBWUH AEeTCKUN
(HELIX) OnpegeneHune 4yBCTBUTENbHOCTM K MMMYHOMOAYNATOPaM: TUMOreH AeTCKUn
(HELIX) HenTtpanusyowme aHTuTena Kk npenapatam nHtepdepoHa-betala

(HELIX) HenTtpanusyowme aHTuTena Kk npenapartam nHtepdepoHa-6etalb

—~ ===

21. Anneprornornyeckme nccrnefoBaHns

(HELIX) Cmecb nHransumoHHbix annepreHos Ne 7 (IgE): anutenui kowku, nepxoTtb
cobaku, anuTenuin Kponuka, NepxoTb nowwaau, knewy, Dermatophagoides pteronyssinu
(HELIX) Cmecb annepreHoB TpaB Ne3 (IgE): kKonocok AyLMCTbIA, pPOXb MHOrONETHSS,
POXb KyNbTUBMPOBaHHasA, TUMOMeeBKa, OyXapHWK LLEPCTUCTBI

(HELIX) AnnepreH c204 - amokcuumnnuH, Ige

(HELIX) AnnepreH c203 - amnuuunnuH, Ige
(HELIX) AnnepreH 210 - aHaHac, IgE
(HELIX) Annepren f33 - anenbcuH, IgE
(HELIX) Annepren f92 - 6aHaH, IgE

(HELIX) AnnepreH g13 - ByxapHuk LuepctucTein, IgE
(HELIX) Annepren f259 - BuHorpag, IgE
(HELIX) AnnepreH f27 - roBaguHa, IgE
(HELIX) AnnepreH f209 - rpenndpyT, IgE
(HELIX) AnnepreH t10 - rpeukui opex (nbinbua), IgE
(HELIX) AnnepreH f11 - rpeyHeBas myka, IgE
(HELIX) AnnepreH f12 - 3eneHbii ropoLuek, IgE
(HELIX) AnnepreH f216 - kanycta ko4aHHas, IgE
(HELIX) AnnepreH 35 - kapTodpens, IgE

(HELIX) AnnepreH f2 - kopoBbe moroko, IgE
(HELIX) AnnepreH 36 - kokoc, IgE
(HELIX) AnnepreH i71 - komap, IgE
(HELIX) AnnepreH f44 - knybHuka, IgE
(HELIX) AnnepreH f221 - kodpe, IgE
(HELIX) AnnepreH f83 - kypuHoe msico, IgE
(HELIX) AnnepreH 208 - numoH, IgE
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4 400,00

6 600,00
3 300,00
3 300,00
3 300,00

550,00
550,00
550,00
550,00
550,00

550,00
550,00
550,00
550,00
550,00

550,00
550,00

550,00

550,00
550,00

550,00
550,00

550,00
550,00
550,00

550,00
550,00
550,00

550,00
550,00
550,00
3 630,00
3 630,00

1210,00

1210,00
660,00
660,00
660,00
770,00
770,00
830,00
660,00
770,00
660,00
660,00
770,00
770,00
660,00
660,00
770,00
660,00
660,00
770,00
770,00
770,00
660,00



00000008062
00000008063
00000008064
00000008065
00000008066
00000008067
00000008068
00000008069
00000008070
00000008071
00000008072
00000008073
00000008074
00000008075
00000008076
00000008077
00000008078
00000008079
00000008080
00000008081

00000008082
00000008083
00000008084
00000008085
00000008086
00000008087
00000008088
00000008089
00000008090
00000008091
00000008092

00000008093

00000008094

00000008095

00000008096

00000008097

00000008098

00000008099

00000008100

00000008101
00000008102

00000008103

00000008104

00000008105

00000008106

00000008107
00000008108
00000008109
00000008110

00000008111
00000008112
00000008113
00000008114
00000008115
00000008116
00000008117
00000008118
00000008119
00000008120

21-054
21-055
21-056
21-059
21-062
21-069
21-070
21-071
21-072
21-073
21-074
21-075
21-076
21-077
21-079
21-080
21-084
21-087
21-088
21-089

21-090
21-092
21-093
21-094
21-095
21-096
21-097
21-098
21-099
21-100
21-1000

21-1001

21-1002

21-1003

21-1004

21-1005

21-1006

21-1007

21-1008

21-1009
21-101

21-1010

21-1011

21-1012

21-1013

21-1014
21-1015
21-1016
21-1017

21-1018
21-1019
21-102

21-1020
21-1021
21-1022
21-1023
21-1024
21-1025
21-1026

AHanmu3bl

(HELIX) AnnepreH f37 - muaun, IgE
(HELIX) AnnepreH f20 - muHaans, IgE
(HELIX) AnnepreH f31 - mopkoBb, IgE
(HELIX) AnnepreH f244 - orypeu, IgE
(HELIX) AnnepreH c1 - neHnuunnuH G, IgE
(HELIX) AnnepreH f4 - nweHnyHasn myka, IgE
(HELIX) AnnepreH g12 - poxb KynbTUBMpOBaHHas, IgE
(HELIX) AnnepreH i70 - pbkuin mypasen, IgE
(HELIX) AnnepreH 26 - cBuHuHa, IgE
(HELIX) AnnepreH 85 - cenbpepen, IgE
(HELIX) AnnepreH f14 - coeBble 606bl1, IgE
(HELIX) AnnepreH i6 - TapakaH-npycak, IgE

(HELIX) AnnepreH g6 -TumodbeeBka, IgE

(HELIX) AnnepreH 25 - Tomatsbl, IgE

(HELIX) AnnepreH f3 - Tpecka, IgE

(HELIX) Annepren f40 - TyHeu, IgE

(HELIX) Annepren f105 - wokonag, IgE

(HELIX) Annepren f49 - s6noko, IgE

(HELIX) AnnepreH 1 - auyHbIn 6enok, IgE

(HELIX) AnnepreH 75 - auuHbIv xenTok, IgE

(HELIX) Onpenenenwue cneuundumyecknx IgG k 90 Hanbonee yacTo BCTpeyaeMbim
NULLEBbLIM anfiepreHam

(HELIX) AnnepreH f233 - oBomykoug, IgE

(HELIX) AnnepreH 245 - aiuo kypuHoe, IgE

(HELIX) AnnepreH 231 - kunsyeHoe monoko, IgE

(HELIX) Annepren f236 - MonoyHas cbiBopoTka, IgE

(HELIX) AnnepreH f76 - anbda-nakroansbymuH, IgE

(HELIX) AnnepreH f77 - 6eTta-nakrornobynuH, IgE

(HELIX) AnnepreH 78 - kasewuH, IgE

(HELIX) AnnepreH f81 - cbip "yepnep”, IgE

(HELIX) AnnepreH f82 - cbip "moyna", IgE

(HELIX) AnnepreH €218 - noMét kypuupl, IgE (ImmunoCAP)

(HELIX) AnneprokoMnoHeHT €222 - anbOyMnH CBUHOW CbIBOPOTKM NSus s, IgE
(ImmunoCAP)

(HELIX) Cmecb annepreHoB xu1BOTHbIX ex1 (ImmunoCAP), IgE: nepxoTb KoLK,
nowagm, KopoBbl, cobaku

HELIX) Cmecb annepreHoB xuBoTHbIX €X70 (ImmunoCAP), IgE: anutenun mopckon
CBUWHKM, KPOMUKa, XOMSIKa, KPbICbI, MbILLM

(HELIX) Cmecb annepreHoB xu1BOTHbIX ex72 (ImmunoCAP), IgE: nepbst nTuy, -
BOJTHUCTOrO Nonyranyvka, kaHapenku, ANIMHHOXBOCTOrO Monyranynka, nonyrasi, Bblopka
(HELIX) AnneprokomnoHeHT g206 - TumocheeBka nyroeas (recombinant) rPhl p 2, IgE
(ImmunoCAP)

(HELIX) AnneprokomnoHeHT g208 - TumodbeeBka nyrosas (recombinant) rPhl p 4, IgE
(ImmunoCAP)

(HELIX) AnneprokomnoHeHT g209 - TumodbeeBka nyroeas (recombinant) rPhl p 6, IgE
(ImmunoCAP)

(HELIX) AnneprokomnoHeHT g210 - TumodcbeeBka nyroeas (recombinant) rPhl p 7, IgE
(ImmunoCAP)

(HELIX) AnneprokoMnoHeHT g211 - TumocbeeBka nyrosast (recombinant) rPhl p 11, IgE
(ImmunoCAP)

(HELIX) AnnepreH 254 - kambana, IgE

(HELIX) AnneprokomnoHeHT g212 - TumodeeBka nyrosasi (recombinant) rPhl p 12
MpodumnuH, IgE (ImmunoCAP)

(HELIX) Cmecb annepreHoB 3nakoBbix TpaB gx2 (ImmunoCAP), IgE: cBuHopon
nanbyaTtblii, NneBen, TMModeeBka nyrosasi, MSATIUK MyroOBOKM, COPro, rpeyka 3ameTHast
(HELIX) Cmecb annepreHoB 3nakoBbix Tpas gx3 (ImmunoCAP), IgE: konocok
AYLINCTBIW, Nesen, TMModeeBka NyroBasi, poxb NOCEBHas!, ByxapHUK MyLINCTbIN
(HELIX) Cmecb annepreHoB 3nakoBbix Tpas gx4 (ImmunoCAP), IgE: konocok
AOYLINCTBIW, NeBen, TPOCTHUK OBbIKHOBEHHbIN, POXb NOCEBHAsA, OyXapHWK NyLUNCTbIV
(HELIX) Cmecb annepreHoB 3nakoBbix TpaB gx6 (ImmunoCAP), IgE: ceuHopon
nanbyaTtbli, NEBen, Copro, Koctep, HyxapHWK NYLUNCTbINA, rpeyka 3ameTHas

(HELIX) AnnepreH i8 - monb, IgE (ImmunoCAP)

(HELIX) AnnepreH i75 - a4 wepuwHs, IgE (ImmunoCAP)

(HELIX) AnnepreH i205 - ag wmens, IgE (ImmunoCAP)

(HELIX) AnneprokomnoHeHT i208 - hoccponunasa A2 nuena megoHocHas rApi m 1,
IgE (ImmunoCAP)

(HELIX) AnneprokoMnoHeHT i209 - 54 ocbl 0bbikHoBEHHOM rVes v 5, IgE (ImmunoCAP)
(HELIX) AnnepreH f61 - capauHa, IgE

(HELIX) AnnepreH k73 - otxoabl nponssogcTsa werka, IgE (ImmunoCAP)

(HELIX) AnnepreH k74 - wernk, IgE (ImmunoCAP)

(HELIX) AnneprokomnoHeHT k213 - nencuH cBuHow nSus s, IgE (ImmunoCAP)
(HELIX) AnneprokomnoHeHT k215 - natekc (recombinant) rHev b 1, IgE (ImmunoCAP)
(HELIX) AnneprokomnoHeHT k217 - natekc (recombinant) rHev b 3, IgE (ImmunoCAP)
(HELIX) AnneprokomnoHeHT k218 - natekc (recombinant) rHev b 5, IgE (ImmunoCAP)
(HELIX) AnneprokomnoHeHT k220 - natekc (recombinant) rHev b 6.02, IgE

Crpanuna 24

660,00
660,00
770,00
660,00
660,00
770,00
660,00
660,00
770,00
660,00
660,00
660,00
660,00
770,00
770,00
660,00
770,00
660,00
770,00
770,00

15 090,00

660,00
770,00
770,00
660,00
770,00
770,00
770,00
660,00
720,00
1380,00

3 520,00
1380,00
1490,00
1320,00
3 630,00
3 630,00
3 630,00
3 630,00

3 630,00
660,00

3 630,00
1490,00
1490,00
1490,00

1650,00
1490,00
1490,00
1490,00

3 520,00
3 630,00

660,00
1490,00
1490,00
2 640,00
3 520,00
3 520,00
3 520,00
3 520,00



00000008121
00000008122
00000008123
00000008124
00000008125
00000008126
00000008127
00000008128
00000008129
00000008130
00000008131
00000008132
00000008133
00000008134
00000008135
00000008136
00000008137
00000008138
00000008139
00000008140
00000008141
00000008142

00000008143
00000008144
00000008145

00000008146
00000008147

00000016136

00000016137

00000016138

00000016139
00000008148
00000008149
00000008150
00000008151
00000008152
00000008153
00000008154
00000008155
00000008156
00000008157
00000008158
00000008159
00000008160
00000008161
00000008162
00000008163
00000008164
00000008165
00000008166
00000008167
00000008168
00000008169
00000008170
00000008171
00000008172
00000008173
00000008174
00000008175
00000008176
00000008177
00000008178
00000008179
00000008180
00000008181
00000008182
00000008183
00000008184
00000008185
00000008186

21-1027
21-1028
21-1029
21-103

21-1030
21-1031
21-1032
21-1034
21-1035
21-1036
21-1037
21-1038
21-1039
21-104

21-1040
21-1041
21-1042
21-1043
21-1044
21-1045
21-1046
21-1047

21-1049
21-105
21-1050

21-1051
21-107

21-1074

21-1075

21-1076

21-1077
21-109
21-110
21-111
21-112
21-113
21-114
21-116
21-117
21-118
21-119
21-120
21-121
21-122
21-123
21-124
21-128
21-130
21-131
21-132
21-134
21-135
21-136
21-137
21-139
21-140
21-142
21-143
21-144
21-146
21-147
21-149
21-150
21-151
21-154
21-155
21-156
21-157
21-162
21-163

AHanmu3bl

HELIX) AnneprokomnoHeHT k221 - natekc (recombinant) rHev b 8 MpodwunuH, IgE
ImmunoCAP)

HELIX) AnneprokomnoHeHT k224 - naTtekc (recombinant) rHev b 11, IgE (ImmunoCAP)

(

(

(

(HELIX) AnnepreH t6 - MoxokeBenbHMK kasaukuia, IgE (ImmunoCAP)
(HELIX) Annepren f50 - ckymbpus, IgE

(HELIX) AnnepreH t18 - aBkanunt, IgE (ImmunoCAP)
(HELIX) AnnepreH t19 - akauus, IgE (ImmunoCAP)

(HELIX) AnnepreH t23 - kunapuc BeyHo3eneHbin, IgE (ImmunoCAP)
(HELIX) AnnepreH t57 - moxokeBenbHuk, IgE (ImmunoCAP)
(HELIX) AnnepreH t70 - wenkosuua, IgE (ImmunoCAP)
(HELIX) AnnepreH t201 - enb, IgE (ImmunoCAP)

(HELIX) AnnepreH t203 - koHckui kawwTaH, IgE (ImmunoCAP)
(HELIX) AnnepreH t205 - yépHas 6y3nHa, IgE (ImmunoCAP)
(HELIX) AnnepreH t206 - kawTaH, IgE (ImmunoCAP)
(HELIX) Annepren f80 - nobctep (omap), IgE

(HELIX) AnnepreH t213 - cocHa, IgE (ImmunoCAP)

(HELIX) AnnepreH t222 - kunapuc, IgE (ImmunoCAP)
(HELIX) AnnepreH w4 - ambposuns noxHas, IgE (ImmunoCAP)

(HELIX) AnnepreH w5 - nonbiHb ropbkas, IgE (ImmunoCAP)

(HELIX) AnnepreH w20 - kpanuea aBygomMHas, IgE (ImmunoCAP)

(HELIX) AnnepreH w45 - niouepHa, IgE (ImmunoCAP)

(HELIX) AnnepreH e71 - anutenuin mbiwu, IgE (ImmunoCAP)

(HELIX) AnnepreH i73 - nnynHka kpacHow Mok, IgE (ImmunoCAP)

(HELIX) Cmecb nuweBbix annepreHoB fx24 (ImmunoCAP), IgE: dyHAaykK, kpeBeTka,
knBu, 6aHaH

(HELIX) AnnepreH f338 - rpebeluok (Monntock), IgE

(HELIX) Anneprounn ALEX (300 anneprokomnoHeHToB + IgE obLwunin)

(HELIX) Cmecb HranaumoHHbIx annepreHoB Ne 7 (IgG): anutenuii Kowku, NepxoTb
cobaku, anuTenuin Kponuka, NepxoTb nowaau, knew, Dermatophagoides pteronyssinu
(HELIX) Annepren f290 - yctpuubl, IgE

(HELIX) PROTIA Allergy-Q: KomnnekcHbiin aHanus Ha annepruto, IgE (43 anneprena:
nULLEBbIE N PECNMPaTOpHbIE)

(HELIX) PROTIA Allergy-Q: KomnnekcHbIln aHanu3 Ha nuiieBble anneprensl, IgE (60
annepreHoB: OCHOBHbIE MULLIEBLIE N PECTIMPATOPHbIE)

(HELIX) PROTIA Allergy-Q: KomnnekcHbIn aHan1a Ha pecnvpaTopHble annepreHs,
IgE (60 annepreHoB: OCHOBHbIE pecnupaTopHble U NULLEBLIE)

(HELIX) PROTIA Allergy-Q: anneprokomnnekc paclumpeHHbii, IgE (91 annepreH:
nuiieBble, pecrnupaTopHble, annaepmarsbHble, ObiToBbIe, rpubKoBbIe)

(HELIX) AnnepreH f88 - 6apaHuHa, IgE

(HELIX) AnnepreH 284 - ungeika, Ige

(HELIX) AnnepreH f212 - wamnuHboHbI, IgE
(HELIX) AnnepreH 79 - kneikoBuHa (rntoTeH), IgE
(HELIX) AnnepreH f8 - myka kykypy3Has, IgE
(HELIX) AnnepreH f7 - myka oBcsiHas, IgE
(HELIX) AnnepreH f6 - Mmyka sumeHHas1, IgE
(HELIX) AnnepreH f55 - npoco, IgE

(HELIX) AnnepreH f9 - puc, IgE

(HELIX) AnnepreH f235 - yeueBuua, IgE
(HELIX) Annepren f10 - kyHxyT, IgE

(HELIX) Annepren f309 - HyT (Typeukuin ropox), IgE
(HELIX) AnnepreH 15 - cbaconb 6enas, IgE
(HELIX) Annepren f315 - cbaconb 3eneHas, IgE
(HELIX) AnnepreH f287 - dbaconb kpacHas, IgE
(HELIX) AnnepreH f202 - opex kewbto, IgE
(HELIX) AnnepreH f203 - dmcTaLukoBble opexu, IgE
(HELIX) AnnepreH f403 - nuBHble apoxoku, IgE
(HELIX) Annepren f90 - conog, IgE

(HELIX) Annepren f262 - 6aknaxaH, IgE
(HELIX) Annepren f260 - kanycTta 6pokkonu, IgE
(HELIX) AnnepreH f217 - kanycTta 6ptoccenbckas, IgE
(HELIX) AnnepreH f291 - kanycTa ueTtHas, IgE

(HELIX) AnnepreH f261 - cnapxa, IgE

(HELIX) AnnepreH 86 - netpyLuka, IgE

(HELIX) AnnepreH 214 - wnuHart, IgE

(HELIX) AnnepreH f47 - yecHok, IgE

(HELIX) AnnepreH 48 - nyk, IgE

(HELIX) AnnepreH f234 - BaHunb, IgE

(HELIX) AnnepreH f89 - ropunua, IgE

(HELIX) AnnepreH f270 - umbupsb, IgE

(HELIX) AnnepreH f281 - kappu (npunpasa), IgE
(HELIX) AnnepreH f278 - naBpoBbii nucT, IgE

(HELIX) AnnepreH f405 - msTa, IgE

(HELIX) AnnepreH 218 - nepeu kpacHbin (nanpuka), IgE
(HELIX) AnnepreH f263 - nepeu 3eneHbin, IgE

(HELIX) Annepren f280 - nepew, yepHbi, IgE

(HELIX) AnnepreH f237 - abpukoc, IgE

(HELIX) Annepren f96 - aBokago, IgE
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3 520,00
3 520,00
1490,00

660,00
1490,00
1490,00
1490,00
1490,00
1490,00
1490,00
1490,00
1490,00
1490,00

660,00
1490,00
1490,00
1490,00
1490,00
1490,00
1490,00
1490,00
1100,00

1490,00
660,00
60 500,00

1100,00
660,00

7 500,00
8 500,00
9 500,00

10 500,00
660,00
660,00
660,00
770,00
770,00
660,00
660,00
660,00
770,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00



00000008187
00000008188
00000008189
00000008190
00000008191
00000008192
00000008193
00000008194
00000008195
00000008196
00000008197
00000008198
00000008199
00000008200
00000008201
00000008202
00000008203
00000008204
00000008205
00000008206
00000008207
00000008208
00000008209
00000008210
00000008211
00000008212
00000008213
00000008214
00000008215
00000008216
00000008217
00000008218
00000008219
00000008220
00000008221
00000008222
00000008223
00000008224
00000008225
00000008226
00000008227
00000008228
00000008229
00000008230
00000008231
00000008232
00000008233
00000008234
00000008235
00000008236
00000008237
00000008238
00000008239
00000008240
00000008241
00000008242
00000008243
00000008244
00000008245
00000008246
00000008247
00000008248
00000008249
00000008250
00000008251
00000008252
00000008253
00000008254
00000008255
00000008256
00000008257
00000008258
00000008259
00000008260
00000008261
00000008262
00000008263

21-164
21-167
21-170
21-173
21-174
21-175
21-176
21-177
21-178
21-179
21-182
21-183
21-184
21-186
21-187
21-189
21-191
21-192
21-194
21-198
21-199
21-201
21-204
21-205
21-206
21-207
21-209
21-218
21-223
21-225
21-229
21-230
21-235
21-236
21-238
21-241
21-242
21-245
21-246
21-247
21-248
21-249
21-251
21-252
21-255
21-256
21-257
21-258
21-261
21-262
21-263
21-265
21-266
21-267
21-277
21-278
21-279
21-280
21-281
21-282
21-285
21-286
21-287
21-289
21-294
21-296
21-297
21-299
21-300
21-302
21-303
21-305
21-306
21-307
21-308
21-311
21-313

AHanmu3bl

HELIX) AnnepreH f242 - BuwHs, IgE
HELIX) Annepren f402 - urxwp, IgE
HELIX) AnnepreH f91 - maHro, IgE
HELIX) Annepren f95 - nepcuk, IgE
HELIX) AnnepreH 255 - cnuea, IgE
HELIX) AnnepreH f289 - couHukn, IgE
HELIX) AnnepreH f301 - xypma, IgE

HELIX) AnnepreH f288 - arogbl poga 6pycHnYHbIX (4epHuka, ronybuka, 6pycHuka), IgE

(

(

(

(

(

(

(

(

(HELIX) AnnepreH k84 - macno noaconHeuHoe, IgE

(HELIX) AnnepreH e7 - ronybuHbi nomert, IgE

(HELIX) AnnepreH €201 - nepo kaHapemku, IgE

(HELIX) AnnepreH €80 - anutenui ko3sbl, IgE

(HELIX) AnnepreH e4 - nepxoTb KopoBbl, IgE

(HELIX) AnnepreH e87 - kpbica, IgE

(HELIX) AnnepreH e74 - mo4a kpbichbl, IgE

(HELIX) AnnepreH e73 - anutenun kpbicbl, IgE

(HELIX) AnnepreH €219 - npoTenHbl CbIBOPOTKM Kypuubl, IgE

(HELIX) AnnepreH e3 - nepxoTb nowaau, IgE

(HELIX) AnnepreH €88 - Mbiwb, IgE

(HELIX) AnnepreH €81 - anutenun oBubl, IgE

(HELIX) AnnepreH €91 - nepo nonyras, IgE

(HELIX) AnnepreH €83 - anutenun ceuHbM, IgE

(HELIX) AnnepreH t19 - akauus, IgE

(HELIX) AnnepreH w209 - ambpo3usi cmellaHHas, IgE

(HELIX) AnnepreH t5 - 6yk, IgE

(HELIX) AnnepreH t8 - Bsi3, IgE

(HELIX) AnnepreH t77 - oy6 cmeluaHHbIn, IgE

(HELIX) AnnepreH t11 - nnataH, IgE

(HELIX) AnnepreH t18 - aBkanunT, IgE

(HELIX) AnnepreH f256 - opex rpeukui, IgE

(HELIX) AnnepreH g202 - Kykypy3Hble pbinbua, IgE

(HELIX) AnnepreH g14 - oBeC KynbTUBUPOBaHHbLIN, IgE

(HELIX) AnnepreH w20 - kpanuBa, IgE

(HELIX) AnnepreH w75 - nebepa ceposartas, IgE

(HELIX) AnnepreH w10 - mapb 6enas, IgE

(HELIX) AnnepreH w5 - nonbiHb ropbkas, IgE

(HELIX) AnnepreH w19 - nocTeHHUUa nekapcteeHHas!, IgE

(HELIX) AnnepreH m208 - Chaetomium globosum, IgE

(HELIX) AnnepreH 072 - aHTepoTokcuH A (Staphylococcus aureus), IgE
(HELIX) AnnepreH 073 - aHTepoTokcuH B (Staphylococcus aureus), IgE
(HELIX) AnnepreH p4 - Anisakis Larvae, IgE

(HELIX) AnnepreH i8 - monb, IgE

(HELIX) AnnepreH i204 - cnenetb, IgE
(HELIX) AnnepreH i2 - wepLweHs, IgE
(HELIX) AnnepreH i3 - ocunbii a4 (Vespula spp.), IgE
(HELIX) AnnepreH i4 - ocuHbii a4 (Polistes spp.), IgE
(HELIX) AnnepreH i1 - nyenuHbl 54, IgE
(HELIX) AnnepreH c2 - neHnumnnuH V, IgE
(HELIX) AnnepreH c73 - MHCYNWH YenoBeveckun, IgE
(HELIX) AnnepreH o1 - xnonok, IgE
(HELIX) AnnepreH k74 - wenk, IgE
(HELIX) AnnepreH k301 - nbinb nweHn4Hon myku, IgE
(HELIX) Annepren k80 - dpopmanbaerva, IgE
(HELIX) AnnepreH k81 - doukyc, IgE
(HELIX) AnnepreH c204 - amokeuumnnuH, 1gG
(HELIX) AnnepreH c203 - amnuumnnuH, IgG
(HELIX) AnnepreH 210 - aHaHac, 19G
(HELIX) AnnepreH f33 - anenbcuH, IgG
(HELIX) AnnepreH f13 - apaxuc, 1gG
(HELIX) Annepren f92 - 6anaH, IgG
(HELIX) AnnepreH f259 - BuHorpag, IgG
(HELIX) AnnepreH f27 - roBsaguHa, 1gG
(HELIX) Annepren f209 - rpenndpyT, IgG
(HELIX) AnnepreH f11 - rpeyHeBas myka, IgG
(HELIX) AnnepreH f12 - 3eneHbin ropowuek, IgG
(HELIX) AnnepreH 216 - kanycta ko4aHHasi, 1IgG
(HELIX) Annepren f35 - kaptodens, IgG
(HELIX) AnnepreH f44 - knybHuka, 1gG
(HELIX) AnnepreH 36 - kokoc, 1gG
(HELIX) AnnepreH i71 - komap, IgG
(HELIX) AnnepreH f2 - kopoBbe moroko, IgG
(HELIX) AnnepreH f221 - kodpe, IgG
(HELIX) AnnepreH 23 - kpabsbl, IgG
(HELIX) AnnepreH f24 - kpeeTku, IgG
(HELIX) Annepren f83 - kypnHoe msco, IgG
(HELIX) Annepren 208 - numoH, 1gG
(HELIX) Annepren f41 - nococs, IgG
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660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
770,00
770,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
770,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00



00000008264
00000008265
00000008266
00000008267
00000008268
00000008269
00000008270
00000008271
00000008272
00000008273
00000008274
00000008275
00000008276
00000008277
00000008278
00000008279
00000008280
00000008281
00000008282
00000008283
00000008284
00000008285
00000008286
00000008287
00000008288
00000008289
00000008290
00000008291
00000008292
00000008293
00000008294
00000008295
00000008296
00000008297
00000008298
00000008299
00000008300
00000008301
00000008302
00000008303
00000008304
00000008305
00000008306
00000008307
00000008308
00000008309
00000008310
00000008311
00000008312
00000008313
00000008314
00000008315
00000008316
00000008317
00000008318
00000008319
00000008320
00000008321
00000008322
00000008323
00000008324
00000008325
00000008326
00000008327
00000008328
00000008329
00000008330
00000008331
00000008332
00000008333
00000008334
00000008335
00000008336
00000008337
00000008338
00000008339
00000008340

21-314
21-315
21-316
21-319
21-321
21-322
21-324
21-329
21-332
21-333
21-334
21-337
21-339
21-340
21-341
21-342
21-344
21-345
21-346
21-347
21-348
21-349
21-350
21-351
21-352
21-353
21-354
21-355
21-356
21-357
21-358
21-359
21-360
21-361
21-362
21-363
21-364
21-366
21-368
21-369
21-370
21-371
21-372
21-373
21-374
21-375
21-376
21-377
21-378
21-379
21-380
21-381
21-382
21-383
21-385
21-387
21-389
21-390
21-391
21-393
21-394
21-395
21-396
21-397
21-398
21-399
21-401
21-402
21-403
21-405
21-406
21-408
21-409
21-410
21-413
21-414
21-415

AHanmu3bl

HELIX) Annepren f37 - muans (ronybas), IgG
HELIX) AnnepreH f20 - MuHgans, 1IgG

HELIX) AnnepreH f31 - mopkoBb, IgG

HELIX) Annepren f244 - orypeu, IgG

HELIX) AnnepreH f45 - nekapckue gpoxoku, IgG
HELIX) AnnepreH c1 - neHuuunnuH G, 1gG

HELIX) AnnepreH d2 - nupornucumaHbii knew, Dermatophagoides farinae, 1gG

(

(

(

(

(

(

(

(HELIX) AnnepreH f4 - nweHn4Has myka, IgG
(HELIX) AnnepreH f26 - cBuHuHa, IgG
(HELIX) AnnepreH 85 - cenbaepewn, IgG
(HELIX) AnnepreH f14 - coeBble 606bl1, IgG
(HELIX) AnnepreH 25 - TomaThl, IgG
(HELIX) AnnepreH f3 - Tpecka, 1gG
(HELIX) AnnepreH f40 - TyHew, IgG
(HELIX) AnnepreH 204 - chopens, IgG
(HELIX) Annepren f17 - doyHayk, 1gG
(HELIX) Annepren f105 - wokonag, 1I9G
(HELIX) AnnepreH e1 - anutenui koLwku, IgG
(HELIX) AnnepreH e2 - anuTtenuii cobaku, IgG
(HELIX) AnnepreH f49 - a6noko, IgG
(HELIX) AnnepreH f1 - anyHbin 6enok, IgG
(HELIX) AnnepreH 75 - suuHbIv xenTok, IgG
(HELIX) AnnepreH f232 - oBanbbymuH, IgG
(HELIX) Annepren 233 - oBomykoug, IgG
(HELIX) Annepren f245 - anuo kypuHoe, IgG
(HELIX) AnnepreH f231 - knnsyeHoe mornoko, 1gG
(HELIX) AnnepreH f236 - Mmono4Has cbiBopoTka, IgG
(HELIX) AnnepreH 76 - anbda-nakransbymuH, IgG
(HELIX) AnnepreH f77 - 6eTa-naktornobynuH, IgG
(HELIX) AnnepreH 78 - kasewuH, IgG
(HELIX) AnnepreH f81 - cbip "4epaep”, IgG
(HELIX) AnnepreH f82 - cbip "mMoyng", 1IgG
(HELIX) AnnepreH 254 - kambana, 1gG
(HELIX) AnnepreH f61 - capauHa, 1gG
(HELIX) Annepren f50 - ckymbpus, IgG

(HELIX) Annepren f80 - nobctep (omap), IgG

(HELIX) Annepren f338 - rpebeLuok, IgG

(HELIX) Annepren f290 - yctpuubl, IgG

(HELIX) AnnepreH f88 - 6apaHuHa, IgG

(HELIX) AnnepreH f284 - ungenka, IgG

(HELIX) AnnepreH 212 - wuiamnuHboHsbl, IgG

(HELIX) AnnepreH f79 - knevikoBuHa (rntoteH), IgG
(HELIX) AnnepreH f8 - myka kykypy3Has, 1gG

(HELIX) AnnepreH f7 - myka oBcsHas, IgG

(HELIX) AnnepreH f5 - myka pxxaHas, 1IgG

(HELIX) AnnepreH f6 - myka sumeHHas, IgG

(HELIX) AnnepreH 55 - npoco, IgG

(HELIX) AnnepreH f9 - puc, 1IgG

(HELIX) AnnepreH f235 - yeueBuua, IgG

(HELIX) Annepren 10 - kynxyT, 1gG

(HELIX) Annepren f309 - HyT (Typeukun ropox), IgG
(HELIX) AnnepreH f15 - cbaconb 6enas, IgG

(HELIX) Annepren f315 - cbaconb 3eneHas, IgG

(HELIX) Annepren f287 - cbaconb kpacHas, IgG

(HELIX) AnnepreH f93 - kakao, IgG

(HELIX) AnnepreH f202 - opex kewbto, IgG

(HELIX) AnnepreH 203 - cucTtaLukoBble opexu, IgG
(HELIX) AnnepreH f403 - nuBHble gpoxoku, 1gG

(HELIX) AnnepreH f90 - conog, IgG

(HELIX) AnnepreH f262 - 6aknaxaH, IgG

(HELIX) AnnepreH f260 - kanycTta 6pokkonu, IgG
(HELIX) Annepren f217 - kanycTa 6ptoccenbckas, IgG
(HELIX) AnnepreH f291 - kanycTa ueTtHas, IgG

(HELIX) AnnepreH f225 - TbikBa, IgG

(HELIX) AnnepreH f261 - cnapxa, IgG

(HELIX) AnnepreH f86 - neTpyLuka, IgG

(HELIX) AnnepreH f214 - wnuHar, 1gG

(HELIX) AnnepreH f47 - yecHok, I9G

(HELIX) AnnepreH 48 - nyk, IgG

(HELIX) AnnepreH f234 - BaHwnb, IgG

(HELIX) AnnepreH 89 - ropunua, 1gG

(HELIX) AnnepreH f270 - umbups, IgG

(HELIX) AnnepreH f281 - kappu (npunpasa), IgG
(HELIX) AnnepreH f278 - naBpoBbi nucT, IgG

(HELIX) AnnepreH f405 - msTa, IgG

(HELIX) AnnepreH 218 - nepew kpacHbin (nanpuka), IgG
(HELIX) Annepren f263 - nepey 3eneHbi, IgG

Crpanuna 27

660,00
660,00
660,00
660,00
660,00
880,00
940,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
940,00
940,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
770,00
830,00
660,00
660,00
660,00
660,00
660,00
660,00



00000008341
00000008342
00000008343
00000008344
00000008345
00000008346
00000008347
00000008348
00000008349
00000008350
00000008351
00000008352
00000008353
00000008354
00000008355
00000008356
00000008357
00000008358
00000008359
00000008360
00000008361
00000008362
00000008363
00000008364
00000008365

00000008366

00000008367

00000008368

00000008369

00000008370

00000008371

00000008372

00000008373

00000008374

00000008375

00000008376

00000008377

00000008378

00000008379

00000008380

00000008381

00000008382

00000008383

00000008384
00000008385

00000008386

00000008387

00000008388

00000008389

00000008390

00000008391

21-416
21-421
21-422
21-423
21-424
21-425
21-426
21-427
21-429
21-432
21-433
21-434
21-435
21-436
21-437
21-451
21-457
21-458
21-495
21-500
21-505
21-506
21-507
21-516
21-517

21-527

21-528

21-530

21-531

21-533

21-534

21-535

21-537

21-538

21-540

21-541

21-542

21-543

21-544

21-545

21-546

21-547

21-548

21-549
21-553

21-554

21-555

21-556

21-557

21-558

21-559

AHanmu3bl

(HELIX) Annepren f280 - nepey yepHbIn, IgG

(HELIX) Annepren f237 - abpukoc, IgG

(HELIX) AnnepreH f96 - aBokago, 1gG

(HELIX) AnnepreH f242 - BuwHs, IgG

(HELIX) AnnepreH f94 - rpywa, IgG

(HELIX) AnnepreH f87 - abiHsa, IgG

(HELIX) Annepren 402 - unxup, IgG

(HELIX) AnnepreH f84 - kusu, IgG

(HELIX) AnnepreH f91 - maHro, IgG

(HELIX) Annepren f95 - nepcuk, IgG

(HELIX) Annepren 255 - cnmBa, 1gG

(HELIX) AnnepreH f289 - douHuku, IgG

(HELIX) Annepren f301 - xypma, IgG

(HELIX) AnnepreH f288 - arogbl poaa 6pycHUYHbIX (YepHMKa, ronybuka, 6pycHuka),
(HELIX) AnnepreH k84 - macno nogconHeyHoe, IgG

(HELIX) AnnepreH e3 - nepxoTb nowaaw, 1gG

(HELIX) Annepren €81 - anutenuin osupl, IgG

(HELIX) AnnepreH €91 - nepo nonyras, IgG

(HELIX) AnnepreH w75 - nebena ceposaras, IgG

(HELIX) AnnepreH w5 - nonblHb ropbkasi, IgG

(HELIX) AnnepreH 072 - aHTepoTokcuH A (Staphylococcus aureus), IgG
(HELIX) AnnepreH 073 - aHTepoTokcuH B (Staphylococcus aureus), IgG
(HELIX) AnnepreH p4 - Anisakis Larvae, IgG

(HELIX) AnnepreH i1 - nuenuHbivi A4, 1IgG

(HELIX) AnnepreH c2 - neHnuunnuH V, IgG

(

HELIX) Cmecb annepreHoB xuBoTHbIX Ne 1 (IgE): anuTenui Kowwkn, NepxoTb fnowaau,

nepxoTb KOPOBbI, NEPXOTb COBakm

(HELIX) Cmecb annepreHoB xu1BoTHbIX Ne 70 (IgE): anuTennin MOpCKon CBUHKN,
3NUTENWI KPOnuKa, XOMsIK, Kpbica, MblLUb

(HELIX) Cmecb annepreHoB xwuBoTHbIX Ne 72 (IgE): nepo BonHucTOro nonyras, nepo
nomnyras, Nepo kaHapemnku

(HELIX) Cmecb "npodeccuoHanbHbix" annepreHoB Ne 1 (IgE): nepxoTb nowaaw,
nepxoTb KOPOBbI, NEPO rycs, Nepo Kypuubl

(HELIX) Cmechb knelueBbix annepreHoB Ne 1 (IgE): Dermatophagoides pteronyssinus,
Dermatophagoides farinae, Dermatophagoides microceras, Lepidoglyphus dest
(HELIX) Cmecb annepreHoB aepeBbeB Ne 1 (IgE): kneH siceHenucTbi, 6epesa, BA3,
ay6, rpeLkumin opex

(HELIX) Cmecb annepreHoB aepeBbeB Ne 2 (IgE): kneH sceHenucTbIn, Tonorb, BS3,
ay6, nekaH

(HELIX) Cmecb annepreHoB aepeBbeB Ne 5 (IgE): onbxa, newmHa obbikHOBEHHas,
BSA3, uBa 6enas, Tonosnb

(HELIX) Cmecb annepreHoB copHbix Tpas Ne 1 (IgE): amb6po3usi o6bIkKHOBEHHAS,
nosnblHb 0ObIKHOBEHHAs!, MOAOPOXHMK, Mapb 6enas, 30NbHUK/CONsHKa

(HELIX) Cmecb nuwieBbix annepreHoB Ne 3 (IgE): nweHnyHasn myka, oBcsiHas Myka,
KYKypy3Has Myka, CEMeHa KyHXyTa, rpeyHeBasi Myka

(HELIX) Cmecb nuwesbix annepreHos Ne 1 (IgE): apaxvc, muHaans, pyHAyK, KOKOC,
6pasunnbcknin opex

(HELIX) Cmecb nuweBbix annepreHoB Ne 2 (IgE): Tpecka, TyHeL, KpeBeTku, 10CoCb,
Muann

(HELIX) Cmecb nuweBbix annepreHoB Ne 5 (IgE): suyHbIn 6enok, KopoBbe MOJIOKO,
Tpecka, MieHnYHas Myka, apaxuc, coesble 600bI

(HELIX) Cmecb nuweBbix annepreHoB Ne 6 (IgE): puc, cemeHa KyHxyTa, nieHn4Has
MykKa, rpeyHeBas Myka, coeBble 600bI

(HELIX) Cmecb nuweBbix annepreHoB Ne 7 (IgE): suuHbIn 6enok, puc, KopoBbe
MOOKO, apaxuc, NweHnYHas Myka, coeBble 606bI

(HELIX) Cmecb nuwesbix annepreHos Ne 13 (IgE): 3eneHnbii ropoluek, 6enas dacons,
MOpPKOBb, KapTodernb

(HELIX) Cmecb nuwesbix annepreHos Ne 15 (IgE): anenbcuH, 6aHaH, 56n0ko, nepcuk
(HELIX) Cmecb nuwesbix annepreHoB Ne 24 (IgE): dyHAyk, kpeBeTku, kuBm, 6aHaH
(HELIX) Cmecb nuwesbix annepreHoB Ne 25 (IgE): cemena kyHxyTa, nekapckme
APOXOKWU, YECHOK, cenbaepen

(HELIX) Cmecb nuwesbix annepreHoB Ne 50 (IgE): kuen, maHro, 6aHaHbl, aHaHac
(HELIX) Cmecb nuweBbix annepreHoB Ne 51 (IgE): TomaTbl, kapTodernb, MOPKOBb,
YeCHOK, ropumua

(HELIX) Cmecb nuwesbix annepreHoB Ne 73 (IgE): cBuHuHa, kypuHoe msco,
roesguHa, 6apaHnHa

(HELIX) Cmecb nHransiumoHHbix annepreHoB Ne 1 (IgE): exa cbopHas, Tumodeeska,
ANOHCKMI keap, ambpo3usi 0GbIKHOBEHHAS!, MOSbIHb OOLIKHOBEHHAS

(HELIX) Cmecb nHransiunoHHbix annepreHoB Ne 2 (IgE): Tumodbeeska, Alternaria
alternata (tenuis), 6epesa, nonbiHb 06bIKHOBEHHASsA

(HELIX) Cmecb nHransaumoHHbix annepreHos Ne 3 (IgE): Dermatophagoides
pteronyssinus, anutenuin kowku, anutenun cobaku, Aspergillus fumigatus

(HELIX) Cmecb nHranaumoHHbix annepreHoB Ne 6 (IgE): Cladosporium herbarum,
TMModpeeBka, Alternaria alternata (tenuis), 6epesa, nonbiHb 0ObIKHOBEHHAs

Crpanuna 28

660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
770,00
770,00
770,00
770,00
770,00
880,00
880,00
880,00
770,00
880,00

1 540,00
1320,00
1.320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1100,00
1320,00

1.320,00
1.320,00

1320,00
1320,00
1320,00
1320,00
1320,00

1320,00



00000008392

00000008393

00000008394

00000008395

00000008396

00000008397

00000008398

00000008399

00000008400

00000008401

00000008402

00000008403

00000008404

00000008405

00000008406

00000008407

00000008408

00000008409

00000008410

00000008411

00000008412
00000008413

00000008414

00000008415

00000008416

00000008417

00000008418

00000008419
00000008420
00000008421
00000008422
00000008423
00000008424
00000008425
00000008426
00000008427
00000008428
00000008429
00000008430
00000008431
00000008432
00000008433
00000008434
00000008435
00000008436
00000008437
00000008438
00000008439

21-560

21-561

21-563

21-567

21-570

21-575

21-576

21-577

21-579

21-580

21-582

21-583

21-584

21-585

21-586

21-587

21-588

21-589

21-590

21-591

21-592
21-595

21-596

21-597

21-598

21-599

21-600

21-602
21-604
21-605
21-606
21-607
21-608
21-609
21-610
21-611
21-612
21-613
21-614
21-615
21-616
21-617
21-618
21-619
21-620
21-621
21-622
21-623

AHanmu3bl

(HELIX) Cmecb nHransumnoHHbix annepreHos Ne 8 (IgE): anutennn kowuku,
Dermatophagoides pteronyssinus, 6epe3a, nepxoTb cobaku, NonbiHb 06bIKHOBEHHAS,
TMMOodpee

(HELIX) Cmecb nHransaumoHHbix annepreHo Ne 9 (IgE): anutenui kowku, nepxoTtb
cobaku, oBcsiHMLa nyroeasi, Alternaria alternata (tenuis), nogopoxHuk

(HELIX) Cmecb annepreHoB nnecenn Ne1 (IgG): Penicillium notatum, Aspergillus
fumigatus, Alternaria tenuis, Cladosporium herbarum, Candida albicans

(HELIX) Cmecb annepreHoB Tpas Ne3 (IgG): Konocok AyLIMCTbIA, POXb MHOrONETHSS,
POXb KyNbTUBMPOBaHHasA, TMMOMeeBKa, OyXapHWK LLEPCTUCTBI

(HELIX) Cmecb annepreHoB xuBoTHbIX Ne 70 (IgG): anuTenunii MOpPCKOW CBUHKM,
3NUTENWIN KPOnuKa, XOMsIK, Kpbica, MblLlb

(HELIX) Cmechb kneLueBbix annepreHoB Ne 1 (IgG): Dermatophagoides pteronyssinus,
Dermatophagoides farinae, Dermatophagoides microceras, Lepidoglyphus dest
(HELIX) Cmecb annepreHoB aepesbeB Ne 1 (IgG): kneH siceHenucTbi, 6epesa, BA3,
Aay6, rpeuknn opex

(HELIX) Cmecb annepreHoB gepesbeB Ne 2 (IgG): kneH ssiceHenucTbIA, ToNomMb, BA3,
ny6, nekaH

(HELIX) Cmecb annepreHos aepesbes Ne 5 (IgG): onbxa, newmHa obbikHOBEHHAs,
BA3, nBa 6enas, Tononb

(HELIX) Cmecb annepreHoB copHbix TpaB Ne 1 (IgG): am6po3usi 06bIkKHOBEHHaS,
NosiblHb 0ObIKHOBEHHAs!, MOAOPOXKHUK, Mapb 6enas, 30nbHUK/CoNsiHKa, NOTaLIHUK
(HELIX) Cmecb nuwesbix annepreHoB Ne 3 (IgG): nweHn4Has mMyka, oBCsHas Myka,
KYKYpYy3Has Myka, CemeHa KyHXyTa, rpeqHeBast Myka

(HELIX) Cmecb nuweBbix annepreHoB Ne 1 (IgG): apaxuc, MuHaanb, yHAayK, KOKOC,
6pasunnbCKknin opex

(HELIX) Cmecb nuweBbix annepreHoB Ne 2 (IgG): Tpecka, TyHeL,, KpeBeTKu, NOCoCh,
Muann

(HELIX) Cmecb nuwesbix annepreHoB Ne 5 (IgG): svyHbIn 6enok, KopoBbe MOJIOKO,
Tpecka, MleHnYHasi Myka, apaxuc, coeBble 600bI

(HELIX) Cmecb nuwieBbix annepreHoB Ne 6 (IgG): puc, cemeHa KyHxyTa, NeHnYHas
MyKa, rpevHeBasi Myka, coeBble 600bl

(HELIX) Cmecb nuweBbix annepreHoB Ne 7 (IgG): svyHbIn 6enok, pyc, KopoBbe
MOJOKO, apaxuc, NweHn4Has Myka, coeBble 600bI

(HELIX) Cmecb nuwieBbix annepreHoB Ne 13 (IgG): 3eneHbivi ropoLuek, 6enas daconb,
MOPKOBb, kKapToderb

(HELIX) Cmecb nuwesbix annepreHoB Ne 15 (IgG): anenbcuH, 6aHaH, A6noko, nepcuk
(HELIX) Cmecb nuweBbix annepreHoB Ne 24 (IgG): dyHAyK, KpeBeTku, kuem, 6aHaH
(HELIX) Cmecb nuwesbix annepreHoB Ne 25 (IgG): cemeHa KyHxXyTa, nekapckve
APOXOKWN, YECHOK, cenbaepen

(HELIX) Cmecb nuweBbix annepreHoB Ne 26 (IgG): suyHbI 6enok, Monoko, apaxuc,
ropuvua

(HELIX) Cmecb nuwesbix annepreHos Ne 50 (IgG): kuBu, MmaHro, 6aHaHbl, aHaHac
(HELIX) Cmecb nuwesbix annepreHoB Ne 51 (IgG): TomaTbl, kapTodernb, MOPKOBb,
YeCHOK, ropumua

(HELIX) Cmecb nuwieBbix annepreHoB Ne 73 (IgG): cBMHMHA, KypyHOE MSCO,
roBsgvnHa, 6apaHunHa

(HELIX) Cmecb nHranaumonHbix annepreHoB Ne 1 (IgG): exxa cbopHasi, TuModeeBka,
KOHCKWIA KawTaH, aMbpo3ns 06bIkKHOBEHHAs, NOMbiHb OObIKHOBEHHAs

(HELIX) Cmecb nHransumoHHbix annepreHos Ne 2 (IgG): Tumodpeeska, Alternaria
alternata (tenuis), 6epesa, nonbiHb 06LIKHOBEHHASs

(HELIX) Cmecb nHranaumonHbix annepreHoB Ne 3 (IgG): Dermatophagoides
pteronyssinus, anuTenui KoKW, anutenuin cobaku, Aspergillus fumigatus

(HELIX) Cmecb nHransumoHHbix annepreHoB Ne 8 (IgG): anutenun koLuku,
Dermatophagoides pteronyssinus, 6epe3a, nepxoTb cobaku, NonbiHb 0ObIKHOBEHHAS,
TUmodpee

(HELIX) AnnepreH c68 - apTvkauH/ynbTpakauH, IgE

(HELIX) AnnepreH c88 - menusakaunH/nonokaunH, Ige
(HELIX) AnnepreH c82 - nngokauH/kcunokavH, Ige
(HELIX) AnnepreH c83 - npokauH/HoBokawuH, IgE
(HELIX) AnnepreH c86 - 6eH3okavH, IgE
(HELIX) AnnepreHr c100 - npunokauH/unTtanecT, IgE
(HELIX) AnnepreH c89 - 6ynusakauH/aHekanH/MapkavH, IgE
(HELIX) AnnepreH c210 - TeTpakaunH/gukavH, IgE
(HELIX) AnnepreH k40 - Hukenb, IgE
(HELIX) AnnepreH k41 - xpom, IgE
(HELIX) AnnepreH k43 - 3onoTo, IgE
(HELIX) AnnepreH k44 - meab, IgE
(HELIX) AnnepreH k45 - nnatuna, IgE

(HELIX) AnnepreH k46 - kobaneT, IgE

(HELIX) AnnepreH k48 - nannapuu, IgE

(HELIX) AnnepreH k73 - akpun, IgE, UPA

(HELIX) AnnepreH e1 - anuTenuii n nepxoTb kowku, IgE (ImmunoCAP)
(HELIX) AnnepreH e5 - nepxotb cobaku, IgE (ImmunoCAP)

(HELIX) AnnepreH 245 - aiiuo, IgE (ImmunoCAP)

(HELIX) AnnepreH f83 - msico kypuubl, IgE (ImmunoCAP)

Crpanuna 29

1320,00
1320,00
1710,00
1100,00
1100,00
1100,00
1210,00
1210,00
1210,00
1 100,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00

1320,00
1320,00

1.320,00
1.320,00
1 100,00
1100,00

1100,00

1100,00
720,00
830,00
830,00
830,00
990,00
990,00
990,00
990,00

2 300,00

2 300,00

2 300,00

2 300,00

2 300,00

2 300,00

2 300,00

2 300,00
760,00
760,00
760,00
760,00



00000008440
00000008441
00000008442
00000008443
00000008444
00000008445
00000008446
00000008447
00000008448
00000008449
00000008450
00000008451
00000008452
00000008453
00000008454
00000008455
00000008456
00000008457
00000008458
00000008459
00000008460
00000008461
00000008462
00000008463
00000008464
00000008465
00000008466
00000008467
00000008468
00000008469
00000008470
00000008471
00000008472
00000008473
00000008474
00000008475
00000008476
00000008477

00000008478

00000008479

00000008480

00000008481

00000008482

00000008483
00000008484

00000008485

00000008486

00000008487
00000008488
00000008489
00000008490
00000008491
00000008492

00000008493
00000008494
00000008495
00000008496
00000008497
00000008498
00000008499
00000008500
00000008501
00000008502
00000008503
00000008504
00000008505

21-624
21-625
21-626
21-627
21-628
21-629
21-630
21-631
21-632
21-633
21-634
21-635
21-636
21-637
21-638
21-639
21-640
21-641
21-642
21-643
21-644
21-645
21-646
21-647
21-648
21-649
21-650
21-651
21-652
21-653
21-654
21-655
21-656
21-657
21-658
21-659
21-660
21-661

21-662

21-663

21-664

21-666

21-667

21-668
21-669

21-670

21-671

21-672
21-673
21-674
21-675
21-676
21-677

21-678
21-679
21-680
21-681
21-682
21-683
21-684
21-685
21-686
21-687
21-688
21-689
21-690

AHanmu3bl

(HELIX) AnnepreH f1 - anynbin 6enok, IgE (ImmunoCAP)
(HELIX) AnnepreH 75 - auunbivi xxenTok, IgE (ImmunoCAP)
(HELIX) AnnepreH e85 - nepo kypuupl, IgE (ImmunoCAP)
(HELIX) AnnepreH f2 - monoko kopoBbe, IgE (ImmunoCAP)
(HELIX) AnnepreH f27 - roBaguHa, IgE (ImmunoCAP)
(HELIX) AnnepreH 231 - kunsyeHoe monoko, IgE (ImmunoCAP)
(HELIX) AnneprokommnoHeHT f78 — ka3enH nBos d8, IgE (ImmunoCAP)
(HELIX) Annepren d2 - knew, gomatuHen nbinu Dermatophagoides farinae, IgE
(HELIX) AnnepreH h1 - pomawHsas nbinbk (Greer), IgE (ImmunoCAP)
(HELIX) AnnepreH h2 - pomawHsas neinb (Hollister), IgE (ImmunoCAP)
(HELIX) AnnepreH f7 - oBec, oBcsiHasi myka, IgE (ImmunoCAP)
(HELIX) AnnepreH f11 - rpeunxa, rpeqHeBast myka, IgE (ImmunoCAP)
(HELIX) AnnepreH 79 - rmtoteH (knenkosuHa), IgE (ImmunoCAP)
(HELIX) AnnepreH f5 - poxb, pxxaHas myka, IgE (ImmunoCAP)
(HELIX) AnnepreH f9 - puc, IgE (ImmunoCAP)
(HELIX) AnnepreH f3 - Tpecka, IgE (ImmunoCAP)
(HELIX) Annepren f41 - nococb, IgE (ImmunoCAP)
(HELIX) Annepren f204 - dopens, IgE (ImmunoCAP)
(HELIX) AnnepreH f93 - kakao, IgE (ImmunoCAP)
(HELIX) AnnepreH f33 - anenbcuH, IgE (ImmunoCAP)
(HELIX) AnnepreH 35 - kapTodpens, IgE (ImmunoCAP)

(HELIX) AnnepreH f31 - mopkoBb, IgE (ImmunoCAP)

(HELIX) AnnepreH f25 - Tomatbl, IgE (ImmunoCAP)

(HELIX) AnnepreH f49 - s6noko, IgE (ImmunoCAP)

(HELIX) Annepren f92 - 6aHaH, IgE (ImmunoCAP)

(HELIX) Annepren f259 - BuHorpag, IgE (ImmunoCAP)

(HELIX) AnnepreH f44 - knybHuka, IgE (ImmunoCAP)

(HELIX) Annepren f208 - numoH, IgE (ImmunoCAP)

(HELIX) AnnepreH f291 - uBeTHas kanycta, IgE (ImmunoCAP)
(HELIX) AnnepreH 225 - ToikBa, IgE (ImmunoCAP)

(HELIX) AnnepreH f26 - cBuHuHa, IgE (ImmunoCAP)

(HELIX) AnnepreH 284 - msico nngenku, Ig (ImmunoCAP)
(HELIX) AnnepreH t14 - Tononb, IgE (ImmunoCAP)

(HELIX) AnnepreH t3 - 6epesa bopogasyatas, IgE (ImmunoCAP)
(HELIX) AnnepreH w8 - ogyBaH4uk, IgE (ImmunoCAP)

(HELIX) AnnepreH w6 - nonbiHb, IgE (ImmunoCAP)

(HELIX) AnnepreH t2 - onbxa cepas, IgE (ImmunoCAP)

(HELIX) AnnepreH g6 - TumodeeBka nyrosas, IgE (ImmunoCAP)
(

HELIX) Cmechb 6biToBbIX annepreHoB hx2 (ImmunoCAP), IgE: gomaluHss nbinb, KnelLwy

pomawHen nbinu D. pteronyssinus, knewy gomawHer nbinu D. farinae, TapakaH pbixu
(HELIX) Cmecb annepreHoB nneceHn mx1 (ImmunoCAP), IgE: Penicillium
chrysogenum, Cladosporium herbarum, Aspergillus fumigatus, Alternaria alternata
(HELIX) Cmecb annepreHoB 3nakoBbix TpaB gx1 (ImmunoCAP), IgE: exa cbopHas,
OBCSiHMLa nyrosas, nresen, TuMmodeeska nyrosasi, MATIUK yroBom

(HELIX) Cmecb annepreHoB xu1BOTHbIX ex2 (ImmunoCAP), IgE: nepxoTb KOLLKK,
nepxoTb cobaku, aNUTENUI MOPCKOW CBUHKM, KPbICA, MblLLb

(HELIX) Cmecb annepreHoB copHbix TpaB wx5 (ImmunoCAP), IgE: ambpo3sus
BbICOKasl, MOMbIHb, HUBSIHWK, OAYBaHUVMK, 30J10TapHUK

(HELIX) Cmecb nuwesbix annepreHos x5 (ImmunoCAP), IgE: anyHbin 6enok,
MOIOKO, Tpecka, nweHuua, apaxuc, cos

(HELIX) Cmecb nuweBbix annepreHoB fx73 (ImmunoCAP), IgE: cBuHuHa, roBsavHa,
(HELIX) Cmecb annepreHoB copHbix TpaB wx3 (ImmunoCAP), IgE: nonbiHb,
NOAOPOXHMK NaHLETOBUAHbIA, Mapb, 30MOTapPHUK, Kpanvea ABYAOMHas

(HELIX) Cmecb annepreHoB TpaB wx209 (ImmunoCAP), IgE: ambpo3ans Bbicokas,
ambpo3unsi ronomeTenbyatas, aMbpo3ns TpexHagpesHas

(HELIX) Cmecb nuweBbix annepreHoB fx26 (ImmunoCAP), IgE: anyHbIn 6enok,
KOpPOBbE MOJSIOKO, apaxuc, ropumua

HELIX) Anneprouvn ImmunoCAP ISAC (112 anneprokoMnoHEHTOB)

HELIX) AnnepreH f4 - nweHnua, nweHnyHasa myka, IgE (ImmunoCAP)

HELIX) ®agunaton (ImmunoCAP)

HELIX) ®agunaton getckun (ImmunoCAP)

HELIX) AnnepreH f14 — cos, IgE (ImmunoCAP)

HELIX) Annepren d1 - knew, gomaluHen neinn Dermatophagoides pteronyssinus, IgE
ImmunoCAP)

HELIX) AnneprokomnoHeHT g205 - Tumodpeeska nyrosast rPhl p1, IgE (ImmunoCAP)

HELIX) AnneprokomnoHeHT g215 - Tumodpeeska nyrosas rPhl p5b, IgE (ImmunoCAP)

HELIX) AnneprokoMmnoHeHT f232 - oBanbbymuH siua nGal d2, IgE (ImmunoCAP)
HELIX) AnneprokomnoHeHT f233 - oBomykong sviua nGal d1, IgE (ImmunoCAP)
HELIX) AnneprokomnoneHT k208 - nusoumm ainua nGal d4, IgE (ImmunoCAP)
HELIX) AnneprokomnoHeHT f323 - koHanbbymuH ariua nGal d3, IgE (ImmunoCAP)
HELIX) AnneprokomnoHeHT f419 - nepcuk rPru p1 PR-10, IgE (ImmunoCAP)
HELIX) AnneprokomnoHeHT f420 - nepcuk rPru p3 LTP, IgE (ImmunoCAP)
HELIX) AnneprokomnoHeHT f421 - nepcuk rPru p4 MpodunuH, IgE (ImmunoCAP)
HELIX) Annepren f45 - nekapckue gpoxoku, IgE (ImmunoCAP)

(
(
(
(
(
(
(
(
(
(HELIX) AnneprokoMnoHeHT 1215 - 6epesa rBet v1 PR-10, IgE (ImmunoCAP)
(
(
(
(
(
(
(
(
(HELIX) AnnepreH t15 - siceHb amepukaHckui, IgE (ImmunoCAP)

Crpanuna 30

760,00
760,00
760,00
760,00
760,00
760,00
1980,00
760,00
990,00
760,00
760,00
760,00
760,00
760,00
760,00
760,00
760,00
760,00
760,00
760,00
760,00
760,00
760,00
760,00
760,00
760,00
760,00
760,00
760,00
760,00
760,00
760,00
760,00
760,00
760,00
760,00
760,00
760,00

950,00
950,00
950,00
950,00
950,00

950,00
1490,00

950,00
950,00

950,00
31 680,00
760,00
1820,00
2 800,00
760,00

1100,00
3 520,00
3 520,00
2 640,00
2 420,00
2 420,00
2 190,00
2 190,00
2 420,00
2 420,00
2 640,00

990,00

950,00



00000008506
00000008507
00000008508
00000008509
00000008510
00000008511
00000008512
00000008513
00000008514
00000008515
00000008516

00000008517

00000008518

00000008519
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00000008521
00000008522

00000008523
00000008524
00000008525
00000008526
00000008527
00000008528
00000008529
00000008530
00000008531
00000008532
00000008533
00000008534
00000008535
00000008536
00000008537
00000008538
00000008539
00000008540
00000008541
00000008542
00000008543
00000008544
00000008545
00000008546
00000008547
00000008548
00000008549
00000008550
00000008551
00000008552
00000008553

00000008554

00000008555
00000008556
00000008557
00000008558
00000008559
00000008560
00000008561
00000008562
00000008563
00000008564
00000008565
00000008566
00000008567
00000008568
00000008569
00000008570
00000008571
00000008572
00000008573
00000008574
00000008575

21-691
21-692
21-693
21-694
21-695
21-696
21-697
21-698
21-699
21-700
21-701

21-702

21-703

21-704

21-705
21-706
21-710

21-712
21-713
21-714
21-715
21-716
21-717
21-718
21-719
21-720
21-721
21-722
21-724
21-725
21-726
21-727
21-729
21-730
21-731
21-732
21-733
21-734
21-735
21-736
21-737
21-738
21-739
21-740
21-741
21-742
21-744
21-745

21-746

21-747
21-748
21-749
21-750
21-752
21-753
21-754
21-755
21-756
21-757
21-758
21-759
21-760
21-761
21-762
21-763
21-764
21-765
21-766
21-767
21-768

AHanmu3bl

(HELIX) AnnepreH e70 - nepo rycs, IgE (ImmunoCAP)

(HELIX) AnnepreH €86 - nepo yTku, IgE (ImmunoCAP)

(HELIX) AnnepreH €213 - nepo nonyrasi, IgE (ImmunoCAP)

(HELIX) AnnepreH f84 - kusu, IgE (ImmunoCAP)

(HELIX) AnnepreH f24 - kpeBeTku, IgE (ImmunoCAP)

(HELIX) AnnepreH 221 - 3epHa kode, IgE (ImmunoCAP)

(HELIX) AnnepreH 247 - meq, IgE (ImmunoCAP)

(HELIX) Annepren m6 - Alternaria alternata, IgE (ImmunoCAP)

(HELIX) Annepren m3 - Aspergillus fumigatus, IgE (ImmunoCAP)

(HELIX) Annepren m2 - Cladosporium herbarum, IgE (ImmunoCAP)

(HELIX) AnnepreH m227 - Malassezia spp., IgE (ImmunoCAP)

(HELIX) Cmecb annepreHoB aepeBbeB tx9 (ImmunoCAP), IgE: onbxa cepas, 6epesa
6opogaByaTas, newmHa, ayo, nea

(HELIX) AnneprokoMnoHeHT g213 - TumodbeeBka nyroeas (recombinant) rPhl p1, rPhi
p5b, IgE (ImmunoCAP)

(HELIX) AnneprokoMnoHeHT g214 - TumocbeeBka nyroeasi (recombinant) rPhl p7, rPhi
p12, IgE (ImmunoCAP)

(HELIX) AnneprokoMnoHeHT t221 - 6epesa rBet v 2, rBet v 4 (pekombrHaHTHbIN), IgE
(ImmunoCAP)

(HELIX) AnneprokomnoHeHT w230 - ambposus (recombinant) nAmb a 1, IgE
(HELIX) AnneprokomnoHeHT f76 - anbda-nakransbymmn nBos d 4, IgE (ImmunoCAP)
(HELIX) AnneprokoMnoHeHT €204 - 6blunii CbIBOPOTOYHBIN anbbymuH nBos d6, IgE
(ImmunoCAP)

(HELIX) AnneprokomnoHeHT f77 - 6eTa-nakrornodynuH nBos d 5, IgE (ImmunoCAP)
(HELIX) AnnepreH t4 - newmHa obbikHoBeHHas, IgE (ImmunoCAP)
(HELIX) AnnepreH t7 - gy6, IgE (ImmunoCAP)

(HELIX) AnnepreH t12 - nea, IgE (ImmunoCAP)

(HELIX) AnnepreH i6 - TapakaH-npycak, IgE (ImmunoCAP)
(HELIX) AnnepreH g8 - matnuk nyroeon, IgE (ImmunoCAP)
(HELIX) AnnepreH g5 - nnesen, IgE (ImmunoCAP)

(HELIX) AnnepreH g4 - oBcsHuua nyrosas, IgE (ImmunoCAP)
(HELIX) AnnepreH g3 - exa cbopHas, IgE (ImmunoCAP)
(HELIX) AnnepreH g16 - nucoxsocT nyroeoi, IgE (ImmunoCAP)
(HELIX) AnnepreH g2 - cBuHopoW nanb4yatbiv, IgE (ImmunoCAP)
(HELIX) AnnepreH g11 - koctep noneson, IgE (ImmunoCAP)
(HELIX) AnnepreH g9 - nonesuua, IgE (ImmunoCAP)

(HELIX) AnnepreH g1 - konocok aywmctbiv, IgE (ImmunoCAP)
(HELIX) AnnepreH e6 - anutenuin mopckoun cBuHku, IgE (ImmunoCAP)

(HELIX) AnnepreH w1 - ambpo3uns Bbicokas, IgE (ImmunoCAP)

(HELIX) AnnepreH w7 - HUBAHUK (nonosHuK), IgE (ImmunoCAP)

(HELIX) AnnepreH w12 — 3onotapHuk IgE (ImmunoCAP)

(HELIX) Annepren f13 - apaxuc, IgE (ImmunoCAP)

(HELIX) AnnepreH w206 - pomaLuka, IgE (ImmunoCAP)

(HELIX) AnnepreH t209 - rpab obbikHoBeHHbIN, IgE (ImmunoCAP)

(HELIX) AnnepreH t208 - nuna, IgE (ImmunoCAP)

(HELIX) Annepren f300 - ko3be monoko, IgE (ImmunoCAP)

(HELIX) CymmapHble nmmyHornobynmHbl E (IgE) B ceiBopoTtke (ImmunoCAP)

(HELIX) AnneprokoMnoHeHT €94 - kowwuka rFel d1, IgE (ImmunoCAP)

(HELIX) AnneprokoMnoHeHT w231 - nonbiHb nArt v1, IgE (ImmunoCAP)

(HELIX) AnneprokomnoHeHT €101 - cobaka rCan f 1, IgE (ImmunoCAP)

(HELIX) AnnepreH f256 - opex rpeukui (nnog), IgG

(HELIX) AnneprokoMnoHeHT w233 - nonbiHb nArt v 3 LTP, IgE (ImmunoCAP)

(HELIX) AnnepreH w3 - ambpo3usi TpexHagpesHasi, IgE (ImmunoCAP)

(HELIX) AnneprokomnoHeHT m229 - Alternaria alternata rAlt a1 (pekoMBVHaHTHBI),
IgE (ImmunoCAP)

(HELIX) AnneprokomnoHeHT m218 - Aspergillus fumigatus rAsp f1 (pekoMBUHaHTHbIN),
IgE (ImmunoCAP)

(HELIX) Annepren m9 - Fusarium proliferatum (F. moniliforme), IgE (ImmunoCAP)
(HELIX) AnnepreH f245 - aniuo kypuHoe (uenbHoe), IgE, UPA
(HELIX) AnnepreH 79 - rmioTeH, IgE, DA
(HELIX) Annepren t102 - nea 6enas, IgE, NOA
(HELIX) AnnepreH e2 - anutenuii cobaku, IgE, DA
(HELIX) AnnepreH e78 - nepo BonHucToro nonyras, Ige, N®A
(HELIX) AnnepreH e82 - anutenun kponuka, Ige, UOA
(HELIX) AnnepreH e84 - anutenun xomsika, IgE, N®A
(HELIX) Annepren f105 - wokonag, IgE, N®A
(HELIX) AnnepreH f17 - doyHayk, IgE, NOA
(HELIX) AnnepreH 23 - kpabsl, IgE, DA
(HELIX) AnnepreH f4 - nweHn4Hasa myka, IgE, UPA

(HELIX) AnnepreH 76 - anbda-nakransdbymuH, IgE, NOA
(HELIX) AnnepreH f77 - 6eTa-naktornobynuH, Igg, NOA

(HELIX) AnnepreH 78 - kaseuH, IgE, DA

(HELIX) Annepren f87 - abiHs, IgE, UPA

(HELIX) AnnepreH f8 - myka kykypy3Has, IgE, NOA

(HELIX) Annepren f94 - rpywa, IgE, NOA

(HELIX) AnnepreH g15 - nweHnua KynbtuBuposaHHas, IgE, NOA
(HELIX) Annepren k20 - wepcTb, IgE, UPA

Crpanuna 31

990,00
760,00
990,00
760,00
990,00
760,00
760,00
990,00
990,00
990,00
760,00

950,00
2 420,00
2 420,00

2 420,00
2 420,00
2 420,00

2 190,00
2 420,00
990,00
2 640,00
990,00
950,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
760,00
950,00
990,00
760,00
3 460,00
3 030,00
3 030,00
3 030,00
660,00
2 640,00
990,00

2 420,00

2 420,00
950,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00



00000008576
00000008577
00000008578
00000008579
00000008580
00000008581

00000008582

00000008583

00000008584
00000008585

00000008586

00000008587
00000008588
00000008589
00000008590
00000008591
00000008592
00000008593
00000008594
00000008595
00000008596
00000008597
00000008598
00000008599
00000008600
00000008601
00000008602
00000008603
00000008604
00000008605
00000008606
00000008607
00000008608
00000008609
00000008610
00000008611
00000008612
00000008613
00000008614
00000008615
00000008616
00000008617
00000008618
00000008619
00000008620
00000008621
00000008622
00000008623
00000008624
00000008625
00000008626
00000008627
00000008628
00000008629
00000008630
00000008631
00000008632
00000008633
00000008634
00000008635
00000008636
00000008637
00000008638
00000008639
00000008640
00000008641
00000008642
00000008643
00000008644
00000008645
00000008646

21-769
21-770
21-771
21-772
21-773
21-774

21-775

21-776

21-777
21-778

21-779

21-780
21-781
21-782
21-783
21-784
21-785
21-786
21-787
21-788
21-789
21-790
21-791
21-792
21-793
21-794
21-795
21-796
21-797
21-798
21-799
21-801
21-802
21-803
21-804
21-805
21-806
21-807
21-808
21-809
21-810
21-811
21-812
21-813
21-814
21-815
21-816
21-817
21-818
21-819
21-820
21-821
21-822
21-823
21-824
21-825
21-826
21-827
21-828
21-829
21-830
21-831
21-832
21-833
21-834
21-835
21-836
21-837
21-838
21-839
21-840

AHanmu3bl

(HELIX) AnnepreH k82 - narekc, IgE, DA

(HELIX) Annepren m5 - Candida albicans, IgE, N®A

(HELIX) AnnepreH p1 - Ascaris lumbricoides (ackapuga), IgE, MDA

(HELIX) AnnepreH t16 - cocHa 6enas, IgE, UPA

(HELIX) AnnepreH t1 - knéH sceHenucTHbln, IgE, NOA

(HELIX) AnnepreH w9 - nogopoxHuk, Ige, UPA

(HELIX) Cmecb annepreHos xwuBoTHbIx em1 (IgE): nepo rycs, nepo kypuLbl, nepo
yTKW, Nepo uHatoka, MOA

(HELIX) Cmecb annepreHos nbinvn hm1 (IgE): gomawHss neinb, Dermatophagoides
pteronyssinus, Dermatophagoides farinae, Tapakan-npycak, M®A

(HELIX) CMecb nHransiunoHHbix annepreHos dam1 (IgE): anuTenuii KoLku,
Dermatophagoides pteronyssinus, 6epe3a, nepxoTb cobaku, NonbiHb 0O6bIKHOBEHHAS,
TMmode

(HELIX) Cmecb nuweBbix annepreHoB fm15 (IgE): anenbcuH, 6aHaH, s6noko, nepcuk,
(HELIX) Cmecb nuweBbix annepreHoB fm24 (IgE): Tpecka, TyHeL, KpeBeTku, TOCOCh,
muann, NOA

(HELIX) Cmecb 6biToBbIX annepreHoB dm1 (IgE): Dermatophagoides pteronyssinus,
Dermatophagoides farinae, anutenui kowku, anutenuii cobakm, NOA

(HELIX) AnnepreH c74 - xenatuH koposuii, IgE (ImmunoCAP)

(HELIX) AnnepreH €82 - Kponuk, anutenun, IgE (ImmunoCAP)
(HELIX) AnnepreH e84 - Xomsik, anutenui, IgE (ImmunoCAP)
(HELIX) AnnepreH f12 - ropox, IgE (ImmunoCAP)

(HELIX) Annepren f15 - cbacons, IgE (ImmunoCAP)

(HELIX) AnnepreH f17 - oyHayk, IgE (ImmunoCAP)

(HELIX) AnnepreH f212 - rpmbbl (lwamnuHboHbl), IgE (ImmunoCAP)
(HELIX) Annepren f218 - nanpwuka, cnagkvin neped, IgE (ImmunoCAP)
(HELIX) AnnepreH 23 - kpab, IgE (ImmunoCAP)

(HELIX) AnnepreH f242 - BuwHs, IgE (ImmunoCAP)

(HELIX) AnnepreH 258 - kanbmap, IgE (ImmunoCAP)

(HELIX) AnnepreH f47 - yecHok, IgE (ImmunoCAP)

(HELIX) Annepren 48 - nyk, IgE (ImmunoCAP)

(HELIX) AnnepreH f8 - kykypy3a, IgE (ImmunoCAP)

(HELIX) Annepren f95 - nepcuk, IgE (ImmunoCAP)

(HELIX) AnnepreH m1 - Penicillium notatum (P.chrysogenum), IgE (ImmunoCAP)
(HELIX) AnnepreH m5 - Candida albicans, IgE (ImmunoCAP)
(HELIX) AnnepreH p1 - Ascaris, IgE (ImmunoCAP)

(HELIX) AnnepreH c2 - neHnumnnuH V, IgE (ImmunoCAP)

(HELIX) AnnepreH c6 - amokcuumnnuH, IgE (ImmunoCAP)

(HELIX) AnnepreH c73 - nHcynuH yenosedeckuit, IgE (ImmunoCAP)
(HELIX) AnnepreH c8 - xnoprekcuauH, IgE (ImmunoCAP)

(HELIX) AnnepreH €201 - kaHapevika, nepo, IgE (ImmunoCAP)
(HELIX) AnnepreH e3 - nepxoTb nowaau, IgE (ImmunoCAP)
(HELIX) Annepren f10 - kyHxyT / Sesamum indicum, IgE (ImmunoCAP)
(HELIX) AnnepreH f20 - muHaane, IgE (ImmunoCAP)

(HELIX) AnnepreH f209 - rpenndpyT / Citrus paradisi, IgE (ImmunoCAP)
(HELIX) Annepren f210 - aHaHac / Ananas comosus, IgE (ImmunoCAP)
(HELIX) Annepren 213 - msco kponuka, IgE (ImmunoCAP)

(HELIX) AnnepreH f214 - wnunart, IgE (ImmunoCAP)

(HELIX) AnnepreH f216 - kanycTta 6enokoyanHas, IgE (ImmunoCAP)
(HELIX) AnnepreH f222 - yan, IgE (ImmunoCAP)

(HELIX) AnnepreH f224 - cemeHa maka, IgE (ImmunoCAP)

(HELIX) AnnepreH f227 - cemeHa caxapHou cBéknbl, IgE (ImmunoCAP)

(HELIX) AnnepreH f234 - BaHunb, IgE (ImmunoCAP)

(HELIX) AnnepreH f237 - abpukoc, IgE (ImmunoCAP)

(HELIX) Annepren 244 - orypeu, IgE (ImmunoCAP)

(HELIX) AnnepreH 256 - rpeuxuin opex, IgE (ImmunoCAP)

(HELIX) Annepren f260 - 6pokkonu, IgE (ImmunoCAP)

(HELIX) AnnepreH f262 - 6aknaxaH, IgE (ImmunoCAP)

(HELIX) Annepren 302 - maHgapwiH, IgE (ImmunoCAP)

(HELIX) Annepren f322 - cmopoaunHa kpacHasi, IgE (ImmunoCAP)

(HELIX) Annepren f329 - ap6ys, IgE (ImmunoCAP)

(HELIX) AnnepreH f343 - manuHa, IgE (ImmunoCAP)

(HELIX) AnnepreH f37 - ronybast muaus, IgE (ImmunoCAP)

(HELIX) AnnepreH f40 - TyHeu, IgE (ImmunoCAP)

(HELIX) Annepren f55 - npoco nocesHoe (nweHo) / Panicum milliaceum, IgE

(HELIX) Annepren f81 - cbip Yeanep, IgE (ImmunoCAP)

(HELIX) AnnepreH f82 - cbip ¢ nnecexbto, IgE (ImmunoCAP)

(HELIX) AnnepreH 85 - cenbaepe, IgE (ImmunoCAP)

(HELIX) AnnepreH f86 - netpywka / Petroselinum crispum, IgE (ImmunoCAP)

(HELIX) AnnepreH f87 - abiHs, IgE (ImmunoCAP)

(HELIX) AnnepreH f88 - 6apaHuHa, IgE (ImmunoCAP)

(HELIX) AnnepreH f94 - rpywa, IgE (ImmunoCAP)

(HELIX) Annepren f96 - aBokago / Persea americana, IgE (ImmunoCAP)

(HELIX) Annepren k80 - dpopmanbaerva / dopmanuH, IgE (ImmunoCAP)

(HELIX) Annepren k82 - natekc, IgE (ImmunoCAP)

(HELIX) AnnepreH m226 - ctacdunoKkokkoBbI aHTepoTokenH TSST, IgE (ImmunoCAP)
(HELIX) AnnepreH m80 - cTadhnnOKOKKOBbIA 3HTEpOTOKCUH A, IgE (ImmunoCAP)

Crpanuna 32

660,00
660,00
660,00
660,00
660,00
660,00

950,00

950,00

950,00
950,00

950,00

950,00
1490,00
1490,00
1490,00
1490,00
1490,00
1320,00
1490,00
1650,00
1650,00
1650,00
1650,00
1650,00
1650,00
1190,00
1480,00
1190,00
1190,00
1430,00
1190,00
1190,00
1 190,00
1190,00
1490,00
1 190,00
1190,00
1190,00
1190,00
1 190,00
1190,00
1320,00
1320,00
1 190,00
1190,00
1190,00
1190,00
1320,00
1190,00
1190,00
1190,00
1190,00
1 190,00
1190,00
1190,00
1190,00
1320,00
1320,00
1190,00
1320,00
1320,00
1190,00
1190,00
1320,00
1320,00
1190,00
1190,00
1190,00
1190,00
1490,00
1190,00



00000008647
00000008648
00000008649
00000008650
00000012796
00000000100
00000000102
00000008654
00000008655

00000008656
00000008657
00000008658
00000008659

00000008660
00000008661
00000008662
00000008663
00000008664
00000008665
00000008666
00000008667
00000008668
00000008669
00000008670
00000008671
00000008672
00000008673
00000008674
00000008675
00000008676
00000008677
00000008678
00000008679
00000008680
00000008681
00000008682
00000008683
00000008684
00000008685
00000008686
00000008687
00000008688
00000008689
00000008690
00000008691
00000008692
00000008693
00000008694
00000008695
00000008696
00000008697
00000008698
00000008699
00000008700
00000008701
00000008702
00000008703
00000008704
00000008705
00000008706
00000008707
00000008708
00000008709
00000008710
00000008711
00000008712
00000008713
00000008714
00000008715
00000008716
00000008717
00000008718
00000008719
00000008720
00000008721

21-841
21-842
21-843
21-844
21-845
21-846
21-847
21-848
21-849

21-850
21-851
21-852
21-853

21-854
21-855
21-856
21-857
21-858
21-859
21-860
21-861
21-862
21-863
21-864
21-865
21-866
21-867
21-868
21-869
21-870
21-871
21-872
21-873
21-874
21-875
21-876
21-877
21-878
21-879
21-880
21-881
21-882
21-883
21-884
21-885
21-886
21-887
21-888
21-889
21-890
21-891
21-892
21-893
21-894
21-895
21-896
21-897
21-898
21-899
21-900
21-901
21-902
21-903
21-904
21-905
21-906
21-907
21-908
21-909
21-910
21-911
21-912
21-913
21-914
21-915

AHanmu3bl

(HELIX) AnnepreH m81 - cTagpnnoKoKKoBbIA 3HTepOTOKCUH B, IgE (ImmunoCAP)
(HELIX) AnnepreH p4 - Anisakidae, IgE (ImmunoCAP)

(HELIX) AnnepreH c122 - HuctatuH, Igk, MDA

(HELIX) AnnepreH c308 - uedypokecum, IgE, NOA

(HELIX) Anneprokomniekc cmewanHbin RIDA-screen Ne1, IgE

(HELIX) Anneprokomnnekc pecnupatopHbin RIDA-screen Ne2, IgE

(HELIX) Anneprokommnnekc nuweBon RIDA-screen Ne3, IgE

(HELIX) Anneprokomnnekc negunatpunyeckuin RIDA-screen Ned, IgE

(HELIX) AnneprokomnoHeHT t215 - 6epesa rBet v1 PR-10, IgG (ImmunoCAP)
(HELIX) AnneprokoMnoHeHT g213 - TumocheeBka nyrosas (recombinant) rPhl p1, rPhi
p5b, IgG (ImmunoCAP)

(HELIX) AnneprokomnoHeHT w230 - ambpo3us (recombinant) nAmb a 1, IgG
(HELIX) AnneprokoMnoHeHT w231 - nonbiHb nArt v1, IgG (ImmunoCAP)
(HELIX) AnnepreH c1 - neHnuunnuH G, IgE (ImmunoCAP)
(HELIX) AnnepreH d3 - knew, gomaluHen neinu Dermatophagoides microceras, IgE
(ImmunoCAP)

(HELIX) AnnepreH d74 - knew, gomaluHen nbinu Euroglyphus maynei, IgE
(HELIX) AnnepreH e77 - noMmeT BONIHUCTOrO nonyranyvka, IgE (ImmunoCAP)
(HELIX) AnnepreH €80 - anutenun kosbl, IgE (ImmunoCAP)
(HELIX) AnnepreH €81 - anutenun osupl, IgE (ImmunoCAP)
(HELIX) AnnepreH €89 - nepo uHaeniku, IgE (ImmunoCAP)
(HELIX) Annepren f201 - opex nekaH, IgE (ImmunoCAP)
(HELIX) AnnepreH f202 - opex kewbto, IgE (ImmunoCAP)
(HELIX) AnnepreH f203 - comcTawwku, IgE (ImmunoCAP)
(HELIX) AnnepreH f205 - cenbgp, IgE (ImmunoCAP)

(HELIX) AnnepreH f206 - ckymbpusi, IgE (ImmunoCAP)
(HELIX) Annepren f207 - monntock, IgE (ImmunoCAP)

(HELIX) Annepren f211 - exesuka, IgE (ImmunoCAP)

(HELIX) Annepren f215 - canat-natyk, IgE (ImmunoCAP)
(HELIX) AnnepreH f217 - 6ptoccenbckas kanycta, IgE (ImmunoCAP)
(HELIX) AnnepreH f226 - cemeHa TbikBbI, IgE (ImmunoCAP)
(HELIX) AnnepreH f236 - cbiBopoTka kopoBbero Mosoka, IgE (ImmunoCAP)
(HELIX) AnnepreH 253 - kegpoBbiti opex, IgE (ImmunoCAP)
(HELIX) AnnepreH f254 - kambana, IgE (ImmunoCAP)

(HELIX) Annepren 255 - cnusa, IgE (ImmunoCAP)

(HELIX) AnnepreH f261 - cnapxa, IgE (ImmunoCAP)

(HELIX) AnnepreH f264 - pe4Hon yropb, IgE (ImmunoCAP)
(HELIX) AnnepreH f265 - TmuH, IgE (ImmunoCAP)

(HELIX) AnnepreH f266 - myckaTHbIn opeX, IgE (ImmunoCAP)
(HELIX) AnnepreH f267 - kappamoH, IgE (ImmunoCAP)
(HELIX) AnnepreH f268 - reosauka, IgE (ImmunoCAP)

(HELIX) AnnepreH f269 - 6asunuk, IgE (ImmunoCAP)

(HELIX) AnnepreH f270 - umbups, IgE (ImmunoCAP)

(HELIX) AnnepreH f271 - anuc, IgE (ImmunoCAP)

(HELIX) AnnepreH f272 - actparoH (tapxyH), IgE (ImmunoCAP)
(HELIX) AnnepreH f273 - TumbsH (4abpeu), IgE (ImmunoCAP)
(HELIX) AnnepreH f277 - ykpon, IgE (ImmunoCAP)

(HELIX) Annepren f278 - naBpoBbiv nucT, IgE (ImmunoCAP)
(HELIX) AnnepreH f279 - uunuiickuin neped, IgE (ImmunoCAP)
(HELIX) AnnepreH 280 - yepHbivi neped, IgE (ImmunoCAP)
(HELIX) Annepren 281 - kappw, IgE (ImmunoCAP)

(HELIX) AnnepreH f283 - operaHo, IgE (ImmunoCAP)

(HELIX) Annepren f289 - dumHuk, IgE (ImmunoCAP)

(HELIX) Annepren f290 - yctpuua, IgE (ImmunoCAP)

(HELIX) Annepren f293 - nanaws, IgE (ImmunoCAP)

(HELIX) Annepren f301 - xypma, IgE (ImmunoCAP)

(HELIX) AnnepreH f317 - kopuaHgp, IgE (ImmunoCAP)

(HELIX) AnnepreH f319 - ceékna, IgE (ImmunoCAP)

(HELIX) AnnepreH 324 - xmensb, IgE (ImmunoCAP)

(HELIX) AnnepreH 328 - unxup, IgE (ImmunoCAP)

(HELIX) AnnepreH 332 - mata nepeyHas, IgE (ImmunoCAP)
(HELIX) Annepren f333 - cemeHa nbHa, IgE (ImmunoCAP)
(HELIX) AnnepreH f342 - macnuHa, IgE (ImmunoCAP)

(HELIX) AnnepreH 36 - kokoc, IgE (ImmunoCAP)

(HELIX) AnnepreH f414 - Tunanus, IgE (ImmunoCAP)

(HELIX) AnnepreH f42 - nukwa, IgE (ImmunoCAP)

(HELIX) AnnepreH f59 - ocbmuHor, IgE (ImmunoCAP)

(HELIX) AnnepreH 6 - sumeHb, IgE (ImmunoCAP)

(HELIX) Annepren f60 - ctaBpuga, IgE (ImmunoCAP)

(HELIX) Annepren f80 - omap, IgE (ImmunoCAP)

(HELIX) AnnepreH f89 - ropunua, IgE (ImmunoCAP)

(HELIX) Annepren f90 - conog, IgE (ImmunoCAP)

(HELIX) AnnepreH f91 - maHro, IgE (ImmunoCAP)

(HELIX) AnnepreH i1 - s n4enbl gomaluHen, IgE (ImmunoCAP)
(HELIX) AnnepreH i204 - cnenetb, IgE (ImmunoCAP)

(HELIX) AnnepreH i3 - s ocbl 06blkHOBEHHON, IgE (ImMmunoCAP)
(HELIX) AnnepreH i5 - ag ocbl xenTon, IgE (ImmunoCAP)
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AHanmu3bl

HELIX) AnnepreH i70 - mypasen Puxtepa, IgE (ImmunoCAP)
HELIX) AnnepreH i71 - komap, IgE (ImmunoCAP)

HELIX) AnnepreH k84 - cemeHa nogconHeyHuka, IgE (ImmunoCAP)
HELIX) AnnepreH o1 - xnonok, HeobpaboTaHHas HUTb, IgE (ImmunoCAP)

HELIX) Annepren o070 - cnepma, IgE (ImmunoCAP)

HELIX) AnnepreH t16 - cocHa BenimyTtoBa, IgE (ImmunoCAP)
HELIX) AnnepreH t25 - aceHb Bbicokuit, IgE (ImmunoCAP)
HELIX) AnnepreH t5 - 6yk, IgE (ImmunoCAP)

HELIX) AnnepreH t45 - Bsa3 TonctonucTHein, IgE (ImmunoCAP)

HELIX) AnnepreH w204 - nogconHeyHuk, IgE (ImmunoCAP)

(
(
(
E
(HELIX) AnnepreH t1 - kneH aceHenuctHbln, IgE (ImmunoCAP)
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HELIX) AnnepreH w9 - nogopoXHuK naHueToBuaHeln, IgE (ImmunoCAP)
(HELIX) Cmecb annepreHoB nepbes ntut, ex71 (ImmunoCAP), IgE: rycs, Kypuupl,

YTKW, UHAENKN

(HELIX) Cmecb nuweBbix annepreHoB fx1 (ImmunoCAP), IgE: apaxuc, dyHayk,

aMepMKaHCKMﬁ opex, MMHAanb, KOKOCOBbIV opex

(HELIX) Cmecb nuwesbix annepreHos fx13 (ImmunoCAP), IgE:

MOPKOBb, KapTodernb

(HELIX) Cmecb nuweBbix annepreHos fx17 (ImmunoCAP), IgE:

rpyLia, nepcuk

(HELIX) Cmecb nuwieBbix annepreHos fx21 (ImmunoCAP), IgE:

nepcuK, aHaHac

(HELIX) Cmecb nuwesbix annepreHos fx22 (ImmunoCAP), IgE: opex nekaH, keLbto,

durCTaLLKN, FPELIKUIN Opex

ropox, cacons,
s16noko, 6aHaH,

KUBW, AblHA, 6aHaH,

(HELIX) Cmecb nuwesbix annepreHos fx7 (ImmunoCAP), IgE: nomuaop, apoxoku,

YECHOK, NyK, cenbaepei

(HELIX) AnnepreH f147 - kambana peyHas, IgE (ImmunoCAP)
HELIX) Annepren f220 - kopuua, IgE (ImmunoCAP)

HELIX) AnnepreH f287 - kpacHas daconb, IgE (ImmunoCAP)
HELIX) AnnepreH f294 - mapakys, IgE (ImmunoCAP)

HELIX) Annepren f303 - nantyc 6enokopbiii, IgE (ImmunoCAP)

HELIX) AnnepreH f312 - pbiba-mey, IgE (ImmunoCAP)
HELIX) AnnepreH f313 - anyoyc, IgE (ImmunoCAP)
HELIX) AnnepreH f320 - pak peuHon, IgE (ImmunoCAP)

HELIX) AnnepreH f326 - cbiBopoTka oBeybero Momnoka, Ige (ImmunoCAP)

HELIX) AnnepreH f347 - kuHoa, IgE (ImmunoCAP)

HELIX) AnneprokomnoHeHT f351 - TponoMuosuH kpeeeTok rPen a 1, IgE
HELIX) AnneprokoMmnoHeHT f352 - apaxwuc rAra h 8 PR-10, IgE (ImmunoCAP)

HELIX) AnneprokomnoHeHT f355 - kapn rCyp ¢ 1, IgE (ImmunoCAP)
HELIX) Annepren f369 - 3ybatka nonocaras, IgE (ImmunoCAP)
HELIX) AnneprokomnoHeHT f416 - omera-5 rmmaguH nwenuuel rTria 19, IgE

HELIX) AnneprokomnoHeHT f417 - cenbpepewt rApi g 1.01 PR-10, IgE (ImmunoCAP)

HELIX) AnneprokomnoHeHT f422 - apaxuc rAra h 1, IgE (ImmunoCAP)
HELIX) AnneprokomnoHeHT f423 - apaxuc rAra h 2, IgE (ImmunoCAP)
HELIX) AnneprokoMnoHeHT f424 - apaxwuc rAra h 3, IgE (ImmunoCAP)
HELIX) AnneprokomnoHeHT f426 - Tpecka rGad c¢ 1, IgE (ImmunoCAP)
HELIX) AnneprokomnoHeHT f427 - apaxuc rAra h 9 LTP, IgE (ImmunoCAP)

HELIX) AnnepreH f54 - 6atar, IgE (ImmunoCAP)
HELIX) Annepren f61 - capauna, IgE (ImmunoCAP)
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(HELIX) AnneprokommnoHeHT f353 - cost rGly m 4 PR-10, IgE (ImmunoCAP)
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HELIX) Cmecb nuweBbix annepreHoB fx2 (ImmunoCAP), IgE: Tpecka, kpeBeTka,

CUHSI MUausi, TYHeL, JI0CoCb

(HELIX) Cmecb nuieBbix annepreHoB fx3 (ImmunoCAP), IgE: nweHunua, osec,

KYKypy3a, KyHXYTHOE CeMsi, rpeumxa

(HELIX) Cmecb nuweBbix annepreHos fx14 (ImmunoCAP), IgE:

KanycTta, KpacHbIN nepeLy

(HELIX) Cmecb nuweBbix annepreHos fx15 (ImmunoCAP), IgE:

6aHaH, nepcuk

(HELIX) Cmecb nuweBbix annepreHos fx16 (ImmunoCAP), IgE:

NIMMOH, aHaHac

(HELIX) Cmecb nuweBbix annepreHos fx18 (ImmunoCAP), IgE:
(HELIX) Cmecb nuweBbix annepreHos fx20 (ImmunoCAP), IgE:

AYMEHb, pUC

(HELIX) Cmecb nuwieBbix annepreHos fx27 (ImmunoCAP), IgE:

cost, pyHayK

(HELIX) Cmecb nuwesbix annepreHos fx28 (ImmunoCAP), IgE:

KpeBeTKa, roeaanHa, Kueu

(HELIX) Cmecb nuwesbix annepreHos fx70 (ImmunoCAP), IgE:

TUMbSH, MobUcToK

(HELIX) Cmecb nuweBbix annepreHos fx71 (ImmunoCAP), IgE:

opex, KapaamMoH, reo3gnKka

(HELIX) Cmecb nuweBbix annepreHos fx72 (ImmunoCAP), IgE:

cheHxens, UMBUpPb, aHnC

(HELIX) Cmecb nuweBbix annepreHos fx74 (ImmunoCAP), IgE:

MaKpersb, kambana
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nomMuzop, WnvHart,
anenbcuH, S610Ko,
3eMnsHUKa, rpyLa,

ropox, apaxwc, cos
nLeHnua, poxb,

Tpecka, nieHnua,
KYHXXYTHOE cems,
3CTparoH, ManopaH,
TMWH, MyCKaTHbIV
6a3nnuk, cemeHa

Tpecka, cenbib,
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AHanmu3bl

(HELIX) AnnepreH g12 - poxb nocesHas, IgE (ImmunoCAP)

(HELIX) AnnepreH g14 - oBec nocesHon, IgE (ImmunoCAP)

(HELIX) AnnepreH g15 - nweHnya nocesHas, IgE (ImmunoCAP)

(HELIX) AnnepreH g17 - rpeyka 3ameTHas, IgE (ImmunoCAP)

(HELIX) AnnepreH g201 - sumeHb (nbinbua), IgE (ImmunoCAP)

(HELIX) AnnepreH g202 - kKykypy3Hble pbinbua (nbinbua), IgE (ImmunoCAP)
(HELIX) AnnepreH k70 - HeobxapeHHble 3epHa kode, IgE (ImmunoCAP)
(HELIX) Annepren m201 - Tilletia tritici (TBEpaas ronosHs nweHuubl), IgE
(HELIX) AnnepreH t9 - macnvHa eBponerickas, IgE (ImmunoCAP)

(HELIX) Annepren t10 - rpeukun opex (nbinbua), IgE (ImmunoCAP)
(HELIX) AnnepreH t223 - macnmyHas nanbma (neinbua), Ige (ImmunoCAP)
(HELIX) AnnepreH w18 - waeenb maneii, IgE (ImmunoCAP)

(HELIX) AnnepreH w23 - koHckui Wwasenb, IgE (ImmunoCAP)

(HELIX) AnnepreH w46 - deHxenb (cobaybst pomawika), IgE (ImmunoCAP)
(HELIX) AnnepreH w203 - panc kanycTa (nbinbua), IgE (ImmunoCAP)
(HELIX) AnnepreH e72 - npoTenHbl Mo4mn mbiwm, IgE (ImmunoCAP)
(HELIX) AnnepreH e73 - anutenun kpbicbl, IgE (ImmunoCAP)

(HELIX) AnnepreH e74 - npotenHbl Moum Kpbickl, IgE (ImmunoCAP)
(HELIX) AnnepreH e75 - npoTenHbl CbIBOPOTKM Kpbichl, IgE (ImmunoCAP)
(HELIX) AnnepreH e76 - npoTenHbl CbiBOPOTKM Mbiwu, IgE (ImmunoCAP)
(HELIX) AnnepreH €83 - anutenun cauHbK, IgE (ImmunoCAP)

(HELIX) AnneprokomnoHeHT €102 - cobaka rCan f 2 , IgE (ImmunoCAP)
(HELIX) AnnepreH €200 - noméT kaHapewnku, IgE (ImmunoCAP)

(HELIX) AnnepreH €206 - npoTenHbl CbIBOPOTKM Kponuka, IgE (ImmunoCAP)
(HELIX) AnnepreH €208 - anutenui wnHwmuniel, IgE (ImmunoCAP)
(HELIX) AnnepreH €211 - npoTenHbl Moun kponvka, IgE (ImmunoCAP)
(HELIX) AnnepreH €215 - nepo rony6s, IgE (ImmunoCAP)

(HELIX) AnnepreH €217 - anutenuii xopbka, IgE (ImmunoCAP)

MaHenu TecToB 1 anroputmbl 06cnesoBaHns

(HELIX) 3gopoBeiii roa

(HELIX) 4 obs13aTenbHbIX aHanun3a, aKkcnpecc

(HELIX) Marene TectoB "TORCH-IgG"

(HELIX) Marenb TectoB "TORCH-IgM"

(HELIX) BepemeHHOCTb - [peHaTanbHbIN CKPUHUHT TprcoMun | TpumecTpa
6epemeHHocTH (cuHapom JayHa), PRISCA

(HELIX) BepemeHHOCTb - [peHaTanbHbI CKPUHUHE Tpucomui |l TpumecTpa
6epemeHHocTH, PRISCA

(HELIX) 'pynna kpoBu 1 pesyc-gaktop

(HELIX) NNabopaTtopHas gnarHocTuka aHemui

(HELIX) NMabopaTtopHoe obcriefoBaHne npeactaTenbHON xenesbl

(HELIX) >KeHckas oHkonorus

(HELIX) ExxerogHoe nabopaTtopHoe obcrnegoBaHne MyxyumH

(HELIX) ExxerogHoe nabopaTtopHoe obcrnegoBaHmne XeHLmH

(HELIX) MaHenb TectoB "TORCH-aHTUTENa"

(HELIX) lunnporpamma

(HELIX) MHTUMHBIV - ONTMManbHbIN - aHann3 Maska Y XXeHLUMH

(HELIX) MHTUMHBIM - ONTUMarnbHbIN - aHanu3 maska y My>4YnH

(HELIX) MNMnaHnpoBaHne 6epeMeHHOCTY - 300pOBbE NapTHEPOB (A XKEHLLWH)
(HELIX) MNMnaHupoBaHue 6epeMeHHOCTY - 0bsizaTenbHble aHanm3bl

(HELIX) MnaHupoBaHue 6epeMeHHOCTH - TOpMOHarbHble aHanuabl

(HELIX) MnaHupoBaHue 6epeMeHHOCTY - HE0bX0oaMMbIE aHanu3bl

(HELIX) BepemeHHOCTb - | TpUMecCTp

(HELIX) BepemeHHocTb - Il TpmecTp

(HELIX) BepemeHHoCTb - Ill TpumecTp

(HELIX) KnuHnyecknin n Gnoxmmmyecknin aHanuabl KpOBU - OCHOBHbIE MokasaTenu
(HELIX) PassepHyToe nabopatopHoe obcrnefoBaHve LUTOBUAHON Xenesbl
(HELIX) BupycHble renatuTbl. [lepBrnyHas guarHoctuka

(HELIX) BupycHbii renatuT A. KoHTponb apdeKTMBHOCTM Nocre nevyeHus
(HELIX) BupycHbliii renatuT A. ObcrnefoBaHne KOHTaKTHbBIX L,

(HELIX) BupycHbii renatuT B. AHanu3bl nepeq BakuMHaumen

(HELIX) BupycHbliii renatuT B. O6crnenoBaHune npy nogo3peHnn Ha cynepuHgekumo
renatuta B+D B uensix onpegenexns dopmbl 1 ctagny 3abonesaHus

(HELIX) BupycHbii renatuT B. KoHTponb akTMBHOCTY BMpyca nepes HayanoMm neyeHus
(HELIX) BupycHbii renatuT B. KoHTpOnb akTMBHOCTY BMpYca Mocne nevyeHns
(HELIX) BupycHbii renatut B. ObcnenosaHue Ans UckmoyeHns Bupyca renatuta B, B
TOM YNCIIE Y KOHTAKTHbIX NN,

(HELIX) BupycHbii renatuT B. OnpegeneHune ¢opMbl 1 cTagmm 3abonesaHus
(HELIX) BupycHbIi renatuT B. SdhchekTMBHOCTE NPOBEAEHHON BaKUMHaLMKN U
onpegeneHne HeobxoaMMOCTN peBaKLMHaLMn

(HELIX) BupycHbliii renatuT C. AHanuabl nepes Ha4anom neyeHus

(HELIX) BupycHbii renatuT C. KOHTponb akTMBHOCTU BMpYyca BO BpeMs U nocne
(HELIX) BupycHbliii renatuT C. AHanu3bl 4nsi NePBUYHOIO BbIsSIBIEeHUS 3a6oneBaHus.
O6cnenoBaHne KOHTaKTHbIX NnLL

(HELIX) HapyLueHnst MeHCcTpyanbHOro uykra (ropmMoHarnbHbli Npodunb)

(HELIX) MeHonaysa (ropmoHarnbHbI Npodurib)

(HELIX) MHTUMHBIV - 8 TecToB No Moye
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1490,00
1490,00
1490,00
1490,00
1490,00
1490,00
1490,00
1490,00
1490,00
1490,00
1490,00
1490,00
1490,00
3 630,00
1490,00
1490,00
1490,00
1490,00
1490,00
1490,00

1500,00
1820,00
1 860,00
2 080,00

1 070,00

1340,00

640,00
3 300,00
2 530,00
4 400,00
8 440,00
8 830,00
3 930,00

760,00
3 550,00
2 530,00
2 060,00
5 500,00
3 880,00
5210,00
9 560,00
1190,00
5 650,00
3 030,00
4 470,00
1980,00
3 260,00

680,00
1300,00

4 640,00
3 850,00
4 400,00

1.300,00
4 180,00

530,00
5 260,00
3 870,00

1760,00
4 400,00
2 140,00
2 170,00



00000008848
00000008849
00000008850
00000008851
00000008852
00000008853
00000008854
00000008855
00000008856
00000008857
00000008858
00000008859
00000008860
00000008861
00000008862
00000008863
00000008864
00000008865
00000008866
00000008867
00000008868
00000008869
00000008870
00000008871
00000008872
00000008873
00000008874
00000008875
00000008876

00000008877

00000008878
00000008879
00000008880
00000008881
00000008882

00000008883
00000008884
00000008885
00000008886
00000008887
00000008888
00000008889
00000008890

00000008891
00000008892

00000008893
00000008894
00000008895
00000008896
00000008897
00000008898
00000008899
00000008900
00000008901
00000008902
00000008903
00000008904
00000008905
00000008906
00000008907
00000008908
00000008909
00000008910
00000008911
00000008912
00000008913

00000008914
00000008915
00000008916
00000008917
00000008918

40-112
40-113
40-114
40-115
40-116
40-117
40-118
40-119
40-120
40-121
40-122
40-123
40-124
40-125
40-126
40-128
40-129
40-130
40-131
40-132
40-133
40-134
40-135
40-136
40-137
40-138
40-140
40-141
40-142

40-143

40-144
40-148
40-149
40-150
40-151

40-153
40-154
40-155
40-156
40-157
40-158
40-159
40-161

40-162
40-163

40-164
40-167
40-168
40-169
40-170
40-174
40-176
40-179
40-182
40-184
40-202
40-203
40-204
40-206
40-207
40-222
40-273
40-274
40-275
40-335
40-344

40-372
40-422
40-424
40-439
40-440

AHanmu3bl

(HELIX) MNocnuTanusaums B TepaneBTUYECKWI CTauMoHap

(HELIX) ExxerogHoe nabopaTtopHoe obcnenoBaHue pebeHka

(HELIX) 3popoBbe pebeHka - MnageH4yecTso

(HELIX) 3popoBbe pebeHka - nepBble Lwaru

(HELIX) 3nopoBbe pebeHka - AOLLKOMNbHbIN

(HELIX) 4 obs13aTenbHbIX aHanusa

(HELIX) MHTUMHBIV - NAtOC - aHanu3 mMaska y XXeHLLMH

(HELIX) MHTUMHBIN - MakcMarbHbIN - aHanM3 Maska Yy XeHLUMH

(HELIX) Bunupy6uH n ero dpakumm (06Lwmin, NpsamMon 1 HenpsmMon)

(HELIX) BanaHc aHgporeHoB

(HELIX) JTabopaTopHbIi CKPUHUHT MHPEKLMI MOYEBBIBOASALLMX MYTEN U NOYEK
(HELIX) ITabopaTtopHoe obcriefoBaHue - npoctatut

(HELIX) NMabopaTtopHoe obcrnefoBaHue - racTpuT U A3BeHHas boneaHb xenyaka
(HELIX) MnaHupoBaHne 6epeMeHHOCTY - 300pOBbE NMapTHEPOB (AN MY>K4NH)
(HELIX) KomnnekcHoe uccnegosaHue, OCM

(HELIX) AHtTena k Toxoplasma gondii (IgG) ¢ onpeaeneHmem aBnaHocTu
(HELIX) AHtTena k Cytomegalovirus (IgG) c onpeaeneHnem aBugHOCTM

(HELIX) MHTUMHBIN - NAtOC - ANS MY>XYUH

(HELIX) NabopaTtopHas anarHoctuka xene3oneuumnTHon aHeMum

(HELIX) PasBepHyTasi nabopaTtopHasi AuarHocTuka aHemui

(HELIX) NNabopaTtopHoe obcrnenoBaHve Npu peBMaToMaHoOM apTpuTe

(HELIX) PassepHyToe nabopatopHoe obcrnefoBaHme noyek

(HELIX) NNabopaTtopHoe obcrnenoBaHue npu MeTabonnyeckoMm cuHapome

(HELIX) Obwumit nabopaTopHbIi CKPUHUHT (OHKONOMMYEeCKUiA)

(HELIX) JTabopaTtopHble Mapkepbl paka MOSIOYHON Xenesbl

(HELIX) JlabopaTtopHble Mapkepbl paka nerknx

(HELIX) PasBepHyTasi nabopaTtopHas AnarHoCcTuka atepockreposa

(HELIX) ATepockpyH onTuMarnbHbIv

(HELIX) ITabopaTtopHoe obcrnefoBaHue Npu apTepuanbHON rMnepTeH3nm

(HELIX) NabopaTopHas AnarHoCTUka OCTPOro KOPOHApPHOro CUHAPOMA U MHAdapKTa
Muokapaa (onTMMarnbHbIi)

(HELIX) NabopaTtopHas gnarHocTuka OCTpOro KOPOHapHOro CMHAPOMa U MHdapKTa
Muokapga (MUHUMarbHbIN)

(HELIX) My>xckoi ropmMoHarnbHebIi cTaTyc - 6a3oBble nNabopaTopHble nokasatenu
HELIX) >KeHckuin ropmoHanbHbIn cTaTyc - 6a3oBble nabopaTopHble nokasarenu
HELIX) JTabopaTOpHbIN CKPUHWHT NPy rMpCyTU3me

HELIX) OueHka pyHKUMM HaANOYEYHNKOB

HELIX) KomnnekcHoe ceponornyeckoe obcnegoBaHne Ha ayTOMMMYHHblE
3HOOKpMHOMATUM

(HELIX) ITabopaTopHble Mapkepbl paka S4HUKOB

(HELIX) NNabopaTtopHble Mapkepbl paka TOSICTON KULLIKM

(HELIX) Lienunakus. CKpyHUHT Npu cenekTneHoM aeduumute IgA

(HELIX) Ceponorunyeckasi guarHoctuka Helicobacter pylori
(
(
(

(
(
(
(

HELIX) KomnnekcHas gnarHoctuka Helicobacter pylori

HELIX) JlabopaTopHas guarHocTvka remoxpomarosa

HELIX) JTabopaTtopHas anarHoctvka naHkpeaTtuta

(HELIX) NabopaTopHas anarHoCT1ka 1 MOHUTOPUHT aTpohru4ecKoro ractpuTa u
A3BEHHOW 6onesHn

(HELIX) Ceponorunyeckast anarHocTuka kopu, NapoTvTa u KpacHyxu

(HELIX) MoaTteepxaeHne nHpMLUMpoBaHnsa B-reMonuTnyeckmm CTpenToKOKKOM rpynmbl
A (St. Pyogenes)

(HELIX) NNabopaTtopHas gnarHocTuka paxuTa

(HELIX) NabopaTtopHas gnarHocTuka MHEKLMOHHOTO MOHOHYKIE03a
(HELIX) NMabopaTtopHasi AnarHoCTUKa reflbMMHTO30B U Napasnto3oB
(HELIX) NNabopaTtopHas AnarHOCTUKa KOKMIoLWA 1 Napakokmowwa
(HELIX) Ceponorunyeckas agmarHocTuka knetesoro 6oppenmosa n sHuedanmta
(HELIX) MLP-anarHoctuka "knewiesbix" nHgekumn
(HELIX) OnarHocTuka nepcmHmnosa un nceBgotybepkynesa
(HELIX) NNabopaTtopHas gnarHocTuka agpeHoreHUTanbHoro CMHApomMa
(HELIX) INNabopaTtopHoe obcrnegoBaHve npu nuenoHedpute
(HELIX) MaHenb X-Registar obasn

(HELIX) MaHenb X-Registar kpoBb

(HELIX) MaHenb X-Registar masok

(HELIX) 4 obsi3aTenbHbIX aHanu3aa, akcnpecc (KoHuaeHunansHo)

(HELIX) 4 obs:3aTenbHbIx aHanunsa (KoHduaeHumansHo)

(HELIX) MOHWUTOPUWHI NpochrnakTukn paxura

(HELIX) ®nbpo/AktnTect

(HELIX) ®nbpoMakc

(HELIX) CteaToCkpuH

(HELIX) OHkonpodunakTvka XeHLWH

(HELIX) BupycHbii renaTtuT [1. O6cnegoBaHve npu NoA03PEHUN HA BUPYCHBIN renatut
(HELIX) KomnnekcHas oLeHka pucka paka npeacraTenibHow xxenesbl (MHOeKC
300poBbs NpocTartsl, phi)

(HELIX) KomnnekcHasi oueHka okcuaaTMBHOIO cTpecca (7 napameTpoB)

(HELIX) KomnnekcHoe nccrnenoBaHne Ha ropmMoHbl (12 nokasartenew)

(HELIX) ObcnepoBaHue WMTOBMOHOM Xenesbl

(HELIX) OHkoMapKepb! A4S )XEHLLUH

Crpanuna 36

3 260,00
3 900,00
1390,00
2 730,00
3 030,00
880,00
4 020,00
4 390,00
320,00

2 860,00
1280,00
2 850,00
4 400,00
2 060,00
11 000,00
3 850,00
2 750,00
3 000,00
1170,00
4 250,00
2 420,00
2 990,00
3 650,00
2 420,00
1190,00
4 160,00
4 620,00
1 150,00
2 360,00

3 520,00

1380,00
2 400,00
2 000,00
3 300,00
2 200,00

8 470,00
1 430,00
2 100,00
3 300,00
1 010,00
1 560,00
2 130,00
1630,00

3 300,00
2 990,00

990,00

2 920,00
2 140,00
4 920,00
1430,00
2 040,00
1470,00
1.360,00
2 810,00
1810,00
1820,00
1320,00
770,00
1490,00
1 100,00
1720,00
14 630,00
19 250,00
11 000,00
1200,00
1 600,00

4 290,00
20 350,00
9 350,00
1250,00
1780,00



00000008919
00000008920
00000008921
00000008922
00000008923
00000008924
00000008925
00000008926
00000008927
00000008928
00000008929
00000008930
00000008931
00000008932
00000008933
00000008934
00000008935
00000008936
00000008937
00000008938
00000008939
00000008940
00000008941
00000008942
00000008943
00000008944
00000008945
00000008946

00000008947

00000008948
00000008949

00000008950
00000008951
00000008952
00000008953
00000008954
00000008955
00000008956
00000008957
00000008958
00000008959
00000008960
00000008961
00000008962

00000008963

00000008964
00000008965

00000008966

00000008967
00000008968
00000008969
00000008970
00000008971
00000008972
00000008973
00000008974
00000008975
00000008976
00000008977
00000008978
00000008979
00000008980
00000008981
00000008982
00000008983
00000008984
00000008985

40-441
40-443
40-444
40-445
40-446
40-447
40-448
40-480
40-481
40-482
40-483
40-484
40-485
40-486
40-487
40-489
40-490
40-491
40-492
40-493
40-494
40-495
40-496
40-497
40-498
40-499
40-500
40-501

40-502

40-503
40-504

40-505
40-506
40-507
40-508
40-509
40-510
40-511
40-513
40-518
40-519
40-520
40-524
40-526

40-528

40-530
40-532

40-533

40-534
40-535
40-536
40-537
40-538
40-539
40-540
40-541
40-542
40-543
40-544
40-545
40-603
40-604
40-605
40-606
40-607
40-609
40-610

AHanmu3bl

(HELIX) ITabopaTtopHasi AnarHocTuka paka xenyaka
(HELIX) Ok3ema

(HELIX) MNMepepn BakumHauvewn

(HELIX) KomnoHeHTHas gnarHocTvka anneprum Ha Mosioko

(HELIX) KomnoHeHTHas guarHocTvka anneprum Ha siudHbii 6enok

(HELIX) KomnoHeHTHasi guarHoctuka anneprum Ha pykTbl (MepCuK)

(HELIX) Ypeanna3ma, mukonnasma, onpeaeneHve suaa

(HELIX) 3p0opoBebin pebeHok

(HELIX) MepBryHoe obcnenoBaHmne WUTOBUAHOM Xenesbl

(HELIX) OHKomorm4eckunii CKpUHUHI LWUTOBUAHOM XKenesbl

(HELIX) NabopaTtopHoe obcnenoBaHne OyHKLUM NeYeHu

(HELIX) PasBepHyToe nabopatopHoe obcrnefoBaHve neyeHu

(HELIX) PasBepHyToe nabopatopHoe obcrnefoBaHve NOmKenygoYHOM Kenesbl
(HELIX) NMabopaTtopHoe obcriefoBaHue novek

(HELIX) MTabopaTtopHasi AuarHocTuka atepockneposa

(HELIX) PassepHyTas AnarHoctuka caxapHoro gnaberta

(HELIX) KoHTponb KomneHcaumu caxapHoro gnabeta

(HELIX) MoHWUTOPUWHI Te4yeHns caxapHoro avabeta

(HELIX) PacwupeHHoe nabopaTtopHoe obcrnegoBaHue cepaua U cocyaoB
(HELIX) ITabopaTtopHoe obcriefoBaHue Npy NOAO3PEHNM Ha OCTEONOPO3

(HELIX) MonHoe nabopatopHoe obcnefoBaHve 300pOBbs MY>XUWH

(HELIX) MonHoe nabopatopHoe obcrnefoBaHWe 300pOBbS KEHLMH

(HELIX) MonHoe nabopaTtopHoe obcrnefoBaHue 300poBbs KEHLWMH nocne 45
(HELIX) NNabopaTtopHoe obcrnenoBaHue npu 6onsix B cyctaBax

(HELIX) Ba3soBble 6brnoxummyeckme nokasarenu

(HELIX) MHTUMHBIN - 9 TECTOB AN MY>KYMH

(HELIX) ObcnepoBaHme neyveHn: CKpUHUHT

(HELIX) AHTuTEna k Bupycy kpacHyxu (IgG) c onpegeneHuemM aBugHoOCTH
(HELIX) AHTuTena k kancugHomy aHtureny (VCA) Bupyca OnwteriHa - bapp (IgG) ¢
onpeaeneHnem aBugHoOCTH

(HELIX) AHTuTEna k Bupycy npocToro repneca | u Il Tunos (IgG) ¢ onpepneneHvem
aBMOHOCTK

(HELIX) NactponaHenb

(HELIX) AnbbyMuUH-kpeaTUHUHOBOE COOTHOLLEHWE (anbbymMrUHypUsi B pa3oBoii nopLmu
MO4N)

(HELIX) Purnt/Actma getu

(HELIX) Punnt/AcTtma B3pocnbie

(HELIX) MeTabonuyeckuin 6anaHc

(HELIX) MporHo3 addektnBHocT ACUT: BykoLBeTHbIE AepeBbs

(HELIX) MporHo3 addektnBHocT ACUT: 3nakoBble TpaBbl

(HELIX) MporHos addektuBHocT ACUT: CopHble TpaBbl

(HELIX) 3p0opoBebift pebeHOK (pacLUMpEHHBI)

(HELIX) ObcrnenoBaHue My>x4uH npu nnaHvpoBaHmn KO

(HELIX) ObcrnenoBaHue xeHLWmMH npu nnadnposaHnm KO (2-5 geHb umkna)
(HELIX) NopmoHanbHble aHanuabl npy nnadupoBaHnm KO (20-23 geHb uukna)
(HELIX) Puck Hann4msa 3nokavectseHHon onyxonu andHuka (ROMA)

(HELIX) ®emodbnop CkpuH [pean-tanm [MLP]

(HELIX) OHKOCKPUHWHT LUEMKM MaTKW: XuakocTHas umtonorus ¢ BMN4Y-tectom (Roche,
LLIsenuapus)

(HELIX) Uccneposanue knewa Ha BbisBneHne PHK/OHK Bo3byanTenen nHdpekumin:
Kknetesoro aHuedanuta, 6oppenvosa (bonesHb flaima), aHannasmosa, apnvxmnosa
(HELIX) NacTponaHenb (co cTumynsumeit)

(HELIX) MMMyHOLMTOXMMUYECKOE UCCIIEA0BaHNE COCKOOOB LLENKN MaTku C
onpeaeneHnem b6enka p16 (BknoYas XUAKOCTHYIO LIMTOMOTMIO - OKpaLLUMBaHWe no
ManaHukonay)

(HELIX) MMMyHOLMTOXMMMYECKOE UCCIIEeA0BaHNE COCKOOOB LUENKN MaTku C
onpeaeneHvemM 6enka p16 n Ki 67 (Bkntoyas XUAKOCTHYH LIMTONOMMIO - OKpalUnBaHne
no MNanaHwuk

(HELIX) KomnnekcHoe nccnegoBaHve Ha ropMoHbI (6 nokasaTenen)

(HELIX) Pereves

(HELIX) BbiToBbIE annepreHbl

(HELIX) Muwesas anneprus

(HELIX) OueHka MMMYHHOrO oTBeTa K AeTCKUM UHEKLNAM

(HELIX) ObcnepoBaHve gomallHero nepcoHana (CKpUHUHT)

(HELIX) ObcnenoBaHve AomalLHero nepcoHana (pacumpeHHoe)

(HELIX) MoHutopuHr adpchektmHocTr ACUT: bykouBeTHbIe AepeBbsi

(HELIX) MoHutopuHr acpcpektmHocTr ACUT: 3nakoBble TpaBbl

(HELIX) MoHuTopuHr adhdexktnsHoctn ACUT: Ambpo3suns

(HELIX) MoHuTopuHr acbdexktnsHocTn ACUT: MNonbiHb

(HELIX) CnoptuBHbIv. [Nepen Hayanom 3aHSTUI B TPEHAXEPHOM 3ane

(HELIX) AHanu3bl ons Bbibopa TakTUKU TPEHVPOBOK

(HELIX) MNMepepn Hayanom npuema cneuuanbHOro nuTaHus

(HELIX) CnopTuBHbIA. MOHUTOPUWHI cnieumansHOro NuTaHus

(HELIX) CnopTtuBHbIi. OueHka 6anaHca MMKPO3rIeEMEHTOB U BUTAMUHOB

(HELIX) Obsi3aTenbHbI KOMMMEKE Nepes NpoTe3MpoBaHNEM

(HELIX) PacwmpeHHbI KoMnneke Ans npoTe3npoBaHnst

Crpanuna 37

2 040,00
7 150,00
5 860,00
3 030,00
8 330,00
7 260,00
2 440,00
1690,00
1340,00
2 000,00
1 540,00
2 960,00
1780,00
1 600,00
2 200,00
1810,00
710,00

2 000,00
3 780,00
3 330,00
13 970,00
14 540,00
14 500,00
3 990,00
950,00

2 170,00
800,00
1.350,00

1600,00

1150,00
5 490,00

550,00

11 000,00
8 850,00
5 090,00
4 680,00
4 680,00
6 600,00
1840,00
6 070,00
24 150,00
860,00

2 640,00
2 400,00

6 880,00

3 350,00
7 690,00

10 450,00

15 400,00
6 050,00
6 380,00

13 200,00

13 200,00
7 700,00
5 060,00
9 900,00
5 500,00
5 500,00
5 500,00
5 500,00
7 760,00
5 250,00
3 500,00
2 180,00
7 620,00
3 010,00
4 090,00



00000008986
00000008987
00000008988
00000008989
00000008990
00000008991
00000008992
00000008993
00000008994
00000008995
00000008996
00000008997
00000008998
00000008999
00000009000
00000009001
00000009002
00000009003
00000009004
00000009005
00000009006
00000009007

00000009008
00000009009

00000009010
00000009011
00000009012

00000009013
00000009014
00000009015
00000009016
00000009017
00000009018
00000009019
00000009020
00000009021
00000009022
00000009023

00000009024
00000009025

00000009026

00000009027
00000013484
00000013485
00000013486
00000016053
00000016099

00000008847
00000009028

40-611
40-612
40-613
40-616
40-617
40-618
40-619
40-622
40-623
40-624
40-625
40-635
40-636
40-637
40-638
40-639
40-640
40-641
40-642
40-643
40-644
40-645

40-646
40-647

40-648
40-649
40-650
40-651
40-654
40-660
40-662
40-663
40-664
40-665
40-666
40-667
40-668
40-669

40-670
40-671

40-672

40-673
40-675
40-681
40-682
40-694
43-6486

43-6489

AHanmu3bl

(HELIX) AHanu3bl 4ns XeHLWH nepeq npoTe3npoBaHneM

(HELIX) 3p0opoBebi pebeHok (kanunnspHas KpoBb)

(HELIX) 3popoBbi pebeHok (BeHO3Hasi KpOBb)

(HELIX) NMabopaTtopHoe obcrefoBaHue XEHLUHBI Nepes npepbiBaHNEM

(HELIX) 3nopoBbe cembu. AHanM3bl Ans XeHLUMH

(HELIX) 3gopoBbe ceMbu. AHanu3bl 451 MyXYuH

(HELIX) OueHka nHcynuHopeancteHTHoctn (mHgekc HOMA-IR)

(HELIX) Bruoxumus gns dubpoMakc

(HELIX) Brioxumuns ans ®ubpo/AktuTect

(HELIX) ITaGopaTtopHble Mapkepbl OLIEHKM TSXXECTU LmMppo3a neveHn no
knaccudmkaumm CTP (Child-Turcotte-Pugh)

MELDNa BbhkMBaeMoCT nauueHTa ¢ TEpMUHaNbHON CTaanen XpOHNYECKOro
anddysHoro 3ab

(HELIX) KomnnekcHoe ructonornyeckoe 1 MMMyHOTMCTOXMMWYECKOE NCCIIe[0BaHNe C
onpeaeneHnem nponudepaTtMBHON akKTUBHOCTM No akcnpeccumn Kl-67

(HELIX) KomnnekcHoe ructonornyeckoe 1 MMMyHOTMCTOXMMWYECKOE UCCIIe[0BaHNe C
onpeaenieHnem prucka NporpeccupoBaHnsa ANCNNA3nn U pa3BUTUSA paka LIENKN MaTKu N
(HELIX) KomnnekcHoe ructonornyeckoe 1 MMMyHOTMCTOXMMWYECKOE UCCIIE[0BaHNE C
onpegeneHnem HER2 cratyca onyxonu no akcnpeccun HER2/neu

onpegeneHnem nponudepaTMBHON akTUBHOCTM B pacTyLLMX NefoMmomax no
akcnpeccun

(HELIX) KomnnekcHoe rucTonormyeckoe 1 MMMyHOrMCTOXMMUYECKOE uccreoBaHue ¢
onpeAeneHnemM peLenTopHOro ctaTyca nporecTepoHa u 3cTporeHa

(HELIX) KomnnekcHoe ructonormyeckoe u MMMyHOrMCTOXMMUYECKOE uccreoBaHue ¢
onpegeneHnemM nponndepaTyBHON akTUBHOCTH Mo akcnpeccum KI-67, a Takke pucka
NpUMeHeHneM HeobXxoaNMbIX UMMYHOTMCTOXMMUYECKNX OKPAcoK Ans onpeaeneHus:
UMMy

(HELIX) KomnnekcHoe ructonornyeckoe u MMMyHOTMCTOXMMUYECKOE NCCIIe[oBaHNe ¢
onpegeneHneM peLenTopHOro ctaTtyca paka monoyHor xenesbl (PR, ER, ki67, Her2
(HELIX) KomnnekcHoe ructonornyeckoe 1 MMMYyHOTMCTOXMMWYECKOE UCCIIe[0BaHNE C
onpeaeneHveM onyxonu npeacratensHoi xenesbl (Ck5, P63, AMACR)

(HELIX) KomnnekcHoe ructonornyeckoe 1 MMMyHOTMCTOXMMWYECKOE UCCIIe[0BaHNe C
onpeaeneHnem XpoHM4eckoro aHgomeTpuTa (pasa nponudpepaumm)

(HELIX) KomnnekcHoe ructonornyeckoe 1 MMMyHOTMCTOXMMUYECKOE UCCIIE[0BaHNE C
onpeaeneHnem peLenTopHOro ctatyca aHAoMeTpus (CTaans cekpeumm) - cTaHaapTHO
(HELIX) KomnnekcHoe ructonornyeckoe 1 MMMyHOTMCTOXMMWYECKOE UCCIIef0BaHNE C
onpeaeneHnem peLenTopHOro cTatyca 3HAoOMeTpUs (CTaans CekpeLmnmn) - pacluMpeHHo
(HELIX) KomnnekcHasi oueHka pycka kamHeobpa3oBaHust - IMTOreHHble cybcTaHumm
(HELIX) AHanu3 MykpoBHbIX MapkepoB METO0M ra3oBOW XpoMaTo-Macc-
cnektpomeTpun (no Ocunoy)

(HELIX) BbissBneHue ctpecca u ero ctagum

(HELIX) Haw-®unbpoTect

(HELIX) 3INP-TecT pacwumpeHHbIv (MccriefoBaHne TPaHCNOPTHBIX CBOMCTB anbbymuHa
MeTO[OM 3IEKTPOHHOrO NapamarHUTHOro pe3oHaHca)

(HELIX) ®akTopbl pucka Tskenoro TedeHuss COVID-19 n gpyrux OPBU

(HELIX) MencuHoreHbl | n Il ¢ pac4eToM COOTHOLLEHUS

(HELIX) OueHka 1 KOHTporb ocnoxHeHu nocne COVID-19

(HELIX) MNMepea BakumHaumen ot COVID-19: NUP-TecT, aHtutena IgM n IgG,

(HELIX) KomnnekcHoe MonekynsipHo-reHeTu4eckoe nccrnegoBaHve npu MmenaHome
(BRAF, NRAS)

(HELIX) KomnnekcHoe MonekynspHo-reHeTu4eckoe UccrnegoBaHve npu pake
MOIOYHON Xene3bl

(HELIX) KomnnekcHoe monekynspHo-reHeTudeckoe nccrnegosanme npu GIST-
onyxonsx (c-KIT, PDGFRa)

(HELIX) KomnnekcHoe MonekynspHO-reHeTu4eckoe NccrefoBaHme npu pake xenyaka
(HER2 amnnudukaums, MSI)

(HELIX) KomnnekcHoe mMonekynspHo-reHeTu4eckoe NccrnefoBaHme npu pake Tena
matku (POLE, MSI)

(HELIX) PasBepHyTOe OHKOreHeTM4ecKkoe uccrieqoBaHue npu KonopekTanbHOM pake
(MSI, BRAF, KRAS, NRAS)

(HELIX) Pa3BepHyTOe OHKOreHeTu4eckoe nccnegoBaHve paka nerkoro (Mytaumu B
reHax EGFR, KRAS, BRAF, HER2)

(HELIX) KomnnekcHoe obcnenoBaHune notepu retepo3nrotHocTu (reHoel PTEN, RB1,
maTtepuana wutosmaHou xenesbl (KRAS, NRAS, HRAS, TERT, BRAF, RET/PTC,
PAX8/PPARG)

(HELIX) CokpaleHHoe MOneKynsipHO-reHeTu4eckoe nccrnegoBaHne LMTonornyeckoro
maTtepuane wutosuaHow xenesbl (KRAS, NRAS, HRAS, BRAF)

(HELIX) CtepounaHbIii npodunb B CritoHe (paclumpeHHbin), BOXKX

HELIX) Punnt/Actma (aeTckuin npocunb)

HELIX) Punnt/Actma (B3pocnbivi npodoumnb)

HELIX) MactpockpuH

HELIX) Broxvmuuecknii aHanua kposu, 6a3oBbii

(HELIX) MNocnutanusaums B xupyprudeckuii ctaumoHap ( FocnutanbHbln Ans
XUPYPruyeckoro crauuoHapa )

(
(
(
(

41. AnropntMbl MCCnegoBaHUmn

Crpanuna 38

2 260,00
1840,00
1840,00
3 600,00
8 250,00
4 040,00
750,00

3 800,00
2 920,00
600,00
730,00

7 700,00
7 700,00
7 700,00
12 100,00
12 100,00
12 100,00
49 500,00
21 230,00
24 200,00
18 220,00
17 600,00

22 600,00
4 670,00

6 360,00
6 600,00
17 050,00
12 700,00
2 970,00
7 480,00
5 500,00
2 420,00
11 000,00
11 000,00
14 190,00
12 100,00
9 900,00
13 200,00

15 400,00
15 400,00

13 200,00

5 940,00
13 200,00
17 050,00
13 200,00

4 200,00

990,00

3 000,00



00000009029
00000009030
00000009031
00000009032
00000009033
00000009034
00000009035
00000009036
00000009037
00000009038
00000009039
00000009040
00000009041
00000009042
00000009043

00000009044
00000009045
00000009046
00000009047

00000009048
00000009049
00000009050
00000009051
00000009052
00000009053
00000009054
00000009055
00000009056

00000009057
00000009058

00000009059
00000009060
00000009061
00000009062
00000009063
00000009064
00000009065
00000009066
00000009067
00000009068

00000009069
00000009070

00000009071

00000009072

00000009073

00000009074

00000009075

00000009076

00000009077

00000009078

00000009079

00000009080
00000009081

00000009082

00000009083

41-001
41-003
41-004
41-006
41-007
41-009
41-010
41-011

42-001
42-002
42-003
42-005
42-006
42-007

42-008
42-009
42-010
42-012

42-013
42-014
42-015
42-016
42-017
42-018
42-019
42-020
42-022

42-023
42-024

42-026
42-027
42-028
42-029
42-030
42-031
42-032
42-034
42-035
42-038

42-041
42-042

42-043

42-044

42-045

42-046

42-047

42-048

42-049

42-050

42-051

42-052
42-053

42-054

42-055

42.

AHanmu3bl

(HELIX) KapgnonporHo3s

(HELIX) CKpUHWHI ¢hyHKLMW LUMTOBUAHON Xenesbl

(HELIX) MpodmnakTuka octeonoposa

(HELIX) ®yHKUMS NoYeK (CKPUHUHT)

(HELIX) OHkonpodwunakTuka ans myxuuH (MCA obwwmin + NCA cBoboaHbI)
(HELIX) CKPVHUHI OyHKUMN NeYeHN 1 NOMKeNyA04HOW Xenesbl

(HELIX) MNepBuyHas gnarHoctuka caxapHoro gnabeta

(HELIX) MepBnyHas amarHoctuka aHemMmm

KomMnnekcHble reHeTnyeckvue nccrneaoBaHns

(HELIX) MNMpeapacnonoxeHHOCTb K MOBbILLEHHOW CBEPTLIBAEMOCTY KPOBU

(HELIX) MNMpeapacnonoxeHHOCTb K NOBbILLEHHOMY YPOBHIO rOMOLIMCTENHA

(HELIX) 'eHeTW4eckuii puck pa3BUTUS TMNEPTOHUN

(HELIX) MpeapacnonoxeHHOCTb k cepAe4YHO-COCYANCTON HEAOCTaTOHYHOCTH
(HELIX) Brionornyeckuin puck nprema ropmMoHarnbHbIX KOHTpaLenTMBOB

(HELIX) MpeapacnonoxeHHOCTb K paHHEN NPUBbLIYHOW NoTepe GepeMeHHOCTH
(HELIX) MpeapacnonoxeHHOCTb K paHHeN NpUBbLIYHOW NoTepe 6epeMeHHOCTM
(pacLumpeHHbIn)

(HELIX) 'eHeTuy4eckuin puck passutuns Tpombodununm

(HELIX) 'eHeTu4eckuii puck pasButuns Tpombodunum (pacLLumpeHHsbin)

(HELIX) Puck paHHero pa3sutus paka MOOYHOM Kernesbl U SUYHMKOB

(HELIX) CkpbITOE€ HOCUTENBCTBO MyTaLMiAi HECUHAPOMArbHON HEMPOCEHCOPHOMN
TYroyxoctu

(HELIX) 'eHeTu4eckuii puck pasBuTvs runeprivkeMmnm

(HELIX) NopmoHo3aBUCHMOE HapyLleHWe crnepmaToreHesa

(HELIX) M'eHeTu4eckue npuymHbl Myxckoro becnnogums

(HELIX) BbisiBrieHne 6uonormyecku onTuMarbHOW 403bl NpuemMa npenapara
(HELIX) JlakTo3Hasa HenepeHOCMMOCTb (B3pocrble 1 AeTu cTaplue 3 neT)

(HELIX) MpeapacnonoxeHHOCTb K KONMOpeKTanbHOMY paKy

(HELIX) TecTukynsipHoe HapyLueHve cnepmaTtoreHesa

(HELIX) MpeapacnonoxeHHOCTb K MHPEKUMOHHbIM 3abonesaHnaM. HegoctaTtouHOCTb
MaHHO3-CBA3bIBAIOLLIEro NeKTMHa

(HELIX) OxupeHwve y netew 1 NOApOCTKOB (HEAOCTATOYHOCTb peLienTopa
MenaHoKOpPTUHA)

(HELIX) HacnepcteeHHas runepbununpybmnHemusi. Cungpom Xunbbepa

(HELIX) MpeapacnonoxeHHOCTb K BO3PacTHOM AereHepaLun XXenToro nsTHa.
MakynsipHas gereHepaums

(HELIX) MporHo3 no6o4HbIx 3chdekToB Npu Tepanun npenapatomM "MpuHotekaH"
("KamnTosap", "Kamnto")

(HELIX) 3ddpektnBHOCTL NeveHns npenapatamu PEG-uHtepdepoH u PnbasmpuH
(HELIX) 'eHeTuy4eckuii puck pasBuTS NAPOAOHTUTA U €ro OCIIOXHEHWUI

(HELIX) 3dbdektnBHOCTb Tepanuu npenapaTtom "Knonngorpen" ("lMNnasBukc")
(HELIX) Bbibop cnoptuBHom cekumn. F'eH ACTN3 n MbiLe4Has akTUBHOCTb

(HELIX) 'eHeTn4eckast guarHoctuka mykoBucumaosa. AHanms reHa CFTR (28
(HELIX) MpeapacnonoxeHHOCTb k aTonM4yeckoMy AepMaTuty

(HELIX) 'eHeTu4eckasi rMCTOCOBMECTUMOCTb NapTHEPOB

(HELIX) 'eHeTu4eckue npuymHbl Myxckoro becnnoaus. PaclumpeHHbIi

(HELIX) 'eHeTu4yeckasn aMarHocTvka agpeHoreHnTansHoro CMHApoma, uccnegoBaHue
myTaumun reHa CYP21A2

(HELIX) 'eHeTuyeckuin Tect ATnac

(HELIX) OnpegeneHne akcnaHcum TpUNNeToB Npu cnvHouepebennsapHon atakcum 1
Tuna (B reHe ATXN1)

(HELIX) OnpepeneHve akcnaHCcMmn TpUNIeToB Npy CrivHouepebennapHon atakcum 2
Tuna (B reHe ATXN2)

(HELIX) OnpepeneHve akcnaHcum TpUNIeToB Npy cnvHouepebennapHon atakcumn 3
Tuna (B reHe ATXN3)

(HELIX) OnpeneneHve akcnaHcMmn TpUNIeToB Npy cnvHoLepebennsapHon atakcumn 6
Tuna (B reHe CACNA1A)

(HELIX) OnpepeneHve akcnaHcMmn TpUNIeToB Npy cnvHouepebennspHon atakcumn 7
Tuna (B reHe ATXN7)

(HELIX) O6cnenoBaHus Ha YacTble reHeTUYeCKMe NPUUNHBI MO3XKEYKOBOW aTakcum
(CLIA 1,2,3,6,7, AD)

(HELIX) O6HapyxeHue akcnaHcun GAA-nosTopos B reHe FXN npu atakcum
Ddpugpenxa (AD)

(HELIX) 'eHeTn4eckoe obcrnenoBaHue Ha 6onesHb KeHHeam (cnvHanbHas 1
bynbbapHas mbieyHas atpodus) B reHe AR

(HELIX) 'eHeTuuyeckoe obcregoBaHme Ha MMOTOHUYECKYO auctpoduio 1 Tmna B reHe
DMPK

(HELIX) 'eHeTuuyeckoe obcriegoBaHme Ha MMOTOHUYECKYHO AUCTpoduio 2 Tuna B reHe
CNBP

(HELIX) "'eHeTu4eckoe obcnenoBaHue Ha 6onesHb [eHTUHITOHa B reHe HTT
(HELIX) 'eHeTu4eckoe obcriefgoBaHne Ha reHTUHITOHonodo6Hoe 3aboneBaHue 2 Tuna
B reHe JPH3

(HELIX) 'eHeTu4eckoe obcriefoBaHme Ha reHTUHIToHonodo6Hoe 3aboneBaHune 4 Tuna
B reHe TBP

Crpanuna 39

1050,00
840,00
880,00
580,00

1 050,00
970,00

1210,00
960,00

1760,00
2 860,00
8 200,00
3 520,00
2 640,00
3 520,00

5 280,00
3 520,00
7 100,00
4 730,00

3 630,00
3 890,00
2 770,00
5 000,00
3 850,00
1760,00
3 500,00
3 520,00
27 750,00

3 630,00
3 000,00

3 890,00
4 520,00
3 300,00
3610,00
2 240,00
1970,00
16 200,00
4 950,00
19 000,00
20 000,00

12 010,00
27 490,00

4 610,00
4 610,00
4 610,00
4 610,00
4 610,00
6 440,00
4 610,00
4 610,00
4 610,00

4 610,00
4 610,00

4 610,00

4 610,00



00000009084

00000009085

00000009086
00000009087
00000009088
00000009089
00000009090
00000009091
00000009092
00000009093

00000009094
00000009095

00000009096
00000009097

00000009098
00000009099

00000009100

00000009101
00000009102
00000009103
00000009104

00000009105

00000009106

00000009107
00000009108
00000009109

00000009110
00000009111

00000009112
00000009113

00000009114

00000009115
00000009116

00000009117
00000009118
00000009119
00000009120

00000009121

00000009122
00000009123

00000009124
00000009125
00000015267
00000009126
00000009127
00000009128
00000009129
00000009130
00000009131
00000009197
00000009217
00000009773
00000009771
00000009772
00000009254

42-056

42-057

42-058
42-059
42-060
42-061
42-062
42-063
42-067
42-068

42-069
42-070

42-071
42-072

42-073
42-074

42-075
42-077
42-078
42-079
42-080
42-081
42-082
42-083

42-084
42-086

42-087
42-088

42-089
42-090

42-091

42-092
42-093

42-094
42-095
42-096
42-097

42-098

42-099
42-100

42-101
42-102
42-103
43-365
70-103
90-1558
17.10.A1
17.10.A2

17.10.A3
17.11.A1

KDL

43.

70.

90.

AHanmu3bl

(HELIX) l'eHeTu4eckoe obcrnenoBaHme Ha AeHTaTopybpo-nannnaontoncosy atpoduio
B reHe ATN1

(HELIX) KomnnekcHoe ob6cnepoBaHune Ha reHTUHIToHonofaobHble 3abonesanus (M32,
M34, OPMNA)

(HELIX) OnarHoctuka nepBuyHon amctoHumn 1 Tuna (aeneumsa CAG-TpunneTa B reHe
TOR1A)

(HELIX) MaHenb «HyTpureHeTnka: OnTUMarnbHbI BApUaHT AWETbI AN CHUKEHNS
(HELIX) MaHenb «HyTpureHeTnka max»

(HELIX) MaHenb «HyTpureHeTnka — BUTaAMUHbI»

(HELIX) MaHenb «CnopT: Ans npocgeccmoHanos»

(HELIX) MaHenb «CnopT: BLIGOp BUAa cnopTa AN HA4YMHAKOLLMX»

(HELIX) Solo ABC: AHanu3 aaHHbix o reHax BRCA1, BRCA2, CHEK2, ATM

(HELIX) Solo NeHeTuka: AHanus gaHHbIX 0 buomMapkepax, nony4yeHHbix metogom NGS
(HELIX) Solo Komnnekc: KomnnekcHbI aHanu3 AaHHbIX 0 Briomapkepax, nonyyYeHHbIX
meToaamm NGS, MIMMYHOrMCTOXMMWUYECKOTO UCCNeA0BaHNA U APYrMMu

(HELIX) N'emoxpomatos 1 Tvna

(HELIX) Solo Puck: KomnneKcHbIn aHann3 AaHHbIX 0 92 reHax, CBsA3aHHbIX C PUCKOM
HacneaCTBEHHbIX OHKOMOrM4ecknx 3aboneBaHui

(HELIX) NeHogmarHocTvka npu MblweyHon anctpodun JoweHHa/bekkepa

(HELIX) l'eHognarHocTuka cMHapomMa rioMko X-XpoMoCcoMbl (cuHapom MapTtuHa -
Benn) y nuu myxxckoro nona

(HELIX) l'eHogmarHocTtuka cuHgpoma PetTa, nouck mytaumi B reHe MECP2

(HELIX) Mepuoaunyeckas 6onesHb (ceMeliHas cpeam3eMHoMopcKkas nmxopaaka, nouck
myTaumn B reHe MEFV)

(HELIX) lNeHoanarHocTuka cMHapoMa ayToCOMHO-AOMWHAHTHOW apTepuonaTnm
LIAOACWUIT/CADASIL (reH NOTCH3)

(HELIX) l'eHogmarHocTtuka 6onesxHun ®abpwu (reH GLA)

(HELIX) N'eHognarHocTuka cnuHanbHon mbleyHoun atpodpum (reHsl SMN1 n SMN2)
(HELIX) 'eHognarHocTuka okynodapviHreanbHou Mrnoguctpocum

(HELIX) HenHBa3mBHbIN NpeHaTanbHbIi TecT PrenaTest Ha onpegeneHne Hanuuns y
nnoga Tpucomumn no 21 xpomocome (cuHapom [ayHa)

(HELIX) HenHBa3mBHbIN NpeHaTanbHbI TecT Prenetix Ha Hanuuue y nnoga
aHeynnovaun 13, 18, 21, X, Y xpomocom

(HELIX) O6HapyxeHue akcnaHcuMm npu (ppoHTOTEMNOPArbHON AeMEHLMU 1 GOKOBOM
amuoTtpodunyeckom cknepose (Corf72)

(HELIX) Uccneposanme SOD1 reHa npu 60kOBOM aMMOTPOUYECKOM CKIiepose
(HELIX) NeHeTn4eckoe nccnegoBaHve MUKpOOUOTBI

(HELIX) BbisBneHue reHa ructocoemectumoctn HLA-B27. OnpegeneHune
npeapacnonoXeHHOCTU K PasBUTUIO CMOHAMIOapTPONaThiA (B T.4. aHKUO3UPYHOLLEro
cnoHgunuTa -

(HELIX) 'eHognarHoctuka 6onesHun BunbcoHa-KoHoBanosa (mytaumu reHa ATP7B)
(HELIX) l'eHogmarHoctka Z n S annenen npu anbga-1 aHTUTPUNCUHOBOMN
HeJoCTaTo4YHOCTN

(HELIX) l'eHoTunmpoBaHue reHa PNPLA3 npu HeankoronbHom xupoBow 6onesHn
(HELIX) l'eHognarHoctuka cuHgpoma MEN 1, 2A, 2B 1 cemeliHoro paka WuToBUAHOM
xenesbl (MEN - 2 ak3oHa 1 RET reH 6 3k30HOB)

(HELIX) NeHogmarHocTvka nepBnYHON SUYHUKOBOW HeQoCTaTOMHOCTY (onpeaeneHue
npegakcnaHcum B reHe FMR1)

(HELIX) 'eHeTuuyeckas avarHocTvka HacneacTBEHHbIX hopm 6onesHn MNapknuHcoHa
(HELIX) KomnnekcHasi guarHoctuka cemeriHon runepxonectepuHemun (APOB100,
LDLR, PCSK9)

(HELIX) 'eHognarHocTuka HacneacTBeHHoM runepxonectepnHemun (reH LDLR)
(HELIX) 'eHognarHocTuka HacneacTBeHHoM runepxonectepuHemmn (reH PCSK9)
(HELIX) 'eHognarHocTuka HacneacTBeHHoM runepxonectepuHemmn (reH APOB100)
(HELIX) 'eHognarHocTuka pesnmcTeHTHOCTM K Tepanum renatuta C tunos 1a, 1b,

3 (NS3, NS5A, NS5B)

(HELIX) OunarHocTuka peakux aytoBocnanutenbHbix cuHapoMoB. TRAPS-cuHapom,
rmnep-IgD cuHgpom (reH TNFRSF1A, reH MVK)

(HELIX) 'eHotunuposaHme HLA-Cw6 npu ncopunase

(HELIX) PacwupeHHas guarHocTvka HacneacTBEHHON HEMPOCEHCOPHOM TyroyxocTu
(renbl GJB2, GJB3, GJB6, POU3F4, WFS1)

(HELIX) BoisiBnenue rena RHD nnopa B kpoBv MaTtepu. Pesyc-chaktop nnoaa
(HELIX) 'eHeTu4eckast anarHoctuka eHuUnkeToHypumn. AHanus rena PAH
WHavBuayanbHble nccnegoBaHns KOPNoOpPaTUBHBIX KITMEHTOB

(HELIX) Obwwin aHanus kposu n CO3

[MpodocMoTpbI

(HELIX) KonponopdupuHbl B Moye

Yenyrn

(HELIX) MeyaTHbI OTYeT K [eHeTnyeckomy TecTy ATnac

ANNEPTONIornA

(KDL) 3HTepoTokecuH A (Staphylococcus aureus) IgE, O72
(KDL) QHTepoTokeuH B (Staphylococcus aureus) IgE, O73
(KDL) QHTepoTtokeuH TSST, m226

(KDL) AHTuTena k ackapuaam (Ascaris lumbricoides) IgE,P1

Crpanuna 40

4 610,00
5 660,00

4 610,00
10 190,00
55 210,00
13 110,00
37 780,00
23 260,00
88 000,00

145 200,00

253 000,00
6 440,00

220 000,00
7 580,00

5 500,00
19 390,00

9 900,00
7 700,00
6 440,00
5 500,00
4 840,00
42 310,00
36 300,00
4 400,00

6 270,00
16 390,00

1 870,00
9 680,00

2 530,00
3 300,00

8 250,00

7 150,00
11 550,00

11 000,00
11 000,00

9 680,00
11 000,00

11 000,00

14 300,00
15 950,00

12 100,00
7 700,00
29 480,00
440,00
990,00

9 680,00
580,00
580,00

1320,00
580,00



00000009454
00000009404
00000009780
00000009779
00000009783
00000009487
00000009495
00000009507
00000009678
00000009702
00000009764
00000009614
00000009514
00000009754
00000009755
00000009744
00000009616
00000009249
00000009248
00000009360
00000009227
00000009331
00000009748
00000009763
00000009762
00000009442

00000009611

00000009546

00000009547

00000009550

00000009551

00000009583
00000009589

00000009597
00000009599
00000009605
00000009607
00000009585
00000009587
00000009591
00000009593
00000009595
00000009601
00000009603
00000009609
00000010789
00000009539
00000009540
00000009541
00000009538
00000009406
00000009306
00000009426
00000009427

00000009435
00000009436

17.11.A2
17.12.A1
17.12.A10
17.12.A11
17.12.A12
17.12.A2
17.12.A3
17.12.A4
17.12.A5
17.12.A6
17.12.A7
17.13.A1
17.13.A10
17.13.A11
17.13.A12
17.13.A13
17.13.A2
17.13.A3
17.13.A4
17.13.A7
17.13.A8
17.13.A9
17.14.A1
17.14.A2
17.14.A3
17.14.A4

17.15.A10

17.15.A6

17.15.A7

17.15.A8

17.15.A9

17.16.A19
17.16.A20

17.16.A21
17.16.A22
17.16.A23
17.16.A24
17.16.A25
17.16.A26
17.16.A27
17.16.A28
17.16.A29
17.16.A32
17.16.A33
17.16.A34
17.17.D1
17.19.A29
17.19.A30
17.19.A31
17.19.A32
17.19.H1
17.2.A1
17.2.A10
17.2.A12

17.2.A13
17.2.A14

AHanmu3bl

(KDL) InunHkn Anisakis (Anisakis Larvae) IgE, P4

(KDL) Komap (cem. Culicidae) IgE, 171

(KDL) Ap ocuHbivi (pog Vespula) IgE, 13

(KDL) Ap ocuHbini (pog Polistes) IgE, 14

(KDL) Ap nuensl (Apis mellifera) IgE, 11

(KDL) Monb (cem. Tineidae) IgE, 18

(KDL) Mowwku kpacHom nuuunHka (Chironomus plumosus) IgE,173

(KDL) Mypasew pbibkuin (Solenopsis invicta) IgE, 170

(KDL) CneneHb (cem. Tabanidae) IgE, 1204

(KDL) TapakaH pbikui (Blatella germanica) IgE, 16

(KDL) WepLeHb (oca natHuctas) (D. maculata) IgE, 12

(KDL) Mennumnnux G IgE, C1

(KDL) HuctatuH IgE, C122

(KDL) Liecbypokcum IgE, C308

(KDL) UunnpodpniokcauntH IgE, C108

(KDL) ®opmanbgerung IgE, K80

(KDL) Mennumnnun V IgE, C2

(KDL) AmnunumunnuH IgE, C203

(KDL) AmokcuumnnuH Ige, C204

(KDL) WUHcynuH yenoseyveckui IgE, C73

(KDL) AautpomuumH IgE, C194

(KDL) OokevumknuH IgE, C62

(KDL) Xnonok IgE, O1

(KDL) WepcTb IgE, K20

(KDL) Wenk IgE, k74

(KDL) Natekc IgE, K82

(KDL) Manenb npodeccmoHanbHbIx annepreHos Ne 1 IgE nepxoTb nowaau, nepxoTtb
KOPOBBI, NMEPO rycs, NEPO KypULibI

(KDL) MaHenb annepreHoB xuUBOTHbIX N2 1 IgE (anuTenuin KoLLKM, nepxoTb fowiaau,
nepxoTb KOPOBbI, NEPXOTb cobaku)

(KDL) NaHenb annepreHoB xuBoTHbIX Ne 70 IgE (annTenuin MopCcKom CBUHKM,
3NUTENWI KPomnuka, XOMsK, Kpbica, MblLLb)

(KDL) MaHenb annepreHoB xuBoTHbIX/Nepbst nTuu/ Ne 71 IgE (nepo rycs, nepo
KypuLbl, NEepo YTKW, Nepo UHAtOKA)

(KDL) Marenb annepreHoBs xu1BOTHbIX/Nepbst nTuu/ Ne 72 IgE (nepo BONMHWUCTOro
nonyras, nepo rnornyrasi, Nepo KaHapemnku)

(KDL) NMaHenb nuwesbix annepreHoB Ne 1 IgE (apaxuc, MuHpans, dyHOyK, KOKOC,
6pasnnbckuii opex)

(KDL) MaHenb nuweBbix annepreHoB Ne 2 IgE (Tpecka, TyHew, KpeBeTKM, JI0COCh,
(KDL) MaHenb nuwesbix annepreHoB Ne 3 IgE (nweHu4Has myka, oBCsHasi Myka,
KYKypy3Has MyKa, CeMeHa KyHXyTa, rpe4yHeBas Myka)

(KDL) MaHenb nuwesbix annepreHoB Ne 5 IgE (anyHbI 6enok, Monoko, Tpecka,
nweHnYHasi Myka, apaxuc, coeBble 6006bl)

(KDL) Marenb nuwesbix annepreHos Ne 6 IgE (puc, cemeHna KyHxyTa, NeHn4Has
MyKa, rpeqyHeBast Myka, coeBble 600bl)

(KDL) MaHenb nuwiesbix annepreHoB Ne 7 IgE (suuHbIi 6enok, puc, KOpoBbE MOSOKO,
apaxwuc, nweHn4Has Myka, coeBble 600bI)

(KDL) MaHenb nuwesbix annepreHoB Ne 13 IgE (ropox, 6enasi dacornb,MOpPKOBb,
KapTodernb)

(KDL) MaHenb nuwesbix annepreHoB Ne 15 IgE (anenbcuH, 6aHaH, i61oko, nepcuk)
(KDL) MaHenb nuwesbix annepreHoB Ne 24 IgE (cbyHAyK, KpeBETKM, KUBU, GaHaH)
(KDL) MaHenb nuwesbix annepreHoB Ne 25 IgE (cemeHa kyHXyTa, nekapckue Opoxoku,
YEeCHOK, cenbaepen)

(KDL) MaHenb nuwesbix annepreHoB Ne 26 IgE (avnyHbIn 6enok, Monoko, apaxuc,
(KDL) Marenb nuwesbix annepreHos Ne 50 IgE (kvBuW, maHro, 6aHaHbl, aHaHac)
(KDL) Marenb nuwesbix annepreHos Ne 51 IgE (nommnpop, kapTodens, MOPKOBb,
YeCHOK, ropunua)

(KDL) Marenb nuwesbix annepreHoB Ne 73 IgE (CBMHMHA, KyprvHOE MSACO, roBSAMHA,
6GapaHuHa)

(KDL) 1gG4 k nuweBbIM annepreHam (nuileBas HenepeHocumocTb - 88
annepreHoB/MUKCTOB)

(KDL) MaHenb annepreHoB aepeBbeB Ne 2 IgE (kneH sSiceHenUCTHBINA, Tomnonb, BA3,
ay6, nekaH)

(KDL) NMaHenb anneprexHoB aepeBbeB Ne 5 IgE (onbxa, newmHa obbIKHOBEHHaS, BSA3,
1Ba, TOMNosb)

(KDL) NMaHenb anneprexHoB aepeBbeB Ne 9 IgE (onbxa, 6epesa, newmHa
06bIKHOBEHHas, Ay6, nea)

(KDL) Manenb anneprexHoB aepeBbeB Ne 1 IgE (kneH siceHenucTHbIN, 6epesa, B3,
ny6, rpeuknii opex)

(KDL) Komnnekc annepreHoB AepeBbEB (MBa, TONOIMb, onbxa, bepesa, newuHa)
(KDL) lNony6b (nowmer) IgE, E7

(KDL) Kpbica (mova) IgE, E74

(KDL) Kpbica (anutenui) IgE, E73

(KDL) Kypuua (nepo) IgE, E85

(KDL) Kypuua (npoTeunHbl cbiBopoTku) IgE, E219

Crpanuna 41

580,00
580,00
580,00
580,00
580,00
580,00
990,00
580,00
580,00
580,00
580,00
1210,00
1210,00
1210,00
1210,00
1210,00
1210,00
1210,00
1210,00
1210,00
1210,00
1210,00
660,00
580,00
580,00
580,00

1210,00
1210,00
1210,00
1210,00
1210,00

1210,00
1210,00

1210,00
1210,00
1210,00
1210,00
1210,00
1210,00
1210,00
1210,00
1210,00
1210,00
1210,00
1210,00
19 800,00
1210,00
1210,00
1210,00
1210,00
3 300,00
580,00
580,00
580,00

580,00
580,00



00000009460
00000009492
00000009508
00000009330
00000009527
00000009645
00000009646
00000009670
00000010800
00000010801
00000009725
00000009750
00000009369
00000009399
00000009409
00000010794
00000009424
00000009428

00000009571

00000009572

00000010796

00000009567

00000009568

00000010793

00000009575

00000009576

00000009577

00000009578

00000009579

00000009580

00000009581

00000009564

00000009565

00000009582
00000009636
00000009635
00000009335
00000009425
00000009461
00000010802
00000009647
00000009416
00000009438
00000009414
00000009493
00000009528
00000009751
00000009446
00000009535
00000009280
00000009352
00000009451
00000009712
00000009640
00000010791
00000009533
00000009662
00000009347
00000009513

17.2.A15
17.2.A16
17.2.A17
17.2.A2
17.2.A21
17.2.A22
17.2.A23
17.2.A24
17.2.A25
17.2.A26
17.2.A27
17.2.A28
17.2.A4
17.2.A5
17.2.A6
17.2.A7
17.2.A8
17.2.A9

17.20.A31

17.20.A32

17.20.A33

17.20.A34

17.20.A35

17.20.H1

17.21.A35

17.21.A36

17.21.A37

17.21.A38

17.21.A39

17.21.A40

17.21.A41

17.21.A42

17.21.A43

17.21.A44
17.22.A1
17.22.A2
17.22.A3
17.23.A1
17.23.A2
17.23.A29
17.23.A3
17.23.A30
17.23.A31
17.23.A32
17.23.A4
17.23.A5
17.23.A6
17.24.A31
17.24.A32
17.24.A33
17.24.A34
17.24.A35
17.24.A36
17.25.A13
17.25.A14
17.25.A15
17.25.A16
17.25.A20
17.25.A21

AHanmu3bl

KDL
KDL
KDL
KDL
KDL
KDL
KDL
KDL
KDL

( Jlowapp (nepxoTb) IgE, E3
(

(

(

(

(

(

(

(
(KDL
(

(

(

(

(

(

(

(

Mopckas cBuHka (anutenui) IgE, E6

Meiws IgE, E88

I'ycb (nepo) IgE, E70

Osua (anuTenuia) IgE, E81

Monyran (nepo) IgE, E91

Monyran BonHucTbIv (nepo) IgE, E78

CBuHba (anutenun) IgE, E83

Cobaka (nepxotb) IgE, E5

Cobaka (anutenun) IgE, E2

YTKa (nepo) IgE, E86

Xowmsik (anutenui) IgE, E84

Kawnapelrika (nepo) IgE, E201

Kosa (anutenui) IgE, E8O

Kopoga (nepxotb) IgE, E4

Kowika (anutenun) IgE, E1

KDL) Kponuk (anutenun) IgE, E82

KDL) Kpeica IgE, E87

(KDL) Manenb anneprexos Tpasbl Ne 1 IgE (exxa cbopHasi, oBcsHMLA nyroBasi, poxb
MHOrOMEeTHSASA, TUMOMeEBKa, MSATMNK NYrOBON)

(KDL) MaHenb anneprexoB Tpaebl Ne 3 IgE (konmocok AyLUMCTbIN, poXb MHOTOMETHSA,
TUModeeBKa, POXb KynbTUBMPOBAHHAsA, ByxapHUK LIEPCTUCTbIN)

(KDL) MaHenb annepreHoB copHbIx pacTeHuii u LBeToB Ne 1 IgE (ambpo3sus
00bIKHOBEHHaSs!, NONblHb OBbIKHOBEHHASA, NOAOPOXHUK, Mapu 6enas, 30MbHUK/CoNaHKa)
(KDL) MaHenb annepreHoB copHbIx pacTteHnii u ueeToB Ne 3 IgE (nonbiHb
06bIKHOBEHHas1, NOAOPOXHMK, Mapb 6enas, 3010TapHUK, Kpanvea ABYAOMHas)

(KDL) MaHenb annepreHoB COpHbIX pacTeHuii u LBeToB Ne 5 IgE (ambpo3sus
00bIKHOBEHHas!, NOMNblHb OBbIKHOBEHHAS, 30MOTapPHWK, HUBSHWK, OAYBaHUYMK
neKkapcTBEHHbIN)

(KDL) Komnnekc annepreHoB TpaB (ambpo3usi 06bIkHOBEHHas, Mapb 6enasi, nonbiHb
00ObIKHOBEHHas!, 0QyBaHUMK, MOSOPOXHMK)

(KDL) MaHenb nHransiumoHHbix annepreHoB Ne 1 IgE (exa cbopHas, Tnmodeeska,
AMNOHCKMI Keap, ambpo3unsi 06bIKHOBEHHAS, MOfblHb OOLIKHOBEHHAS)

(KDL) MaHenb nHransiumoHHbIx annepreHos Ne 2 IgE (TumodeeBka, nnecHeBbIV rpnd
(Alternaria tenuis), 6epesa, nonbiHb 0O6bLIKHOBEHHAS)

(KDL) MaHenb nHransaumoxHbix annepreHos Ne 3 IgE (kney - gepmaTodar nepyHHbIN,
3MUTENUIN KOLLKK, anuTenui cobaku, nnecHesbin rpub (Aspergillus fumigatus))

(KDL) MaHenb nHransumoHHbix annepreHoB Ne 6 IgE (nnecHesbin rpub (Cladosporium
herbarum), Tumodpeeska, nnecHeBbIn rpunbd (Alternaria tenuis), 6epesa, nonbiHb

(KDL) MaHenb nHransumMoHHbix annepreHoB Ne 7 IgE (anuTenuii KOLLKK, KneLu-
AepmaTodar NepUHHbIA, MEPXOTb NOLaaN, NepxoTb cobaku, AaNUTENNIA KPOMKa)
AepmaTtodpar nepuHHbIi, bepesa, nepxoTb cobaku, NonbliHb 0BbIKHOBEHHAS,
TUModeeBKa, POXb

(KDL) MaHenb nHransiumoHHbix annepreHoB Ne 9 IgE (anuTenuii KoKW, NepXoTb
cobaku, oBcsiHMLA nyroBasi, nnecHesbli rpub (Alternaria tenuis), NoAOPOXHUK)

(KDL) MaHenb annepreHos nnecenu Ne 1 IgE (penicillium notatum, cladosporium
herbarum, aspergillus fumigatus,candida albicans,alternaria tenuis)

(KDL) MaHenb annepreHoB nbinu Ne 1 IgE (aomalwuHss nbinb (Greer), knew-
Aepmatodar nepuHHbIN, Knew-gepmarodar My4HOW, TapakaH)

(KDL) MaHenb knewesbix annepreHoB Ne 1 IgE (knew-gepmatodar nepuHHbINA, Knew-
nepmartodpar myyHon, dermatophagoides microceras, lepidoglyphus destructor, tyr
(KDL) MnecrHesbin rpub (Penicillum notatum) IgE (ImmunoCAP), m1

(KDL) MnecHesbin rpub (Cladosporium herbarum) IgE (ImmunoCAP), m2
(KDL) OpoxxeBble rpubbl poga Malassezia IgE (ImmunoCAP), m227
(KDL) Kponuk, anutenui IgE (ImmunoCAP), e82
(KDL) Jlowagp, nepxotb IgE (ImmunoCAP), e3
(KDL) Cobaka, nepxoTb IgE (ImmunoCAP), e5
(KDL) Monyran, nepbs IgE (ImmunoCAP), e213
(KDL) Kowwuxka, nepxotb IgE (ImmunoCAP), e1
(KDL) Kypuua, nepes IgE (ImmunoCAP), e85

( ) Kowka, anneprokomnoHeHT IgE (ImmunoCAP), €220 (rFel d2)
(KDL) Mopckasi cBuHka, anutenuii IgE (ImmunoCAP), e6
(KDL) OBua, anutenuii IgE (ImmunoCAP), e81
(KDL) Xomsik, anutenuii IgE (ImmunoCAP), e84
(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

KDL
KDL
KDL
KDL
KDL
KDL

—_—— e — — — — — —— — —— —— — —

KDL) JlewmHa obbikHoBeHHas IgE (ImmunoCAP), t4
KDL) Onbxa cepas IgE (ImmunoCAP), t2

KDL) bepesa 6opogasyaTtas IgE (ImmunoCAP), t3
KDL) WBa 6enas IgE (ImmunoCAP), t12

KDL) Jluna IgE (ImmunoCAP), t208

KDL) Tononb IgE (ImmunoCAP), t14

KDL) MonbiHb IgE (ImmunoCAP), w6

KDL) Amb6po3us Beicokast IgE (ImmunoCAP), w1
KDL) OpyBaHuuk IgE (ImmunoCAP), w8

KDL) Pomawka IgE (ImmunoCAP), w206

KDL) Exxa cbopHast IgE (ImmunoCAP), g3

KDL) Mstnuk nyrosow IgE (ImmunoCAP), g8

Crpanuna 42

580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00

1210,00
1210,00
1210,00

1210,00

1210,00
3 300,00
1210,00
1210,00
1210,00
1210,00
1210,00
1210,00
1210,00
1210,00
1210,00

1210,00
1320,00
1 430,00
1320,00
1320,00
1320,00
880,00
880,00
880,00
880,00
2 750,00
1320,00
1320,00
1320,00
880,00
880,00
880,00
880,00
880,00
880,00
880,00
880,00
880,00
880,00
880,00
880,00



00000009453
00000009525
00000009705
00000009642
00000009332
00000009333

00000009544

00000009549

00000009537

00000009552

00000010798

00000009562

00000009543

00000010797

00000009563

00000009569
00000009542
00000009548

00000009545
00000009553
00000009554
00000009555

00000009556
00000009557
00000009558
00000009559
00000009560
00000009561
00000009566
00000009570
00000009573
00000009574
00000009405
00000009488
00000009494
00000009703
00000009781
00000009782
00000009784
00000009785
00000009241

00000009235
00000009233
00000009219
00000009407
00000009237
00000009218
00000009236
00000009228
00000009351
00000009392
00000009445
00000009534

00000009318
00000009629

17.25.A22
17.25.A23
17.25.A24
17.25.A25
17.26.A5
17.26.A6

17.27.A3

17.27.A44

17.27.A45

17.27.A46

17.27.A47

17.27.A50

17.27.A51

17.27.A52

17.27.A53

17.27.A54
17.27.A55
17.27.A56

17.27.A57
17.27.A58
17.27.A59
17.27.A60

17.27.A61
17.27.A62
17.27.A63
17.27.A64
17.27.A65
17.27.A66
17.27.A67
17.27.A68
17.27.A69
17.27.A70
17.28.A1
17.28.A2
17.28.A3
17.28.A4
17.28.A5
17.28.A6
17.28.A7
17.28.A8
17.29.A48

17.29.A49
17.29.H3
17.29.H4
17.29.H5
17.29.H6
17.29.H7
17.29.H8
17.3.A1
17.3.A11
17.3.A13
17.3.A14
17.3.A17

17.3.A18
17.3.A23

AHanmu3bl

(KDL) JlncoxsocTt nyrosou IgE (ImmunoCAP), g16

(KDL) OBcsnuua nyrosas IgE (ImmunoCAP), g4

(KDL) TumodbeeBka nyrosast IgE (ImmunoCAP), g6

(KDL) MonbiHb ropbkast IgE (ImmunoCAP), w5

(KDL) OomawHss neinb (Greer) IgE (ImmunoCAP), h1

(KDL) OomawHsia nbinb (Holister) IgE (ImmunoCAP), h2

(KDL) MaHenb annepreHoB xuBoTHbIX IgE (IMmunoCAP), ex71 (MUKCT nepbs NTULL:
rycsl, Kypuupl, YTKW, UHOEWKN)

(KDL) MaHenb annepreHoB XWBOTHbIX, anuTenun IgE (ImmunoCAP), ex1 (MukcT
nepxoTb: KOLLKK, cobaku, nowaan, KopoBbl)

OepeBbeB: onbxa cepasl, bepesa bopogasyaTas, newmHa obblIkHOBEHHas!, Ay6 6enbii,
nBa be

(KDL) Manenb anneprexos 3nakosbix Tpas IgE (ImmunoCAP), gx1 (MMKCT nbinbLa
311aKOBbIX: exa cOopHasi, OBCSHWLA Nyroeasi, Nresern, TMMoteeBKa 1Nyrosasi, MATIUK 1
nbinb, KNew gomaluHen nbiny D.pteronyssinus, knew gomatuHen noinu D. farinae,
TapakaH

(KDL) MaHenb anneprexos nnecenun IgE (ImmunoCAP), mx1 (mukcT: Penicillium
chrysogenum, Cladosporium herbarum, Aspergillus fumigatus, Alternaria alte

(KDL) MaHenb annepreHoB xuBOTHbIX IgE (IMmunoCAP), ex2 (MUKCT: NepXOTb KOLLKW,
nepxoTb cobaku, aNUTENUIA MOPCKOW CBUHKM, KPbICa, MblLLib)

(KDL) NMaHenb annepreHoB copHbix Tpas IgE (ImmunoCAP), wx3 (nonbiHb (W6),
NoJopPOXHMK NaHueToBuAHbIA (W9), mapb (w10), 3onoTtapHuk (w12), kpanuea
ABYAOMHast

chrysogenum (m1), Cladosporium herbarum (m2), Aspergillus fumigatus (m3),
Alternaria

(KDL) MaHenb annepreHoB copHbix Tpas IgE (ImmunoCAP), wx1 (ambpo3us Bbicokas
(w1), nonbiHb (W6), NOAOPOXHMK NAHLETONUCTHLIN (W9), Mapb 6enas (w10), 30MbHK
(KDL) MaHenb annepreHoB geTtckon cmecu, fx5

(KDL) MNMaHenb annepreHoB Xu1BOTHbIX, €x70

BOJTHMCTOrO nomnyranynka (e78), kaHapeviku (€201), ANMMHHOXBOCTOrO Nonyranyuka
(e196),

(KDL) MaHenb annepreHoB K cMecu MbinbLbl AEPEBLEB, tx5

(KDL) MaHenb annepreHoB K CMeCU MbinbLbl 4EPEBLEB, tx6

(KDL) MaHenb annepreHoB MopenpoaykTbl, fx2

(KDL) MaHenb annepreHoB Myka 3nakoBbIX U KyHXyTHble IgE (ImmunoCAP), fx3
(nweHunua (f4), oséc (f7), kykypy3sa (f8), kyHxyT (f10), rpeuunxa (f11))

(KDL) MaHenb annepreHoB Myka 3nakoBblix, fx20

(KDL) Manenb anneprexHos msco, fx73

(KDL) Marenb anneprexHos oBoLum n 606oBbie, fx13
(KDL) NMaHenb annepreHoB oBoLum, fx14
(KDL) MaHenb annepreHoB opexu, fx1

(KDL) MaHenb annepreHoB pbiba, fx74

(KDL) MaHenb annepreHoB COpHbIX TPaB, WX2
(KDL) MaHenb annepreHoB ¢pykTbl U Hax4yeBble, fx21

(KDL) MaHenb annepreHoB unTpycoBble u pykThl, fX15

(KDL) Komap IgE (ImmunoCAP), i71

(KDL) Monb IgE (ImmunoCAP), i8

(KDL) MoTbinb IgE (ImmunoCAP), i73

(KDL) TapakaH pbikun (npycak) IgE (ImmunoCAP), i6

(KDL) Ap ocbl 0bbikHoBeHHOM IgE (ImmunoCAP), i3

(KDL) Ag ocbl natHuctom IgE (ImmunoCAP), i2

(KDL) Ag nyensbl megoHocHou IgE (ImmunoCAP), i1

( ) An wepwHs IgE (ImmunoCAP), i75

(KDL) Anneprounn, ImmunoCAP ISAC E112i

(KDL) AnneprokomMninekc npegonepaunoHHbiv IgE (ImmunoCap) (Tpunta3sa, XXenatuH
kopoBui c74, Jlatekc k82, XnoprekcuauH c8)

(KDL) Anneprokomnnekc nepeg BakumHaumen IgE (ImmunoCap) (Opoxoku nekapckue
45, Anuo 245, TpunTasa)

annepreHbl koLlka, cobaka, knewy d1; 4ONONHUTENbHbIE MHIaNAUMOHHBIE: KneLy d2;
OCHO

(KDL) KomnoHeHTHas anarHoctuka anneprumn Ha monoko IgE (ImmunoCap) (Mmonoko
2, kasenH - anneprokomnoHeHT f78)

(KDL) Anneprokomnnekc npu ak3eme 2 IgE (ImmunoCAP) (OCHOBHbIE MHransiuMoHHbIE
annepreHbl: kowka, cobaka, knety d1; OCHOBHbIE NULLEBbIE: ANYHbIV BEOK, MOMOKO,
WHransauMoHHble annepreHbl: Kowwka, cobaka, kneuy d1, Tumodpeeska, 6epesa, NosbIHb;
OCH

(KDL) AnneprokomMnnekc npu actme/puHute B3apocnbie IgE (ImmunoCAP) (ocHOBHbIE
MHransiuMOHHbIE annepreHbl: kolka, cobaka, krew, d1, Tumodeeska, 6epesa, NonbIHb;
(KDL) Akaums (Acacia species) IgE, T19

(KDL) WUBa (Salix nigra) IgE, T12

(KDL) KneH siceHenucTtHbIn (Acer negundo) IgE, T1

(KDL) JlewmHa obbikHoBeHHas (Corylus avellana) IgE, T4

(KDL) Onbxa (Alnus incana) IgE, T2

(KDL) I'peukun opex (Juglans regia) IgE, T10

(KDL) MnataH (Platanus acerifolia) IgE, T11

Crpanuna 43

880,00
880,00
880,00
1320,00
880,00
880,00

1 100,00
1320,00
1320,00
1320,00
1.320,00
1100,00

1320,00

1320,00
1650,00

1650,00
2 200,00
2 200,00

2 200,00
2 200,00
2 200,00
2 200,00

2 200,00
2 200,00
2 200,00
2 200,00
2 200,00
2 200,00
2 200,00
2 200,00
2 200,00
2 200,00
1320,00
1320,00
1320,00
1.320,00
1320,00
1320,00
1320,00
1320,00
39 600,00

10 180,00
6 160,00
7 370,00
2 420,00
6 820,00
8 250,00
8 360,00

580,00
580,00
580,00
580,00
580,00

580,00
580,00



00000009687
00000009711
00000009770
00000009791
00000009279
00000009289
00000009301
00000009312
00000009341
00000009342

00000009727

00000009726

00000009584

00000009594
00000009596
00000009602

00000009604

00000009610
00000009590

00000009598

00000009600

00000009606

00000009608

00000009586
00000009588
00000009592
00000009240
00000015394
00000015393
00000009475
00000009238
00000010790
00000009234
00000009239
00000009474
00000009524
00000009263
00000009264
00000009265
00000009379
00000009536
00000009716
00000010792
00000009447
00000009242
00000009285
00000009519
00000009688
00000009261
00000009262
00000009415

00000009291
00000009682
00000009683
00000009684
00000009281
00000009282
00000009247
00000009706
00000009707
00000010799
00000009644
00000009346
00000009512

17.3.A25
17.3.A26
17.3.A29
17.3.A30
17.3.A4
17.3.A5
17.3.A6
17.3.A7
17.3.A8
17.3.A9

17.30.A43

17.30.A44

17.31.A1

17.31.A10
17.31.A11
17.31.A12

17.31.A13

17.31.A14
17.31.A2

17.31.A3

17.31.A4

17.31.A5

17.31.A6

17.31.A7
17.31.A8
17.31.A9
17.35.A17
17.35.A20
17.35.A21
17.35.D10
17.35.D5
17.35.D6
17.35.D7
17.35.D8
17.35.D9
17.36.A1
17.36.A10
17.36.A11
17.36.A12
17.36.A13
17.36.A14
17.36.A15
17.36.A2
17.36.A3
17.36.A4
17.36.A5
17.36.A6
17.36.A7
17.36.A8
17.36.A9
17.37.A1

17.37.A2
17.37.A3
17.37.A4
17.37.A5
17.38.A1
17.38.A2
17.39.A1
17.39.A2
17.39.A3
17.39.A4
17.39.A5
17.4.A1

17.4.A10

AHanmu3bl

(KDL) CocHa 6enas (Pinus silvestris) IgE, T16

(KDL) Tononb (Populas spp) IgE, T14

(KDL) OBkanunT (Eucaliptus globuus) IgE, T18

(KDL) AceHb (Fraxinus excelsior) IgE, T15

(KDL) Bepesa (Betula alba) IgE, T3

(KDL) byk (Fagus grandifolia) IgE, T5

(KDL) Bsis (Ulmus spp) IgE, T8

(KDL) 'pab obbikHoBeHHbIN (Carpinus betulus) IgE, T209

(KDL) Oy6 6enbin (Quercus alba) IgE, T7

( ) Ay6 cmewwaHHbIv (Q. rubra, alba, valentina) IgE, T77

(KDL) ®apnaTon getckuin (cbanaHcMpoBaHHas CMECb MHraNSALUMOHHBIX U NULLEBbIX
annepreHoB Ans CKPUHUHIA atonuv Ans aeten ao 4 ner)

(KDL) ®apnaTon (cbanaHcMpoBaHHasi CMeCb UHransLUMOHHbIX annepreHoB Ans
CKPWMHWHra atonuu Ans aeten crtaplue 4 net n B3pochbiX)

(KDL) MaHenb nuwesbix annepreHoB Ne 1 IgG (apaxuc, MuHaanb, dyHAYK, KOKOC,
6pa3nnbckuii opex)

(KDL) MaHenb nuwesbix annepreHoB Ne 25 1gG (cemeHa KyHXyTa, nekapckue
OPOMOKN, YECHOK, cenbaepen)

(KDL) MaHenb nuwesbix annepreHoB Ne 26 1gG (AanyHbIN 6enok, Moroko,

(KDL) Marenb nuwesbix annepredos Ne 50 1gG (kvBu, maHro, 6aHaHbl, aHaHac)
(KDL) MaHenb nuwesbix annepreHos Ne 51 1IgG (nommgop, kapToderns, MOPKOBb,
YECHOK, ropumua)

(KDL) Maxenb nuwesbix annepredos Ne 73 1gG (CBUHWMHA, KyprHOE MSCO, roBsanHa,
OapaHuHa)

(KDL) MaHenb nuweBbix annepreHoB Ne 2 IgG (Tpecka, TyHew, KpeBETKM, JTOCOCh,
(KDL) MaHenb nuwesbix annepreHoB Ne 3 IgG (NweHn4Hasa Myka, OBCSHast Myka,
KYKYpy3Has Myka, cemeHa KyHXyTa, rpeqHeBast Myka)

(KDL) MaHenb nuweBbix annepreHoB Ne 5 IgG (anyHbi 6enok, Monoko, Tpecka,
nweHn4Has Myka, apaxuc, coeBble 606bl)

(KDL) MaHenb nuwesbix annepreHoB Ne 6 IgG (puc, ceMeHa KyHxyTa, NweHnYHas
MyKa, rpeyHeBast Myka, coeBble 606bl)

(KDL) MaHenb nuweBbix annepreHoB Ne 7 IgG (suuHbIi 6enok, puc, KOpoOBbE MOSOKO,
apaxuc, nweHn4Has Myka, coeBble 606bI)

(KDL) MaHenb nuwesbix annepreHoB Ne 13 1gG (3eneHbliii ropoluek, 6enble 606bl,
MOpPKOBb, KapTodernb)

(KDL) Manenb nuwesbix annepreHoB Ne 15 IgG (anenbcuH, 6aHaH, A6110K0, Nepcuk)
(KDL) Marenb nuwesbix annepreHoB Ne 24 1gG (dbyHAyK, KpeBeTKM, kuBu, baHaH)

( ) Anneprouunn, ALEX2, 300 komnoHeHTOB (BkMtovaeT onpeaernenve obuero IgE)
(KDL) Anneprokomnnekc pacwumpeHHbin PROTIA (Kopes), IgE, 91 annepreHos
(KDL) Anneprokomnnekc pecnmpatopHbin PROTIA (Kopes), IgE, 60 annepreHos
(KDL) MecTHble aHecTeTuku Ne 2 HoBokauH/JlugokauH, IgE

(KDL) Anneprokomninekc pecnupatopHbii RIDA-screen Ne2, IgE

(KDL) Anneprokomnnekc neguatpuyeckuin RIDA-screen Ne4, IgE

( ) Anneprokomnnekc nuwieson RIDA-screen Ne3, IgE

(KDL) Anneprokomnnekc cmewanHbin RIDA-screen Ne1, IgE

(KDL) MecTtHble aHecTeTukn Ne 1 Aptukann/CkaHgoHecT, IgE

(KDL) OBomykoug siina, anneprokoMnoHeHT nGal d1 IgE (ImmunoCAP), f233
(KDL) Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), 423 rAra h2

(KDL) Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), 424 rAra h3

(KDL) Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f427 rAra h9

( ) Kapn, anneprokomnoHeHT IgE (ImmunoCAP), f355 rCyp c1

(KDL) Omera-5 MmuagnH nweHnubl, anneprokoMnoHeHT IgE (ImmunoCAP), f416 rTri
(KDL) Tponomuno3suH kpeBeToK, anneprokomnoHeHT IgE (ImmunoCAP), £351 rPen a1
(KDL) KasewnH, kopoBbe Morioko, anneprokoMnoHeHT IgE (ImmunoCAP), f78 nBos d8
(KDL) Jln3ouum sviua, anneprokomnoHeHT IgE (ImmunoCAP), k208 nGal d4

( ) Anbcba-nakranb0ymuH, anneprokomnoHeHT IgE (ImmunoCAP), f76 nBos d4
(KDL) Beta-naktornobynuH, anneprokoMnoHeHT IgE (ImmunoCAP), f77 nBos d5
(KDL) OBanbbymuH sua, anneprokomnoHeHT IgE (ImmunoCAP), 232 nGal d2
(KDL) Cos (G. max), anneprokomnoHeHT IgE (ImmunoCAP), f353 rGly m4PR-10
(KDL) Apaxwuc, anneprokomnoHeHT IgE (ImmunoCAP), f352 rAra h8

(KDL) Apaxuc, anneprokoMnoHeHT IgE (ImmunoCAP), f422 rAra h1

(KDL) Koluka, anneprokomnoHeHT, €94 rFel d1

(KDL) Bblunin cbiBOPOTOYHBIV anbbymuH, anneprokomnoHeHT IgE (ImmunoCAP), e204
nBos d6 (BSA)

(KDL) Cobaka, anneprokomnoHeHT IgE (ImmunoCAP), e101 rCan 1

(KDL) Cobaka, anneprokomnoHeHT IgE (ImmunoCAP), e102 rCan 2

(KDL) Cobaka, anneprokomnoHeHT IgE (ImmunoCAP), e221 nCan 3

(KDL) Bepesa, anneprokomnoHeHT IgE (ImmunoCAP), t215 rBet v1 PR-10

(KDL) Bepesa, anneprokomnoHeHT IgE (ImmunoCAP), t221 rBet v2, rBet v4

(KDL) Ambpo3us, anneprokomnoHeHT IgE (ImmunoCAP), w230 nAmb a1

(KDL) TumodbeeBka nyrosasi, anneprokoMnoHeHT IgE (ImmunoCAP), g213 rPhl p1,
(KDL) TumodbeeBka nyrosasi, anneprokoMnoHeHT IgE (ImmunoCAP), g214 rPhl p7,
(KDL) MonbiHb, anneprokomnoHeHT IgE (ImmunoCAP), w231 nArt v1

(KDL) MonbiHb, anneprokomnoHeHT IgE (ImmunoCAP), w233 nArt v3

(KDL) Exa cbopHas (Dactylis glomerata) IgE, G3

(KDL) Msatnuk nyroson (Poa pratensis) IgE, G8

Crpanuna 44

580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00

2 970,00
2 640,00
1210,00

1210,00
1210,00
1210,00

1210,00

1210,00
1210,00

1210,00
1210,00
1210,00
1210,00

1210,00
1210,00
1210,00
62 700,00
9 200,00
6 930,00
2 420,00
4 900,00
4 900,00
4 900,00
6 000,00
2 420,00
2 200,00
2 970,00
2 970,00
2 970,00
2 970,00
2 970,00
2 970,00
2 200,00
2 200,00
2 200,00
2 200,00
2 200,00
2 200,00
2 970,00
2 970,00
2 970,00

2 200,00
2 970,00
2 970,00
2 970,00
2 200,00
2 200,00
2 200,00
2 200,00
2 200,00
2 200,00
2 970,00

580,00

580,00



00000009520
00000009526
00000009639
00000009652
00000009659
00000009660
00000009704
00000009290
00000009245
00000009420
00000009246
00000009443
00000009470
00000009735
00000009532
00000009637
00000009641
00000009643
00000009648
00000009661
00000009444
00000009403
00000009410
00000009663
00000009452
00000009222
00000009225
00000009251
00000009256
00000009272
00000009296
00000009299
00000009316
00000009328
00000009344
00000009358
00000009388
00000009397
00000009401
00000009449
00000009467
00000009624
00000009679
00000009752
00000009775
00000009777
00000009269
00000009371
00000009373
00000009375
00000009377
00000009383
00000009490
00000009721
00000009708
00000009530
00000009690
00000009627
00000009672
00000009768
00000009463
00000009619
00000009617
00000009760
00000009286
00000009308
00000009515
00000009729
00000009731
00000009733
00000009259
00000009320
00000009479
00000009385
00000009738
00000009746
00000009668

17.4.A11
17.4.A12
17.4.A13
17.4.A14
17.4.A15
17.4.A16
17.4.A18
17.4.A2
17.4.A25
17.4.A26
17.4.A27
17.4.A28
17.4.A29
17.4.A30
17.4.A31
17.4.A32
17.4.A33
17.4.A34
17.4.A35
17.4.A36
17.4.A37
17.4.A6
17.4.A7
17.4.A8
17.4.A9
17.40.A102
17.40.A103
17.40.A104
17.40.A105
17.40.A106
17.40.A107
17.40.A108
17.40.A109
17.40.A110
17.40.A111
17.40.A112
17.40.A113
17.40.A114
17.40.A115
17.40.A116
17.40.A118
17.40.A121
17.40.A122
17.40.A124
17.40.A125
17.40.A126
17.41.A68
17.41.A69
17.41.A70
17.41.A71
17.41.A72
17.41.A73
17.41.A74
17.41.A75
17.41.A76
17.41.A77
17.41.A78
17.41.A79
17.41.A81
17.41.A82
17.41.A84
17.41.A95
17.41.A96
17.42.A44
17.42.A46
17.42.A47
17.42.A48
17.42.A49
17.42.A50
17.42.A51
17.43.A56
17.43.A58
17.43.A59
17.43.A60
17.43.A62
17.43.A63
17.44.A29

AHanmu3bl

(KDL) OBec kynbTuBupoBaHHbIv (Avena sativa) IgE, G14
(KDL) OBcsaHHuua nyroeas (Festuca elatior) IgE, G4
(KDL) MNMonesuua (Agrostis alba) IgE, G9

(KDL) MweHunua (Triticum sativum) IgE, G15

(KDL) Poxb kynbTvBMpoBaHHas (Secale cereale) IgE, G12
(KDL) Nnesen mHoronetHun (Lolium perenne) IgE, G5
(KDL) TumodcbeeBka (Phleum pratense) IgE, G6

(KDL) ByxapHwuk wepctuctbin (Holcus lanatus) IgE, G13
(KDL) Ambpo3us obbikHoBeHHas (Ambrosia elatior) IgE, W1
(KDL) Kpanusa gBynomHas (Urtica dioica) IgE, W20
(KDL) Ambpo3sus cmeluaHHasa (Heterocera spp.) IgE, W209
(KDL) Ilebepna cepetowias (Atriplex canescens) IgE, W75
(KDL) Mapb 6enas (Chenofodium album) IgE, W10

(KDL) ®ukyc IgE, K81

(KDL) OgyBaHuuk (Taraxacum officinale) IgE, W8

(KDL) MogopoxHuk (Plantago lanceolata) IgE, W9

(KDL) MonbiHb ropbkas (Artemisia absinthum) IgE, W5
(KDL) MonbiHb 0bbikHOBEHHas (Artemisia vulgaris) IgE, W6
(KDL) MocTteHHnua nekapctBeHHas (P. officinalis) IgE, W19
(KDL) Pomauuka (HnBsiHuk) (Ch. leucanthenum) Igg, W7
(KDL) Ilebepa yeveBuueobpasHas (A. lentiformis) IgE, W15
(KDL) Konocok gywwuctbii (Anthoxantum odoratum) IgE, G1
(KDL) KocTpey 6e3ocTbit (Bromus inermis) IgE, G11
(KDL) Peinbua kykypy3Hble (Zea mays) IgE, G202

(KDL) JlncoxsocT nyrosowu (Alopecurus pratensis) IgE, G16
(KDL) A6pukoc IgE, F237

(KDL) Aokapo IgE, F96

(KDL) AnanHac IgE, F210

(KDL) AnenbcuH IgE, F33

(KDL) BaHaH IgE, F92

(KDL) BuHorpag IgE, F259

(KDL) Buwws IgE, F242

(KDL) I'penndpyT IgE, F209

(KDL) I'pywa IgE, F94

(KDL) ObiHs IgE, F87

(KDL) Unxup IgE, F402

(KDL) Kneu IgE, F84

(KDL) Kny6Huka IgE, F44

(KDL) Kokoc IgE, F36

(KDL) JlumoH IgE, F208

(KDL) Marro IgE, F91

(KDL) Mepcuk IgE, F95

(KDL) Cnuea IgE, F255

(KDL) Xypma IgE, F301

(KDL) Abnoko IgE, F49

(KDL) Aroapbl (4epHuka, ronybuka, 6pycHuka) IgE, F288

( ) BaknaxaH IgE, F262

(KDL) KanycTa 6pokkonu IgE, F260

(KDL) Kanycta 6ptoccenbckasn IgE, F217

(KDL) KanycTta ko4aHHas IgE, F216

(KDL) Kanycta ugetHas IgE, F291

(KDL) KapTodbens IgE, F35

(KDL) Mopkosb IgE, F31

(KDL) TeikBa IgE, F225

(KDL) Tomar IgE, F25

(KDL) Orypey IgE, F244

(KDL) Cnapxa IgE, F261

(KDL) MeTpywuka IgE, F86

(KDL) Cenbgepen IgE, F85

(KDL) WnuHar IgE, F214

(KDL) nyk IgE, F48

(KDL) Mepeu kpacHbIn (nanpuka) IgE, 218

(KDL) MNepeuy 3eneHbin IgE, F263

(KDL) YeueBuua IgE, F235

(KDL) Bobbl coeseble IgE, F14

(KDL) lNopoluek 3eneHbint Ige, F12

(KDL) HyT (Typeukun ropox) IgE, F309

(KDL) ®aconb 6enas IgE, F15

(KDL) ®aconb 3eneHas IgE, F315

(KDL) ®aconb kpacHas IgE, F287

(KDL) Apaxuc IgE, F13

(KDL) I'peukun opex IgE, F256

(KDL) MuHgans IgE, F20

(KDL) Kewsto IgE, F202

(KDL) ®ucTawkm IgE, F203

(KDL) ®yHayk IgE, F17

( ) CeuHuHa IgE, F26

Crpanuna 45

580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
660,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
660,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
660,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00



00000009304
00000009275
00000009355
00000009433
00000009283
00000009361
00000009699
00000009697
00000009485
00000009483
00000009694
00000009243
00000009367
00000009458
00000009664
00000009676
00000009714
00000009718
00000009741
00000009418
00000009422
00000009455
00000009476
00000009313
00000009723
00000009736
00000009471
00000009324
00000009431
00000009411
00000009364
00000009765
00000009337
00000009339
00000009685
00000009758
00000009293
00000009310
00000009353
00000009380
00000009439
00000009510
00000009621
00000009789
00000009349
00000009277
00000009517
00000009522
00000009390
00000009496
00000009498
00000009499
00000009501
00000009503
00000009505
00000009649
00000009656
00000009223
00000009226
00000009252
00000009257
00000009273
00000009297
00000009300
00000009317
00000009329
00000009345
00000009359
00000009389
00000009398
00000009402
00000009450
00000009468
00000009625
00000009680
00000009753
00000009776

17.44.A30
17.44 A31
17.44.A32
17.44.A33
17.45.A10
17.45.A11
17.45.A12
17.45.A13
17.45.A6
17.45.A7
17.45.A8
17.45.A9
17.46.A14
17.46.A15
17.46.A16
17.46.A17
17.46.A18
17.46.A19
17.46.A20
17.46.A21
17.46.A22
17.46.A23
17.46.A24
17.46.A25
17.46.A27
17.47.A123
17.47.A127
17.47.A34
17.47.A45
17.47.A53
17.47.A54
17.47.A55
17.47.A64
17.47.A65
17.47.A66
17.47.A83
17.47.A86
17.47.A87
17.47.A89
17.47.A90
17.47.A91
17.47.A94
17.47.A97
17.48.A1
17.48.A2
17.48.A3
17.48.A4
17.48.A5
17.49.A35
17.49.A36
17.49.A37
17.49.A38
17.49.A39
17.49.A40
17.49.A41
17.49.A42
17.49.A43
17.50.A102
17.50.A103
17.50.A104
17.50.A105
17.50.A106
17.50.A107
17.50.A108
17.50.A109
17.50.A110
17.50.A111
17.50.A112
17.50.A113
17.50.A114
17.50.A115
17.50.A116
17.50.A118
17.50.A121
17.50.A122
17.50.A124
17.50.A125

AHanmu3bl

(KDL) NoBsgmHa IgE, F27

(KDL) BapanuHa IgE, F88

(KDL) UHpenka IgE, F 284

(KDL) KypuHoe msco IgE, F83
(KDL) Beta-naktornobynuH IgE, F77
(KDL) KaseuH IgE, F78

(KDL) Cblip Tvina "Yeppep" IgE, F81
(KDL) Cbip Tvna "Moyng" IgE, F82
(KDL) Monoko koposbe IgE, F2
(KDL) Monoko kunsyeHoe IgE, F231
(KDL) CbiBopoTka Mono4Has IgE, F236
(KDL) Anbdba-naktoansbymuH IgE, F76
(KDL) Kambana IgE, F254

(KDL) Iococb IgE, F41

(KDL) CapavHa IgE, F61

(KDL) Ckymbpus IgE, F50

(KDL) Tpecka IgE, F3

(KDL) TyHey IgE, F40

(KDL) ®opensb IgE, F204

(KDL) Kpab IgE, F23

(KDL) KpeBeTku IgE, F24

(KDL) IlobcTep (omap) IgE, F80
(KDL) Mugus IgE, F37

(KDL) I'pebewok IgE, F338

(KDL) Yetpuubl IgE, F290

(KDL) ®unukn IgE, F289

(KDL) Macno nogconHeyHoe IgE, K84
(KDL) 'pnbbl (wamnuHboHbl) IgE, F212
(KDL) KyrxyT IgE, F10

(KDL) Kodpe IgE, F221

(KDL) Kakao IgE, F93

(KDL) Wokonap IgE, F105

(KDL) Opoxoku nekapckue IgE, F45
(KDL) Apoxokmn nueHble IgE, F403
(KDL) Conog IgE, F90

(KDL) YecHok IgE, F47

(KDL) Banunb IgE, F234

(KDL) lNopumua IgE, F89

(KDL) Umbwpsb IgE, F270

(KDL) Kappu (npunpasa) IgE, F281
(KDL) JlaBpoBbivi nucT IgE, F278
(KDL) Msra IgE, F405

(KDL) Mepeu 4epHbin IgE, F280
(KDL) Anuo kypuHoe IgE, F245
(KDL) XXenTok snyHbin IgE, F75
(KDL) Benok snyHbIn IgE, F1
(KDL) OBanbbymuH IgE, F232
(KDL) Oomykong IgE, F233

(KDL) KnewkoBuHa (rntotenH) IgE, F79
(KDL) Myka rpeyHeBas IgE, F11
(KDL) Myka kykypy3Has IgE, F8
(KDL) Myka oBcsaHas IgE, F7
(KDL) Myka nwenuyHas IgE, F4
(KDL) Myka pxaHas IgE, F5

(KDL) Myka sumeHHas IgE, F6
(KDL) MNpoco IgE, F55

(KDL) Puc IgE, F9

(KDL) Abpukoc IgG, F237

(KDL) Aokago IgG, F96

(KDL) AnaHac IgG, F210

(KDL) AnenbcuH IgG, F33

(KDL) BaHaH IgG, F92

(KDL) BuHorpag IgG, F259

(KDL) Buwhs 1gG, F242

(KDL) I'perincpyT IgG, F209

(KDL) I'pywa IgG, F94

(KDL) OpbiHsa 1gG, F87

(KDL) Unxwup IgG, F402

(KDL) Kusu 1gG, F84

(KDL) KnybHuka 1gG, F44

(KDL) Kokoc IgG, F36

(KDL) JlumoH IgG, F208

(KDL) MaHro IgG, F91

(KDL) Mepcuk IgG, F95

(KDL) CnuBa IgG, F255

(KDL) Xypma IgG, F301

(KDL) A6noko IgG, F49

Crpanuna 46

580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00



AHanmu3bl

00000009778 17.50.A126 (KDL) Aroabl (4epHuka, ronybuka, bpycHuka) IgG, F288 660,00
00000009270 17.51.A68 (KDL) baknaxaH IgG, F262 580,00
00000009372 17.51.A69 (KDL) KanycTa 6pokkonu IgG, F260 580,00
00000009374 17.51.A70 (KDL) KanycTa 6ptoccenbckas IgG, F217 580,00
00000009376 17.51.A71 (KDL) Kanycta ko4aHHas IgG, F216 580,00
00000009378 17.51.A72 (KDL) Kanycta ueTtHas IgG, F291 580,00
00000009384 17.51.A73 (KDL) Kaptodbens IgG, F35 580,00
00000009491 17.51.A74 (KDL) Mopkosb IgG, F31 580,00
00000009722 17.51.A75 (KDL) TbikBa IgG, F225 580,00
00000009709 17.51.A76 (KDL) Tomar IgG,F25 580,00
00000009531 17.51.A77 (KDL) Orypeu IgG, F244 580,00
00000009691 17.51.A78 (KDL) Cnapxa IgG, F261 580,00
00000009628 17.51.A79 (KDL) MeTpywika IgG, F86 580,00
00000009673 17.51.A81 (KDL) Cenbpepen IgG, F85 660,00
00000009769 17.51.A82 (KDL) WnuHat IgG, F214 580,00
00000009759 17.51.A83 (KDL) YecHok IgG, F47 660,00
00000009464 17.51.A84 (KDL) Inyk 1gG, F48 580,00
00000009620 17.51.A95 (KDL) Mepevy kpacHbii (nanpuka) IgG, 218 580,00
00000009618 17.51.A96 (KDL) Mepew 3enensbiit IgG, F263 580,00
00000009761 17.52.A44 (KDL) YeueBuua IgG, F235 580,00
00000009287 17.52.A46 (KDL) Bobbl coesble IgG, F14 580,00
00000009309 17.52.A47 (KDL) lNopotuek 3eneHbi IgG, F12 580,00
00000009516 17.52.A48 (KDL) HyT (Typeukwuii ropox) IgG, F309 580,00
00000009730 17.52.A49 (KDL) ®aconb 6enas IgG, F15 580,00
00000009732 17.52.A50 (KDL) ®aconb 3eneHas IgG, F315 580,00
00000009734 17.52.A51 (KDL) ®aconb kpacHas IgG, F287 580,00
00000009260 17.53.A56 (KDL) Apaxuc IgG, F13 580,00
00000009321 17.53.A58 (KDL) 'peukuin opex IgG, F256 580,00
00000009480 17.53.A59 (KDL) MuHpans IgG, F20 580,00
00000009386 17.53.A60 (KDL) Kewsto 1gG, F202 580,00
00000009739 17.53.A62 (KDL) ®ucTawku IgG, F203 580,00
00000009747 17.53.A63 (KDL) ®yHayk IgG, F17 580,00
00000009669 17.54.A29 (KDL) CeuHuHa IgG, F26 580,00
00000009305 17.54.A30 (KDL) loBsiauHa 1gG, F27 580,00
00000009276 17.54 . A31 (KDL) BapanuHa IgG, F88 580,00
00000009356 17.54.A32 (KDL) Unpevika IgG, F 284 580,00
00000009434 17.54.A33 (KDL) KypuHoe msico IgG, F83 580,00
00000009284 17.55.A10 (KDL) Beta-naktornobynuH IgG, F77 580,00
00000009362 17.55.A11 (KDL) KaseuH IgG, F78 580,00
00000009700 17.55.A12 (KDL) Cbip Tvna "Yepaep" 1gG, F81 580,00
00000009698 17.55.A13 (KDL) Cbip Tvna "Moyng" IgG, F82 580,00
00000009486 17.55.A6 (KDL) Monoko koposbe IgG, F2 580,00
00000009484 17.55.A7 (KDL) Monoko kunsiueHoe IgG, F231 580,00
00000009695 17.55.A8 (KDL) CbiBopoTka monoyHas IgG, F236 580,00
00000009244 17.55.A9 (KDL) Anbda-naktoansbymuH IgG, F76 580,00
00000009368 17.56.A14 (KDL) Kambana IgG, F254 580,00
00000009459 17.56.A15 (KDL) Jlocochb IgG, F41 580,00
00000009665 17.56.A16 (KDL) CapauHa IgG, F61 580,00
00000009677 17.56.A17 (KDL) Ckymbpusi IgG, F50 580,00
00000009715 17.56.A18 (KDL) Tpecka IgG, F3 580,00
00000009719 17.56.A19 (KDL) TyHeu IgG, F40 580,00
00000009742 17.56.A20 (KDL) ®opensb IgG, F204 580,00
00000009419 17.56.A21 (KDL) Kpab IgG, F23 580,00
00000009423 17.56.A22 (KDL) KpeBeTku IgG, F24 580,00
00000009456 17.56.A23 (KDL) Ilobctep (omap) IgG, F80 580,00
00000009477 17.56.A24 (KDL) Mugus IgG, F37 580,00
00000009314 17.56.A25 (KDL) I'pebeLok IgG, F338 580,00
00000009724 17.56.A27 (KDL) Yctpuupbl IgG, F290 580,00
00000009737 17.57.A123 (KDL) ®uHuku IgG, F289 580,00
00000009472 17.57.A127 (KDL) Macno noaconHeuyHoe IgG, K84 580,00
00000009325 17.57.A34 (KDL) NpnbbIl (wamnuHboHbl) IgG, F212 580,00
00000009432 17.57.A45 (KDL) KyrxyT IgG, F10 580,00
00000009412 17.57.A53 (KDL) Kodpe IgG, F221 580,00
00000009365 17.57.A54 (KDL) Kakao IgG, F93 580,00
00000009766 17.57.A55 (KDL) Wokonag IgG, F105 580,00
00000009338 17.57.A64 (KDL) Opoxoku nekapckue 1gG, F45 580,00
00000009340 17.57.A65 (KDL) Opoxokun nueHble 1gG, F403 580,00
00000009686 17.57.A66 (KDL) Conog IgG, F90 580,00
00000009294 17.57.A86 (KDL) Banunb IgG, F234 580,00
00000009311 17.57.A87 (KDL) lNopuuua IgG, F89 580,00
00000009354 17.57.A89 (KDL) Umbupsb IgG, F270 580,00
00000009381 17.57.A90 (KDL) Kappw (npunpasa) IgG, F281 580,00
00000009440 17.57.A91 (KDL) NaBposhbivi nuct IgG, F278 580,00
00000009511 17.57.A94 (KDL) Msita IgG, F405 580,00
00000009622 17.57.A97 (KDL) Mepew 4epHbin IgG, F280 580,00
00000009790 17.58.A1 (KDL) Anuo kypuHoe IgG, F245 580,00
00000009350 17.58.A2 (KDL) >KenTtok sanuHbin IgG, F75 580,00

Crpanuna 47



00000009278
00000009518
00000009523
00000009391
00000009497
00000010795
00000009500
00000009502
00000009504
00000009506
00000009650
00000009657
00000009255
00000009396
00000009448
00000009774
00000009221
00000009224
00000009250
00000009266
00000009271
00000009295
00000009298
00000009315
00000009327
00000009343
00000009387
00000009465
00000009466
00000009469
00000009623
00000009681
00000009382
00000009489
00000009710
00000009720
00000010803
00000009268
00000009288
00000009370
00000009462
00000009529
00000009612
00000009626
00000009666
00000009671
00000009767
00000009689
00000009307
00000009728
00000009258
00000009319
00000009478
00000009745
00000009303
00000009357
00000009437
00000009667
00000009274
00000009509
00000009400
00000009481
00000009482
00000009696
00000009701
00000009421
00000009457
00000009713
00000009740
00000009366
00000009417
00000009675
00000009717
00000009336
00000009363
00000009413
00000009292

17.58.A3
17.58.A4
17.58.A5
17.59.A35
17.59.A36
17.59.A37
17.59.A38
17.59.A39
17.59.A40
17.59.A41
17.59.A42
17.59.A43
17.60.A136
17.60.A143
17.60.A146
17.60.A160
17.60.A161
17.60.A162
17.60.A163
17.60.A164
17.60.A165
17.60.A166
17.60.A167
17.60.A168
17.60.A169
17.60.A170
17.60.A172
17.60.A173
17.60.A174
17.60.A175
17.60.A176
17.60.A177
17.61.A142
17.61.A150
17.61.A155
17.61.A157
17.61.A159
17.61.A160
17.61.A161
17.61.A162
17.61.A163
17.61.A164
17.61.A165
17.61.A166
17.61.A167
17.61.A168
17.61.A169
17.62.A133
17.62.A134
17.62.A135
17.63.A128
17.63.A129
17.63.A130
17.63.A131
17.64.A137
17.64.A140
17.64.A145
17.64.A154
17.64.A155
17.64.A156
17.65.A130
17.65.A131
17.65.A149
17.65.A150
17.65.A151
17.66.A1
17.66.A147
17.66.A156
17.66.A158
17.66.A159
17.66.A160
17.66.A161
17.66.A162
17.67.A139
17.67.A141
17.67.A144
17.67.A149

AHanmu3bl

KDL) benok snyHein IgG, F1

KDL) OBanbbymuH IgG, F232

KDL) Osomykoug 1gG, F233

KDL) KnewikoBuHa (rntoteH) IgG, F79
KDL) Myka rpeuHeBas 1gG, F11

KDL) Myka kykypy3Has IgG, F8

KDL) Myka oBcsiHas 1gG, F7

KDL) Myka nweHunyHas IgG, F4

KDL) Myka pxaHas 1gG, F5

KDL) Myka stumeHHas IgG, F6

KDL) Mpoco IgG, F55

KDL) Puc IgG, F9

KDL) AnenbcuH IgE (ImmunoCAP), £33
KDL) Kny6Huka IgE (ImmunoCAP), f44
KDL) JlumoH IgE (ImmunoCAP), f208
KDL) A6noko IgE (ImmunoCAP), f49
KDL) Abpukoc IgE (ImmunoCAP), 237
KDL) Asokago IgE (ImmunoCAP), f96
KDL) AHaHac IgE (ImmunoCAP), 210
KDL) Apb6ys IgE (ImmunoCAP), 329
KDL) baHaH IgE (ImmunoCAP), f92
KDL) BuHorpag IgE (ImmunoCAP), 259
KDL) BuwHs IgE (ImmunoCAP), f242
KDL) N'penncpyT IgE (ImmunoCAP), f209
KDL) Mpywa IgE (ImmunoCAP), f94
KDL) AbiHst IgE (ImmunoCAP), f87
KDL) Kueu IgE (ImmunoCAP), f84
KDL) ManuHa IgE (ImmunoCAP), f343
KDL) MaHro IgE (ImmunoCAP), f91
KDL) MangapvH IgE (ImmunoCAP), £302
KDL) MNepcuk IgE (ImmunoCAP), f95

KDL) CmopogauHa kpacHas IgE (ImmunoCAP), £322

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL)

(KDL) KapTodens IgE (ImmunoCAP), f35
(KDL) Mopkosb IgE (ImmunoCAP), £31
(KDL) Tomarsl IgE (ImmunoCAP), f25
(KDL) Twika IgE (ImmunoCAP), 225
(KDL) LiBeTHas kanycTa IgE (ImmunoCAP), 291
(KDL) BaknaxaH IgE (ImmunoCAP), {262

(KDL) Bpokkonu IgE (ImmunoCAP), f260
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)

KDL) KanycTa 6enokovanHas IgE (ImmunoCAP), 216

KDL) Jlyk IgE (ImmunoCAP), f48
KDL) Orypev IgE (ImmunoCAP), f244

KDL) Manpwuka, cnagkuin neped IgE (ImmunoCAP), 218

KDL) Metpywka IgE (ImmunoCAP), 86

KDL) CaxapHas cekna IgE (ImmunoCAP), 227
KDL) Cenbpaepewi IgE (ImmunoCAP), {85

KDL) WnuHat IgE (ImmunoCAP), f214

KDL) Cos IgE (ImmunoCAP), f14

KDL) Nopox IgE (ImmunoCAP), f12

KDL) ®aconb 6enas (benble 606bI1) IgE (IMmunoCAP), f15

KDL) Apaxuc IgE (ImmunoCAP), 13

KDL) Npeuknit opex IgE (ImmunoCAP), 256
KDL) Mungans IgE (ImmunoCAP), f20

KDL) ®yHayk IgE (ImmunoCAP), f17

KDL) lNoBsiguHa IgE (ImmunoCAP), f27

KDL) UHgevika, msico IgE (ImmunoCAP), {284
KDL) Kypuua, msico IgE (ImmunoCAP), f83
KDL) CBuHuHa IgE (ImmunoCAP), f26

KDL) bapaHuHa IgE (ImmunoCAP), f88

KDL) Msico kponuka IgE (ImmunoCAP), f213
KDL) Kosbe mornoko IgE (ImmunoCAP), f300
KDL) Moroko IgE (ImmunoCAP), f2

KDL) Moroko kunsiyeHoe IgE (ImmunoCAP), 231
KDL) Cebip ¢ nneceHbto IgE (ImmunoCAP), {82
KDL) Cbip Yepaep IgE (ImmunoCAP), f81
KDL) KpeseTka IgE (ImmunoCAP), f24

KDL) Nococbk IgE (ImmunoCAP), f41

KDL) Tpecka IgE (ImmunoCAP), f3

KDL) ®openb IgE (ImmunoCAP), 204

KDL) Kanbmap IgE (ImmunoCAP), 258

KDL) Kpab IgE (ImmunoCAP), f23

KDL) CuHsis mugms IgE (ImmunoCAP), f37
KDL) TyHeu IgE (ImmunoCAP), f40

KDL) Opoxoku nekapckue IgE (ImmunoCAP), f45
KDL) Kakao IgE (ImmunoCAP), f93

KDL) Kodpe, 3epHa IgE (ImmunoCAP), f221
KDL) Banunb IgE (ImmunoCAP), 1234

Crpanuna 48

580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
580,00
880,00
880,00
880,00
880,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
880,00
880,00
880,00
880,00
880,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1.320,00
1320,00
880,00
1320,00
1320,00
880,00
1320,00
1320,00
1.320,00
880,00
880,00
880,00
880,00
1320,00
1320,00
880,00
880,00
880,00
1320,00
1320,00
1320,00
880,00
880,00
880,00
1320,00
1.320,00
1320,00
1320,00
880,00
880,00
880,00
1320,00



00000009323
00000009430
00000009674
00000009756
00000009757
00000009348
00000009408
00000009786
00000009787
00000009788
00000009638
00000009302
00000009653
00000009322
00000009521
00000009655
00000009658
00000009429
00000009651
00000009792
00000009334
00000009654
00000009393
00000013487
00000009220
00000009630
00000009632
00000009634
00000009692
00000009693
00000009743
00000009441
00000009613
00000009615
00000009749
00000009253
00000009267
00000015742
00000009394
00000009395
00000009326
00000013488
00000009633
00000009631

00000009229

00000009230

00000009231

00000009232
00000009793
00000009794
00000009828
00000009822
00000009823
00000009799
00000009802
00000009858
00000009817
00000009807
00000009824
00000009826
00000009854
00000009798
00000009795
00000009839
00000009821
00000009835
00000009834
00000009803

00000009842
00000009832
00000010804
00000009837

17.67.A150
17.67.A151
17.67.A152
17.67.A153
17.67.A154
17.67.A155
17.68.A1
17.68.A134
17.68.A161
17.68.A162
17.69.A1
17.69.A129
17.69.A135
17.69.A138
17.69.A151
17.69.A152
17.69.A153
17.69.A154
17.69.A155
17.69.A156
17.7.A1
17.7.A6
17.70.A2
17.70.A5
17.71.A1
17.71.A2
17.71.A3
17.71.A4
17.71.A5
17.71.A6
17.73.A1
17.73.A2
17.74.A13
17.74.A14
17.74.A18
17.76.A1
17.76.A2
17.78.A1
17.8.A1
17.8.A2
17.9.A1
17.9.A2
17.9.A3
17.9.A4

50.0.H193

50.0.H194

50.0.H195

50.0.H196

4.1.A1.201
4.1.A10.201
4.1.A11.201
4.1.A12.201
4.1.A14.201
4.1.A2.201
4.1.A3.201
4.1.A4.201
4.1.A5.201
4.1.A6.201
4.1.A7.201
4.1.A8.201
4.1.A9.201
4.2.A1.201
4.2.A2.201
4.2.A3.201
4.2.A4.201
4.2.A5.201
4.2.D01.201

4.2.02
4.3.A1.201
4.3.A10.201
4.3.A11.202

AHanmu3bl

(KDL) 'pnbbl (wamnuHboHbl) IgE (ImmunoCAP), 212

(KDL) Kyr>xyT IgE (ImmunoCAP), f10
(KDL) CemeHa maka IgE (ImmunoCAP), 224

(KDL) Yan IgE (ImmunoCAP), f222
(KDL) YecHok IgE (ImmunoCAP), f47
(KDL) >KenaTuH kopoBui (nuwieBasi fobaska E441) IgE (ImmunoCAP), c74
(KDL) KonanbbymuH siiua nGal d3
(KDL) AunyHbIi 6enok IgE (ImmunoCAP), f1

(KDL) AnyHbvi xxenTok IgE (ImmunoCAP), f75

(KDL) Anuo IgE (ImmunoCAP), f245
(KDL) MoaconHeunuk IgE (ImmunoCAP), w204

(KDL) I'mtoteH (knenkosuHa) IgE (ImmunoCAP), f79

(KDL) Mwenunua IgE (ImmunoCAP), f4
(KDL) I'peumnxa, rpeunyHas myka IgE (ImmunoCAP), f11

(KDL) OBec, oBcsiHas myka IgE (ImmunoCAP), f7

(KDL) Puc IgE (ImmunoCAP), f9
(KDL) Poxb IgE (ImmunoCAP), pxxanas myka, f5

(KDL) Kykypy3sa IgE (ImmunoCAP), f8
(KDL) MNMpoco nocesHoe (nweHo) IgE (ImmunoCAP), 55

(KDL) Aumenb IgE (ImmunoCAP), {6
(KDL) OomawHss neinb Tun (Greer) IgE, h1

(KDL) Mbinb nweHnyHomn myku IgE, K301

(KDL) Knew gomawwHen nbinu D. pteronyssinus IgE (ImmunoCAP), d1
(KDL) Knew, pomawwHen neinm D.farinae IgE (ImmunoCAP), d2
(KDL) Alternaria alternata, anneprokomnoreHT IgE (ImmunoCAP), m229 rAlt a1
(KDL) MNnecHesbin rpub (Alternaria alternata) IgE (ImmunoCAP), m6

(KDL) Mnecresbin rpub (Aspergillus fumigatus) IgE (ImmunoCAP), m3
(KDL) MNnecHesbin rpub (Candida albicans) IgE (ImmunoCAP), m5

(KDL) CtadpunnokokkoBbl aHTepoTokcuH B IgE (ImmunoCAP), m81

(KDL) CtadpunokokkoBbli aHTepoTokcuH A IgE (ImmunoCAP), m80

(KDL) ®opmanbgerng (dopmanuH), k80

(KDL) IlaTekc IgE (ImmunoCAP), k82

(KDL) NMexnnuunnuH G IgE (ImmunoCAP), c1

(KDL) Menvumnnun V IgE (ImmunoCAP), c2

(KDL) XnoprekcuaunH IgE (ImmunoCAP), c8

(KDL) Anuzakuga IgE (ImmunoCAP), p4

(KDL) Ackapuga IgE (ImmunoCAP), p1

(KDL) Ambpo3us, anneprokomnoHeHT IgG4 (ImmunoCAP), w230 nAmb a1
(KDL) Knew-gepmatodar myyHoii (D. farinae) IgE, D2

(KDL) Knew-gepmaTtodar nepuHHbin (D.pteronyssinus) IgE, D1

(KDL) 'pnbbl poga kaHavaa (Candida albicans) IgE, M5

(KDL) NnecHesbin rpub (Chaetomium globosum) IgE, M208

(KDL) MNnecresbin rpub (Aspergillus fumigatus) IgE, M3

(KDL) MNnecHesbin rpub (Alternaria tenuis) IgE, M6

(

KDL) Anneprokomnnekc «[uwesas anneprusa» IgE (ImmunoCAP) (AnyHbin 6enok 1,

Monoko 2, Tpecka f3, Muwennua f4, Apaxuc f13, Cos f14, dyHayk f17, Kpese
IgE (ImmunoCAP) (Bepesa anneprokomnoHeHT, t215 rBet v1 PR-10, Bepesa
anneprokom
(ImmunoCAP) (TumodeeBka nyroeas anneprokomnoHeHT, g213 rPhl p1, rPhl p5b,
Tumod
(KDL) Anneprokomnnekc «[porHo3 acpdpektnHocT ACUT: CopHble Tpasbi» IgE
(ImmunoCAP)

BUOXUMUA KPOBU

(KDL) AnaHnHamuHoTpaHcdepasa (AJ1T)

(KDL) Jlunasa

(KDL) KpeaTtuHknHasa (KOK)

(KDL) KpeaTtunHknHasa-MB

(KDL) AMnnasa naHkpeaTuyeckas

(KDL) AcnapTtaTammnHoTpaHcdepasa (ACT)

(KDL) WenoyHas docdaTtasa

(KDL) Kucnas cdocdaTasa

(KDL) Mamma-rnytamuntpaHcdepasa (TT)

(KDL) JlaktaTtoerngporenasa (11400)

(KDL) 11Ar" 1,2 dopakumn (anbda-HBDH)

(KDL) XonuHacTepasa

(KDL) Anbdba-amunnasa

(KDL) AnbbymuH

(KDL) O6wwuin 6enok

(KDL) KpeatuHuH

(KDL) MoueBuHa

(KDL) MoueBas kucnota

(KDL) BenkoBble dpakumm (BkoyaeT onpeaeneHve obero 6enka n anbbymmHa)
)

(KDL) CkopocTb knyboudkosow dunbTpaumm (CKD-EPI - B3pocnbie/cpopmyna LBapua -

AeTu; BKM0YaeT onpeaeneHne kpeaTuHuHa)
(KDL) MuornobuH

(KDL) AHTucTtpenTtonusunH-O (ACJ1O)

(KDL) Hatpuitypetuyeckuii nentng B (BNP)
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1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
880,00
880,00
880,00
1320,00
880,00
880,00
880,00
880,00
880,00
880,00
1320,00
1320,00
1320,00
580,00
580,00
880,00
880,00
4 950,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
1320,00
5 000,00
580,00
580,00
580,00
580,00
580,00
580,00

10 620,00
6 600,00
6 600,00

12 100,00

200,00
280,00
220,00
440,00
330,00
200,00
200,00
250,00
200,00
200,00
280,00
200,00
220,00
220,00
220,00
220,00
200,00
200,00
400,00

330,00
880,00
400,00
3 520,00



00000014991
00000009797
00000009857
00000009845
00000014992
00000010805
00000009796
00000009818
00000009855
00000014993
00000014994
00000009809
00000009848
00000009833
00000009808
00000009810
00000009811
00000009844
00000009812
00000009814
00000009853
00000009849
00000009850
00000009800
00000009801
00000009829
00000009841

00000009851

00000009819

00000009852
00000009805
00000009806
00000009804
00000009816
00000009815
00000009830
00000009847
00000009856
00000009831
00000009836
00000009813
00000009825
00000009843
00000009846

00000009838

00000009820
00000009840
00000009859
00000009827
00000009860
00000009861
00000009862
00000009865
00000009877
00000009863
00000009871
00000009867
00000009879

00000009878
00000009868
00000009864
00000009876
00000009872
00000009874
00000009873
00000009866
00000009880
00000009870
00000009875
00000009869
00000015183

4.3.A12.201
4.3.A15.201
4.3.A17.201
4.3.A18.201
4.3.A2.201
4.3.A3.201
4.3.A5.201
4.3.A6.201
4.3.A7.201
4.3.A8.201
4.3.A9.201
4.4.A1.205
4.4.A2.201
4.4.A3.201
4.4.D1.202
4.4.D2.205
4.4.D3.205
4.5.A1.201
4.5.A10.201
4.5.A12.201
4.5.A2.201
4.5.A3.201
4.5.A4.201
4.5.A6.201
4.5.A7.201
4.5.A8.201
4.5.A9.201

4.5.02.201

4.5.03

4.5.D4

4.6.A1.201
4.6.A2.201
4.6.D01.201
4.7.A3.201
4.7.A4.204
4.7.A5.201
4.7.A6.201
4.7.A7.201
4.7.A8.201
4.7.D01.201
4.8.A1.201
4.8.A2.201
4.8.A3.201
4.8.A4.201

4.8.D1.201

4.8.03.201
7.5.A6.201
7.7.A3.201
7.7.A5.201

5.0.A1.401
5.0.A14.401
5.0.A15.401
5.0.A20.403
5.0.A7.401
5.0.D1.401
5.0.D1.402
5.0.D1.406

5.0.010.401
5.0.D011.401
5.0.012.402
5.0.D13.402
5.0.D14.402
5.0.D15.402
5.0.D16.402
5.0.D17.403
5.0.018.403
5.0.019.403
5.0.D2.403
5.0.D5.401
5.1.A35

AHanmu3bl

(KDL) TponoHuH |

(KDL) Anbdha-2 makpornobynuH
(KDL) Luctatun C

(KDL) Tpuntasa

(KDL) C-peakTtuBHbI Henok

(KDL) ManTtornobuH

(KDL) Anbdba- 1-aHTUTpUNCuH
(KDL) Kncnbi anbda-1-rnvkonpotenH (oposomykona)
(KDL) Liepynonna3amuH

(KDL) 3031MHOUNbHBIN KaTMOHHBIM 6ernok (ECP)
(KDL) PeBmatonaHbiv dhaktop (PD)
(KDL) mtokosa

(KDL) ®pykTo3amMuH

(KDL) Monou4Hast kucrnoTa (nakrar)
(KDL) MukupoBaHHbI reMornobuH Alc

(KDL) 'mtoko3sa nocne Harpysku (1 yac cnycTs)

(KDL) 'mtoko3a nocne Harpysku (2 yaca cnycrsi)

(KDL) Tpurnuuepuabl

(KDL) MNomouumcTeunH

(KDL) >KenyHble kucnothbl

(KDL) XonecTtepuH o6Luuii

(KDL) XonectepuH nunonpoTtenaos Bbicokou nnotHocTu (JIMBIM, HDL)

(KDL) XonectepuH nunonpotenaos Hu3kon nnotHoctu (JIMHI, LDL)

(KDL) AnonunonpotenH A1

(KDL) AnonunonpoTeunH B

(KDL) JlnnonpoTeuH (a)

( ) C-peakTuBHbIVi 6EMOoK ynbTpayyBCTBUTENbHbIV

(KDL) XonecTtepvH nMnonpoTenaos o4eHb Hu3kon nnotHoctu (JITIOHI), (Bknovas
onpepenenve 4.5.A1.201 TpurnuuepunaoB)

(KDL) KoadhdumumeHT ateporeHHoCTH (BKtoYaeT onpederneHune obLuero xonectepuHa
v NrBIT)

(KDL) XonectepuH He-JMBIM (non-HDL, BkntovaeT onpeaeneHve obuiero
xonectepuxa v JINBIM)

(KDL) Bunupy6uH obwuii

(KDL) Bunupy6uH npsimon

(KDL) BunupybuH Henpsimon (BkitovaeT onpeaerneHve obLiero u npsimoro

(KDL) Kanbuuii obLmn

(KDL) Kanbuuii MOHN3VPOBaHHbIV

( ) Maruni

(KDL) ®ocdop HeopraHnyeckmi

(KDL) LinHk

(KDL) Megb

(KDL) Hatpuia, kanuin, xnop (Na/K/Cl)

(KDL) >Keneso

(KDL) JlaTeHTHas >xene3ocBa3blBaloLLast CnocobHOCTb CbiBOpoTku (JXKCC)

(KDL) TpaHcdeppuH

( ) PeppuTuH

(KDL) ObLuas xxene3ocBsa3biBatoLLas CnocobHOCTb CbIBOPOTKY (BKHOYaeT
onpeaeneHune xenesa, NaTEeHTHYIO Xerne3ocBs3bIBaloLLYI0 COCOOHOCTL ChIBOPOTKM)
(KDL) KoadhduumeHT HacbiLeHWs TpaHcdheppuHa xXerne3om (BKIoYaeT onpeaeneHve
xenesa u JDKCC)

(KDL) Octa3sa

(KDL) 3puTponoaTuH

(KDL) IlentuH

BMOXUMUA MOYMN

(KDL) Anbdha-ammnnasa moum (gnacrasa)

(KDL) BeTa-2-mMukpornobynmH moun

(KDL) OesokcunupuamHonuH (DPD) moun

(KDL) OkcanaTbl B MoYe

(KDL) 'mtoko3a B pa3oBov nopLyuy Moy

(KDL) MukpoansbymMunH B pa3oBoi NopLmu Mo4u

(KDL) KpeaTuHuH moun

(KDL) Npoba Pebepra

(KDL) OnpegerneHue XMMnyeckoro coctaBa Mo4eBoro KoHkpemeHTa (MK-
CnekTpomeTpuns)

(KDL) JInToc komMnneKkcHbIN (BKIoYas OLEHKY CTerneHn kamHeobpa3oBaH1S)
(KDL) 'mtoko3a cyTo4HOM Moy
(KDL) O6wwumin 6enok mo4u
(KDL) MukpoansbyMuH mMoum (CyTo4Has nopumsi)
(KDL) MoyeBuHa mouun

(KDL) MoueBas kucrnota Mo4u
(KDL) Kanbuuii o6Lwumin mouu
(KDL) ®ocop HeopraHN4Yeckuin Moum

(KDL) MarHuin moumn

(KDL) Hatpun, kanui, xnop moumn (Na/K/Cl)

(KDL) Jlntoc-TecT (OueHka cTeneHn kaMmHeobpasoBaHus, [nioko3a, benok, pH)
(KDL) OpraHuyeckue kncnotbl B Moye (60 nokasatenen)

Crpanuna 50

1 100,00
660,00
3 850,00
4 400,00
390,00
770,00
770,00
770,00
770,00
1850,00
330,00
180,00
610,00
610,00
720,00
220,00
220,00
200,00
1620,00
3 520,00
200,00
280,00
280,00
660,00
610,00
610,00
440,00

550,00
440,00

440,00
200,00
200,00
330,00
200,00
390,00
200,00
200,00
500,00
500,00
390,00
200,00
220,00
440,00
660,00

440,00

660,00
880,00
990,00
770,00

270,00
880,00
1650,00
1600,00
170,00
440,00
220,00
330,00

4 400,00
3 030,00
280,00
220,00
330,00
220,00
330,00
330,00
330,00
330,00
330,00

2 750,00
13 750,00



00000009881
00000015212
00000009882
00000009885
00000009884

00000009899
00000009888
00000009894
00000009893
00000009892
00000009891
00000009889
00000009886
00000009890
00000015213
00000009895
00000009883
00000009887

00000009901

00000009902

00000009900
00000009897
00000009896
00000009898
00000009215
00000014981
00000014982
00000014983
00000014985

00000014984
00000014986

00000014987
00000014989

00000014988
00000009216
00000014990
00000009903
00000009915
00000009913
00000009908
00000009914
00000009905
00000009904
00000009906
00000009907
00000009911
00000009910
00000009912
00000009916
00000009940

00000009931
00000009922

00000009946

00000010002
00000009941

00000009939

00000009933

00000009955

00000009928

00000009932

AHanmu3bl
BUTAMWHbI, >XUPHBIE KUCNOTHI

23.1.A19 (KDL) CeneH B kpoBwu, cnektpomeTpus (Se)
23.4.A14 (KDL) 1,25-OH Butamun D3(1,25-gurnapokcunxonekansumndeport)
23.4.A15 (KDL) 25-ruppokcuaprokansumdepon sutamvH D2
23.4.A16 (KDL) 25-ruppokcuxonekansumdepon sutamvH D3
(KDL) KoMnnekcHbIi aHanva kpoBu Ha BUuTamuHbl rpynnsl D (25-OH D2/ 25-OH D3/
23.4.D3 1,25-OH D3/ 24,25-OH D3)
4.9.A1.201 (KDL) ButamuH A (petuHon)
4.9.A10.201 (KDL) ButamuH K (pnnnoxmHoH)
4.9.A12 (KDL) ButamuH B3 (HnaumH)
4.9.A13 (KDL) Butamu+ B2 (pnbocnasuH)
4.9.A2.202 (KDL) Butamun B1 (TvammH-nupodocdar)
4.9.A3.202 (KDL) ButamuH B 5 (naHTOoTEHOBas kncnota)
4.9.A4.202 (KDL) ButamuH B6 (nupuaokcanb-5-cpocdat)
4.9.A5.201 (KDL) ButamuH B 9 (cbonuesas kucnora)
4.9.A6.201 (KDL) ButamuH B 12 (umaHokobanamuH)
4.9.A7.204 (KDL) Butamun C (ackopbuHoBsas kucrota)
4.9.A8.201 (KDL) 25-OH ButamuH D, cymmapHbiv (kanbuudepon), XA
4.9.A9.201 (KDL) ButamuH E (anbda-Tokodepon) B Kposu

(KDL) MonuHeHacblIweHHbIe xupHble knucnotbl (XKK) cemenctsa Omera-3:
pokosarekcaeHoBas (DHA), ankosaneHTaeHoBas (EPA) - B LenbHol Kposu

4.9.D01.900 (MeMbBpaHHbIN, NMnonpoT
(KDL) MonnHeHacoILweHHbIe xupHble kucnoTel (XKK) cemerictea Omera-6: nuHonesast
4.9.D2.202 (LA), ramma-nuHoneHosas (GLA), apaxugoHoBasi (AA) KUCMOTbI - B LIeNIbHOW KPOBY (M
(KDL) Onpegenexne Omera-3 nHaekca (oueHKka prcka BHe3anHow cepaeyHon cmepTu,
4.9.D3 MHapKTa MMokapaa v Apyrux cepae4Ho-cocyancTbix 3aboneBaHnin)
4.9.H1.201 (KDL) >KupopactsopumMble ButamuHel (A, D, E, K)
4.9.H2.900 (KDL) BogopacTtBopumble BuTamuHbl (B1, B5, B6, B9, B12, C)
4.9.H3.900 (KDL) KomnnekcHblin aHanu3 kpoBu Ha BuTamuHbl (A, D, E, K, C, B1, B5, B6, B9, B12)
FEMATOJTIOMMNA
1.0.A1.202 (KDL) COQ (BeHO3Has KpoBb)
1.0.D1.202 (KDL) KnuHunyeckun aHanuns kpoBu 6e3 nenkoumtapHon popmyribl (BEHO3HAs KPOBb)
1.0.D2.202 (KDL) KnuHunyeckmin aHanunsa kpoBw ¢ nemkoumTtapHon dopmynon (5DIFF) (BeHo3Has
1.0.D3.202 (KDL) PeTukynoumnTbl (BeHO3Has KPOBb)
(KDL) Knunnyeckun aHanuns kposu (5 DIFF) ¢ nogcyeTom nenkoumTapHoi chopmynbl
1.0.D6 Bpadom KJ1[ (BeHO3Hasi KpOoBb)
1.2.D1 (KDL) KnuHunyeckmin aHanusa kpoBu 6e3 nemkoumTapHo popMynbl (KanunnsipHas
(KDL) KnuHunyeckuin aHanunsa KpoBu ¢ nemnkoumTapHoi dopmynon (5DIFF)
1.2.D2 (kanunnspHas KpoBb)
1.2.D03 (KDL) PeTtukynoumTbl (kanunnspHas KpoBb)
(KDL) KnuHuyeckuin aHanus kposu (5 DIFF) ¢ nogcyetom nenkountapHom opmMyribl
1.2.D4 Bpayom KJ1[] (kanunspHas kpoBb)
1.2.D5 (KDL) COQ (kanunnspHasi KpoBb)
2.0.D3.202 (KDL) I'pynna kpoBm + Pe3yc-takTop
FEMOCTA3
3.0.A1.203 (KDL) ®nbpuHoreH
3.0.A2.203 (KDL) TpombuHoBOe Bpemsi
3.0.A22.203 (KDL) MNna3muHoreH
3.0.A29.203 (KDL) ®aktop Bunnebpanaa
3.0.A3.203 (KDL) AYTB
3.0.A4.203 (KDL) AHTUTPOMOWH Il
3.0.A5.203 (KDL) BonyaHou4HbI aHTMKOArynsHT
3.0.A6.203 (KDL) O-ouvep
3.0.A7.203 (KDL) MNMpoTeuH-C
3.0.A8.203 (KDL) MpoTeunH S
3.0.D1.203 (KDL) MpoTtpom6uH (Bpemsi, no Keuky, MHO)
TrEHETUYECKWE MCCINEAOOBAHUA
22.1.A1.202 (KDL) 'eHeTnyeckuin TECT Ha NakToO3Hy0 HenepeHocumocTb: MCM6: -13910 T>C
(KDL) l'eHeTunyeckasi npegpacnonoXeHHOCTb K ankoronnamMy (BeHO3Hasi KpoBb;
22.1.A142 3aKroYeHre Bpaya - 1abopaTopHOro reHeTnka rno nccrnegoBaTenbCKOMY OTHETY)
22.1.A143 (KDL) AHTuren cuctembl ructocomectumoctt HLA B51
22.1.A16.20
2 (KDL) AnarHoctuka cuHapomMa Xunbbepa
(KDL) CuHgpom nomkow X xpomocoMbl (onpefeneHve yicna nostopos CGG B reHe
22.1.A20 FMR1)
22.1.D117 (KDL) l'eHognarHoctuka 6onesxn BunbcoHa-KoHoBanosa (aHanua myTauui reHa
22.1.D13.20
2 (KDL) 'eHeTuueckuii puck pasBuTrs paka MOMOYHON Xernesbl U paka SSIUYHUKOB
22.1.D15.20
2 (KDL) ' eHeTunyeckasi npegpacnonoXeHHOCTb K runepToHun, 9 nokasartenemn
reHeTuyeckne akTopbl MHANBMAYaNbHBIX 0COGEHHOCTe 0b6MeHa BeLLecTs;
22.1.D18 3aKnoYeHve Bpava
reHeTuyeckasi NPeApacnonoXeHHOCTb K 3aHSATUSIM Pa3nyHbIMU BUAaMu CropTa;
22.1.D19 3aknioYeHne Bpa
kpoBb; APOE E2/E3/E4; 3akntoyeHune Bpada - nabopaTtopHOro reHeTvka no
22.1.D20 nccrenosaren

Crpanuna 51

990,00
2 640,00
2 970,00
2 970,00

8 640,00
2 200,00
1820,00
2 860,00
2 860,00
2 200,00
2 200,00
2 200,00
1100,00

830,00
2 200,00
1.090,00
2 200,00

4 950,00
4 400,00

6 600,00
6 600,00
8 250,00
14 520,00

170,00
220,00
330,00
280,00

450,00
280,00

390,00
330,00

600,00
330,00
720,00

290,00
290,00
830,00
1 100,00
290,00
400,00
940,00
1320,00
1930,00
2 200,00
290,00

1980,00

13 480,00
4 950,00

3 850,00

8 250,00
10 620,00

4 680,00
4 790,00
4 400,00
9 900,00

5 500,00



00000009930
00000009942
00000009937
00000009935
00000009938
00000009934
00000009927
00000009925
00000009926
00000009923

00000009943
00000010005

00000009924
00000009956

00000009958

00000010015
00000010016

00000009957

00000009962

00000010012

00000010013

00000010008
00000009950

00000010009
00000010006
00000010007

00000009944

00000010010
00000009947
00000009948
00000009949
00000009968
00000010004
00000009953
00000009964
00000009976

00000009975
00000009977

00000009954

00000009969

00000009982

00000009992

00000009993

00000009963

00000009990

22.1.D24

22.1.D25

22.1.D3.202
22.1.D4.202
22.1.D5.202
22.2.D1.202
22.3.A1.202
22.3.A2.202
22.3.A3.202
22.3.A4.202

22.3.D3.202
22.3.D4.202

22.3.H1.202
22.4.D1.202

22.6.A1.204

22.6.A13
22.6.A2.204

22.6.A3.204

22.6.A5

22.6.A7

22.6.A9

22.7.A1.119
22.7.A10

22.7.A2.119
22.7.A3.119
22.7.A4.119

22.7.A5.119

22.7.A6.119
22.7.A7.119
22.7.A8.119
22.7.A9.119
22.8.A10
22.8.A11
22.8.A12
22.8.A13
22.8.A14

22.8.A15
22.8.A16

22.8.A2

22.8.A3

22.8.A4

22.8.A5

22.8.A6

22.8.A7

22.8.A8

AHanmu3bl

(KDL) leHeTuyeckas amarHocTuka cnmHanbHon MbiweyvHon atpocdum (SMN1, SMN2)
(KDL) M'eHogmarHoctnka BpOXAEHHOW runepnnasvn Haano4YevyHnKoB (MccrefoBaHmne
15 myTtauuii B reHe CYP21A2 ¢ y4yeTom nsmeHenus B ncesgoreHe CYP21P)

(KDL) N'eHeTu4eckuii puck HapyLeHWUIA CUCTEMbI CBEPTbIBAHNS

(KDL) 'eHeTuyeckue gedektbl hepmMeHTOB honaTHOro LMKna

(KDL) l'eHeTu4yeckuii puck oCnoxHeHun 6epemeHHOCTU 1 naTtonorum nnoga, 12
nokasatenen

(KDL) 'eHeTuuyeckun o0bycnoBneHHas YyBCTBUTENbHOCTb K BapapuHy

(KDL) AHTureHbl cuctembl ructocosmectumoctu HLA Il knacc: nokyc DRB1

(KDL) AHTureHsl cuctembl ructocoemectumoctt HLA Il knacc: nokyc DQA1

(KDL) AHTureHsl cuctembl ructocoemectumoctut HLA |l knacc: nokyc DQB1

(KDL) AHTWreH cuctembl ructocomectumoct HLA B27

(KDL) M'eHoTMnmpoBaHue CynpyXeckow napbl Mo aHTUreHam ructocoeMectumoctvt HLA
Il knacca

(KDL) Tunuposanne HLA DQ2DQ8

(KDL) AHTureHbl cuctembl ructocoBmectumoctyt HLA |l knacc, reHoTunvpoBaHve
(nokycel DRB1, DQA1, DQB1)

(KDL) NccnepoBaHue dakTopa penpogyktuBHocTn AZF

(KDL) KapviotunupoBaHue (KorM4ecTBeHHbIE 1 CTPYKTYPHbIE aHOManuu XpomMocoMm) ¢
doTorpacuert xpomocom

(KDL) XMA 3K30HHOrO YpOBHS (BEHO3Hasi KpOBb; 3aKrtoyeHve Bpaya - nabopaTopHoro
reHeTvKa no nccrneaoBaTeibCkoMy OT4eTY)

(KDL) LinToreHeT4eckoe nccrneaoBaHmne KneTok KOCTHOro mo3sra (metogom FISH)
(KDL) KapvoTun ¢ abeppauusmu (npy BO3AEWCTBUN MyTareHHbIX )akTopoB 1
OHKOreMaTosiornyeckmx 3aboneBaHnsx)

(KDL) MonekynspHoe kapuoTunupoBaHue matepuana abopryca (XpOMOCOMHbIV
MWKPOMATPUYHBbIA aHanu3, Ontuma)

200000 nap HykneoTMaoB; 3akMoyeHre Bpaya - nabopaTopHOro reHeTuka no
uccnenosa

(KDL) XMA onyxoneBoW TkaHun, OHKoCKaH (onyxoneBasl TkaHb; pa3peLleHne oT
300000 nap HykneoTMaoB)

(KDL) YcTaHoBneHWe oTLOBCTBa - AyaT (25 mapkepoB), (Mpeanonaraemblii oted,
pe6eHok)

(KDL) Oybnukat 3akntoyeHns - YcTaHOBNEeHWe poacTBa

(KDL) YcTaHoBReHue oTLOBCTBa - TPMO (25 MapkepoB), (Npegnonaraembin oTeL,
pebeHok, buonoruyeckas MmaTb)

(KDL) YcTaHoBneHWe maTepuHCTBa - OyaT (25 mapkepoB), (npegnonaraemas maTtb,
pebeHok)

(KDL) YcTaHoBneHvne maTtepyHcTBa - Tpuo (25 mapkepoB), (npegnonaraemas Matb,
pebeHok, buonoruyeckmn oted)

(KDL) Oenywka(6abyLuka)-BHyK(BHYYKa) - AyaT (24 mapkepa)

(KDL) YcTaHoBneHue poactea - «YHUBEPCAIBHbIV TECT» - ayaT (onpeaensercs
POACTBO Mexay AenyLUKon/6abyLuKo - BHYKOM/BHYYKON, Asnen/TeTen -
nnemMsHH1Kom/nne

(KDL) OononHuTenbHbI y4acTHUK Ne 1 (pacyeT BEpOSTHOCTU POACTBaA, 25 MapKkepoB).
(KDL) OononHuTenbHbIN y4acTHUK Ne 2 (pacyeT BEpOSTHOCTU POACTBa, 25 MapkepoB).
(KDL) OononHuTenbHbIN y4acTHUK Ne 3 (pacyeT BEpOSiITHOCTM POACTBa, 25 MapkepoB).
(KDL) Onpegenexue mytaumi BRAF, KRAS, NRAS (onyxoneBas TkaHb; 3aknioyeHne
Bpaya - nabopaTopHOro reHeTrka No UCCreaoBaTENbLCKOMY OTHETY)

(KDL) Tect MammaPrint (onyxoneBasi TkaHb; 3akiodeHne Bpaya - nabopaTopHoro
reHeTVKa no NccrneaoBaTerlbCkoMy OT4ETY)

(KDL) >KugkocTHas 6uoncusi, 57 reHoB (BeHO3Hasi KPOBb; 3akiioyeHne Bpaya -
nabopaTopHOro reHeTuKa Mo NccrnefoBaTenbCKOMy OTHETY)

(KDL) OHkoKapTa, 60 reHoB (onyxoneBast TKaHb; 3akrnoyeHne Bpaya - nabopaTtopHoro
reHeTuKa rno nccrnefoBaTernlbCkoMy OT4eTY)

(KDL) Onpepenexune TpaHcnokauuii reHa ALK, FISH (onyxoneBas TkaHb; 3aknioyeHne
Bpaya - NnabopaToOpHOro reHeTrKa No NCCrneaoBaTeNnbLCKOMY OTHETY)

(KDL) Onpegnenexune TpaHcnokauum reHa ROS1, FISH (onyxoneBasi TkaHb;
3aKrnoyeHne BpaYa - NabopaTopHOro reHeTuKa no UccreoBaTeNnbCKOMY OTHETY)
(KDL) Onpegnenexue ypoBHs akcnpeccum reHa PCA3 (Mpocta - TecT)

myTaumu B reHax BRAF, KRAS, NRAS; 3akntoueHue Bpaya - nabopaTtopHOro reHeTuka
no

(KDL) Onpegnenexue mytaumin B reHax BRCA1, BRCA2, PALB2 (onyxoneBast TkaHb;
3akrnoyeHne Bpaya - nabopaTopHOro reHeTuKa no MccrenoBaTenbCkoMy 0TYETY)
(KDL) MaHenb "KeHckue HacneacTBeHHbIE ONyxonun" (BeHO3Has KPOBb; 3akiioyeHne
Bpaya - NabopaTtopHOro reHeTrka no NCCrneaoBaTebCKkOMy OTHETY)

(KDL) MaHenb "HacneacTBeHHbIN pak MONOYHON xenesbl" (BeHO3Has KPOBb;
3aKIo4eHre Bpaya - nabopaTopHOro reHeTuka no nccriefoBaTenbCKoMy OTHETY)
(KDL) MaHenb "HacneacTBeHHbIN pak TONCTOW KULLKM" (BEHO3HAs KPOBb; 3aKMoYeHne
Bpaya - nabopaTopHOro reHeTrka no UCCrneaoBaTenlbCkoOMy OTHETY)

(KDL) OHkoKapTa, 57 reHoB (onyxorneBast TKaHb; 3akrnoyeHne Bpaya - nabopaTtopHoro
reHeTuka nNo nccnefoBaTesnlbCkoMy OTHETY)

(KDL) NaHenb "HacnencTBeHHbIe OMnyxorieBble CMHAPOMBI" (BEHO3HasA KPOBb;
3aKrnoyeHne Bpaya - NabopaTopHOro reHeTuKa no UccreaoBaTenbCKOMY OTHETY)

Crpanuna 52

11 880,00
13 480,00
4 620,00
2 700,00
7 150,00
3 030,00
2 920,00
2 920,00
2 920,00
3 630,00

12 100,00
5 940,00

6 600,00
3 910,00

8 250,00

56 100,00
12 980,00

8 250,00
20 000,00
33 000,00
84 700,00

14 850,00
550,00

16 500,00
14 850,00
16 500,00

18 150,00

22 000,00
5 780,00

5 780,00

5 780,00
18 150,00
352 000,00
84 700,00
68 200,00
28 930,00

28 930,00
8 910,00

35 200,00
30 360,00
62 700,00
63 800,00
62 700,00
50 380,00

62 700,00



00000009973

00000009967

00000009971

00000009972

00000009970

00000009966

00000010001

00000009983

00000009984

00000009985

00000009986

00000009987

00000009988

00000009989

00000009917

00000009991

00000009959

00000009994

00000009995

00000009918

00000009996

00000009997

00000010000

00000009951

00000009919

00000010003

00000009979

00000009980

00000009981

00000009929

00000009965
00000010018

00000010040

00000010025

00000010024

00000010021

00000010020

00000010030
00000010028

00000010029

22.8.A9
22.8.D1
22.8.D2
22.8.D3
22.8.D4
22.8.D5
22.9.A1
22.9.A11
22.9.A12
22.9.A13
22.9.A14
22.9.A15
22.9.A16
22.9.A17
22.9.A18
22.9.A19
22.9.A2
22.9.A20
22.9.A21
22.9.A22
22.9.A23
22.9.A24
22.9.A3
22.9.A5
22.9.A8
22.9.A9
50.0.H112.2
02
50.0.H113.2
02
50.0.H114.2
02
50.0.H115.2
02
50.0.H116.2
02
16.0.A18.11
0
16.0.A24.11
0
16.0.A26.11
0
16.0.A27.11
0
16.0.A3.110

16.0.A7.110
16.0.A8.110

16.1.A4

AHanmu3bl

(KDL) Onpepenexune mytaumin B reHe NRAS (onyxonesas TkaHb; 3aKkmoveHne Bpaya -
nabopaTopHOro reHeTuKa Mo UccrefoBaTenbCKOMy OTHETY)

(KDL) Onpepnenexune mytaumm B reHe BRAF (V600), onyxonesas TkaHb

(KDL) Onpepnenexue mytaumin B reHe EGFR, onyxoneBas TkaHb

(KDL) Onpepenexue myTtaumi B reHe KRAS, onyxonesast TkaHb

(KDL) Onpepnenexue myTtaumin B reHe EGFR, kpoBb (kuakocTHasi broncust)

(KDL) OnpepeneHne MukpocaTennuTHoW HecTabunbHocTu, MSI (onyxoneBas TkaHb;
3aKnoyeHne Bpaya - nabopaTopHOro reHeTuKa no MccrenoBaTenbCkoMy OTYETY)
(KDL) CekBeHvipoBaHne MUTOXOHAPUANBLHOMO reHoma (BEHO3Has KpOBb; 3akrioyeHne
Bpaya - nabopaTopHOro reHeTrka No CCreaoBaTeNnbLCKOMY OTHETY)

(KDL) MaHenb "3aboneBaHusi cCoeqUHUTENBHOM TKaHU" (BEHO3Hasi KPOBb; 3aKMioyeHve
Bpaya - NabopaTtopHOro reHeTrka no UCCrneaoBaTelbCkoMy OTHETY)

(KDL) MaHenb "HacneactBeHHas TyroyxocTb" (BEHO3Hasi KPOBb; 3aKMOYeHMe Bpaya -
nabopaTopHOro reHeTMKa Mo NccrnefoBaTenbCKOMy OTHETY)

(KDL) Manenb "HacnencteeHHble 3aboneBaHus rmas" (BeHO3Has KpoBb; 3aKioyeHne
Bpaya - NnabopaToOpHOro reHeTrKa No NCCrneaoBaTeNLCKOMY OTHETY)

(KDL) Marenb "HacneacteeHHble 3aboneBaHns XKT" (BeHO3Has KpoBb; 3aKnioyeHve
Bpaya - NnabopaTopHOro reHeTrKa No NCCrneaoBaTeENbLCKOMY OTHETY)

(KDL) MaHenb "HacnencreeHHble 3aboneBaHns noyek” (BeHO3Has KPOBb; 3aKMoyveHne
Bpaya - NnabopaTopHOro reHeTrka No NCCrneaoBaTenbLCKOMY OTHETY)

(KDL) NaHenb "HacnencteeHHble 3aboneBaHns cepaua” (BeHO3Has KpoBb;
3aKrnoyeHne Bpaya - NabopaTopHOro reHeTuKa no UccreaoBaTenbCKoMy OTHETY)
(KDL) MaHenb "HacnencTBeHHble HapyLLeHUsi obmeHa BelecTB" (BeHO3Hast KPOBb;
3akrnoyeHne Bpaya - NabopaTopHOro reHeTMKa no MccrefoBaTenbCKoMy OTYETY)
(KDL) "HacneacTtBeHHble HapyLleHWs penpodyKTUBHON cUCTEMbI" (BEHO3Has KPOBb;
3aknoyeHne Bpaya - nabopaTopHOro reHeTuKa no MccrenoBaTenbCkoMy 0TYETY)
(KDL) MaHenb "HacneactBeHHble anunencun” (BeHO3Has KPOBb; 3akioyeHne Bpava -
nabopaTopHOro reHeTnka no nccrnefoBaTenbCKoMy OTHETY)

(KDL) KnuHu4yeckoe cekBeHMpoBaHWe 3K30Ma (BEHO3Has KpOBb; 3akinoyeHue Bpava -
nabopaTopHOro reHeTMKa Mo UccrnefoBaTenbCKOMy OTHETY)

(KDL) MaHenb "HevipopereHepatnsHble 3aboneBaHns” (BEHO3HAs KPOBb; 3aKMoYeHne
Bpaya - NnabopaToOpHOro reHeTrKa No NCCneaoBaTENLCKOMY OTHETY)

(KDL) MaHenb "HepBHO-MbILLeYHbIe 3aboneBaHnsa" (BeHO3Hast KPOBb; 3aKIlO4YeHne
Bpaya - NnabopaTopHOro reHeTrka No NCCrneaoBaTeENLCKOMY OTHETY)

(KDL) "MepBUYHbIN UMMYHOAEMULNT N HAcNeACTBEHHble aHeMumn" (BEHO3Has KpoBb;
3aKrnoyeHne Bpaya - NabopaTopHOro reHeTnKa no UccrefoBaTenbCKOMy OTHETY)
(KDL) MaHenb "YMcTBEHHas oTCTanocTb 1 ayTuam" (BeHO3Hasi KPOBb; 3aKoveHne
Bpaya - nabopaTopHOro reHeTrKa No NCCreaoBaTeENbLCKOMY OTHETY)

(KDL) MaHenb "®akomaTosbl 1 HacneACTBEHHbIN pak” (BEHO3Has KpOBb; 3aKnioyeHve
Bpaya - nabopaTopHOro reHeTVKa No NCCrneaoBaTeENbLCKOMY OTHETY)

(KDL) MonHoe cekBeHVpoBaHue 3k30Ma (BEHO3HasA KPOBb; 3akmioveHne Bpaya -
nabopaTopHOro reHeTunka rno nccrnefoBaTerlbCkoMy OTHETY)

(KDL) >KugkoctHasi 6Guoncusi npu pake nerkoro, 6azoBasi (BeHO3Hasi KpOBb; MyTaLuu B
reHax EGFR, KRAS, NRAS, BRAF; 3aknioueHune Bpaya - nabopaTopHOro reHeTuka
(KDL) "Pak nerkux, 6a3oBasi naHenb" (onyxoneeas TkaHb; MyTauun B reHax EGFR,
KRAS, NRAS, BRAF; 3aknioueHune Bpaya - nabopaTopHOro reHeTrka no uccrnegosarte
(KDL) CkpuHUHT Ha HacneAcTBeHHble 3abonesanuns, 2500 reHoB (BEHO3Has KpOBb;
3aKrnoyeHne BpaYa - NabopaTopHOro reHeTnka no MccreoBaTenbCKOMy OTHETY)

(KDL) MakeT «OK!» (oueHka pucka Tpombosa npu npuéme OK n '3T), 2 nokaszaTtens

(KDL) MakeT «OHkoPucku» (BRCA1/2, donatHbivi umkn), 12 nokasaTtenen

(KDL) MakeT «Pucku BO3HUKHOBEHWSA Cepae4HO-COoCYaANCTbIX 3abonesaHniny (puck
HapyLUeHWs CBEPTbIBAHWS KPOBU U TMNEPTOHUK, chonaTHbIv umkn), 21 nokasaTenb
(KDL) 'emoxpomartos, onpegeneHune mytauun HFE: 187C>G (rs1799945); HFE:
845G>A (rs1800562)

(KDL) Onpegnenexue SNP B reHe IL 28B yenoseka IL28B: C>T (rs12979860); IL28B:
T>G (rs8099917)

M’MCTOJTIOIMYECKNE NCCITEQOBAHNA

(KDL) KoHcynbTaums rotoBbix npenapatoB (1 fokyc)

(KDL) M'mctonornyeckoe nccrneqoBaHne nraueHTbl
(KDL) NicTonornyeckoe nccrnenoBaHve martepuana, rnomy4eHHoro npy Xmpypruyeckmx
BMeLlaTenbCTBax U APYrnX CPOYHbBIX MCCedoBaHUsAX (PErMoHbl)

(KDL) N'nctonornyeckoe uccnegoaHue buoncuinHoro matepuana, HYSTBIOPS2
(KDL) Broncusi npeacTaTensHol xenesbl MynbTudoKansHas (rmctornornyeckoe
uccnefgoBaHve matepuana)

(KDL) 'mctonoruyeckoe nccnegoBaHne 3HAOCKONMYECKOro MaTepuana xenyaka ¢
BblsiBneHnem H.pylori

(KDL) 'mcTonornyeckoe uccrnegoBaHue sHAOMETpUs (B T.4. navnens-6uoncus)
(KDL) M'mctonornyeckoe nccnegoBaHne aHAOCKONMYECKOro MaTepuana xenyaka
(OLGA, 3 koHTerHepa: Teno, yron, aHTparnbHbIA OTAEN Xenyaka)

Crpanuna 53

14 850,00
15 070,00
18 150,00
15 400,00
33 000,00
17 600,00
66 000,00
66 000,00
66 000,00
66 000,00
66 000,00
66 000,00
66 000,00
66 000,00
66 000,00
66 000,00
77 000,00
66 000,00
66 000,00
66 000,00
66 000,00
66 000,00
82 500,00
35 200,00
17 600,00
66 000,00

1.320,00

7 980,00

9 570,00

3 030,00

1650,00

3 850,00
15 400,00
2 200,00
2 200,00
15 400,00

2 970,00
2 970,00

6 000,00



00000010023

00000015517

00000010031

00000016141

00000016143

00000016142
00000010041

00000010055

00000010077

00000010046

00000010042

00000010045

00000010043
00000010050
00000010051
00000010044
00000010053
00000010052
00000010047
00000010048
00000010049
00000010066
00000010061
00000010062
00000010063
00000010064
00000010056
00000010067
00000010068
00000010069
00000010065
00000010073
00000010072
00000010075
00000010074
00000010076

00000010070

00000010071

00000010054
00000010057
00000010058
00000010059
00000010060
00000015522
00000015528
00000010078

00000010124
00000010126
00000010129
00000010128
00000010131
00000010127
00000010130
00000010088
00000010086
00000010125
00000010133
00000010092
00000010096
00000010085

16.1.A5

16.1.A51

16.1.A6

16.1.D4

16.1.D5

16.1.D6

16.0.A10.11
0
16.0.A15.11
0
16.0.A20.11
0
16.0.A21.11
0
16.0.A22.11
0
16.0.A23.11
0

16.1.A1
16.1.A2
16.1.A23
16.1.A24
16.1.A3
16.1.A7
16.1.A8
16.1.A9
16.2.A1
16.2.A10
16.2.A11
16.2.A12
16.2.A13
16.2.A14
16.2.A15
16.2.A16
16.2.A17
16.2.A2
16.2.A20
16.2.A21
16.2.A22
16.2.A23
16.2.A24

16.2.A3

16.2.A4

16.2.A5
16.2.A6
16.2.A7
16.2.A8
16.2.A9

7.9.D1

50.0.H57.20
1
7.1.A1.201
7.1.A10.201
7.1.A2.201
7.1.A3.201
7.1.A4.201
7.1.A5.201
7.1.A6.201
7.1.A7.201
7.1.A8.201
7.2.A1.201
7.2.A11.201
7.2.A12.201
7.2.A13.201

AHanmu3bl

AnarHocTnyeckoe BbickabnmBaHue: NonocTb MaTku1, LepBuKanbHbI kaHan, 2
KOHTelHepa)

(KDL) KomnnekcHoe ructonornyeckoe n uMmyHormctoxummyeckoe (UMX)
nccrnepoBaHune npy Nogo3peHnn Ha XpoHnyeckuin aHgomeTput (CD138), Unim

(KDL) 'mcTonornyeckoe uccnegoBaHne 3HAOCKONMMYECKOro MaTepmana KUwevHnka
npv BocnanuTesbHbIX 3a60neBaHnsx (NecTHUYHas Bruoncus, HECKOSbKO KOHTEHEPOB)
(KDL) MNictonornyeckoe nccnenoaHve 6MoncuMiiHoro (onepaunoHHoro) matepuana 3
KaT. CMOXHOCTH

(KDL) I'mctonorunyeckoe uccnegoaHne 6roncuitHoro (onepaumnoHHoro) matepuana 4
KaT. CIMOXHOCTH

(KDL) 'mctonornyeckoe uccnegosaHue 6uoncuinHoro (onepawunoHHoro) matepuana 5
KaT. CIOXHOCTH

F’MCTOJIOIMMYECKUNE NCCINEOOBAHUA MYHKUNOHHOIO MATEPUATIA

(KDL) UI'X nccneposanuve (1 aHTuTEno)

(KDL) KoHcynbTaums nepeg UMX
(KDL) M'mctonornyeckoe nccnenoBaHne NyHKUMOHHOIO Matepuana WUToBUAHON
xenesbl

(KDL) MN'mctonornyeckoe uccnegoBaHue NyHKUMOHHOTO MaTepuarna MOIoYHON Xenesbl
(KDL) 'mcronornyeckoe nccnegoBaHne NyHKUMOHHOMO Matepuana novexk

(KDL
(KDL
(KDL
(KDL
(KDL
(KDL
(KDL
(KDL
(KDL
(KDL
(KDL
(KDL
(KDL
(KDL
(KDL
(KDL
(KDL
(KDL
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(

'McTonornyeckoe nccnegoBaHve NyHKUMOHHOMO MaTepuarna nevyeHn
[ononHuTensHoe n3rotoBneHne mukponpenaparta (1-5)
[ononHuTenbHOe M3roToBneHne Mukponpenaparta (6-10)
MepesanuBeka 6noka u nsrotoenexne 1 creknonpenapara (Unim)
[opeska ogHoro cteknonpenapara 13 6noka (Unim)
[ononHuTenbHOe M3roToBneHne Mmukponpenapara (ot 10)
[ononHutensHoe n3rotoBneHne 1 Mukponpenapara
[ononHuTensHoe M3roToBreHNe 2 MUKporpenapaTos
[ononHutensHoe M3roToBneHne 3 MUKporpenapaTos

UIMX onyxonu npegctatensHon xenesbl (Ck5/P63/AMACR)

WX ncenepgosanue (6 aHTuTEn)

WX nccnegoBanwve (7 aHTuten)

WX nccnegoBanue (8 aHTuTen)

WX nccnepgoBanue (9 aHTuUTEN)

WX nccnegosanue (10 aHTtuTen)

WX nporHocTuyeckuii mapkep (1 aHTuTeno)

WX nporHocTuyeckuii Mapkep (2 aHTuTena)

WX nporHocTuyeckuii Mapkep (3 aHTuTena)

UIMX onyxonu monoyHown xenesbl (PR/ER/Ki67/Her2 neu)
MMmyHormctoxnmmyeckoe uccrnegosanHue, HER2 neu
MMmMmyHornctoxnmmnyeckoe uccrnegosaxue, ALK
MMmyHornctoxnmmyeckoe uccregosaxHue, ROS1

KDL) MmmyHornctoxummnyeckoe nccnegosanve, PD-L1

KDL) KomnnekcHoe UIMX nccneposaHune

KDL) UIMX peuenTopHOro ctatyca SHOOMETPUS, paclumpeHHoe (dasa cekpeunmn
ER/PR/CD138/CD56/LIF))

KDL) UMX peuenTopHoro ctatyca S3HAOMETPUS, CTaHAapTHoe (dhasa cekpeumm
ER/PR/CD138/CD56))

KDL) UMX pgmarHocTrka XpoHu4eckoro aHaomeTpuTa (dasa nponvdepaumm
CD20/CD138/CD56/HLA-DR))

KDL) UIMX nccneposaHwue (2 aHtutena)

KDL) UIMX nccneposaxue (3 aHTutena)

KDL) UIMX nccneposaHue (4 aHtutena)

KDL) UIMX nccnepoanue (5 aHtuten)

KDL
KDL
KDL
KDL

—_—— e e — — —— — — —— —

FOPMOHbI BUONIOrMYECKUX XXUOKOCTEN

(KDL) CtepougHbin npochune (8 nokasaTenen) B critoHe

FOPMOHbI KPOBU

(KDL) TectocTepoH cBobOAHbBIV (ONpeaeneHne TectocTepoHa obLero u cBobogHoro,
['CMNIr (SHBG), pacyeT nHaekca cBo6OAHbIX aHOPOreHOB)

(KDL) TupeoTponHbivi ropmoH (TTI)

(KDL) TupokcuH cBsisbiBatoLlas cnocobHOCTb cbiBopoTku (T-uptake)
(KDL) TupokcuH cBobopaHbiv (T4 cBoboaHbIN)

(KDL) TpuiioatnpoHuH ceoboaHbiv (T3 cBoboaHbIN)

(KDL) TnpokcuH obwmn (T4 obyuin)

(KDL) TpuiioaTnpoHuH obumn (T3 obumin)

(KDL) AHTuTena k Tupeornobynuy (AHTK-TI)

(KDL) AHTuTERa Kk MMKpocomarnbHomn Tupeonepokecuaase (AHTU-TIO)
(KDL) TupeornobynuH

(KDL) ®onnukynoctuMmynumpytowuii ropmoH (®Cr)

(KDL) Mmob6ynuH ceasbiatoLwmn nonosble ropmoHsbl (FCIMIM, SHBG)
(KDL) UHrmbwnn B

(KDL) AHTuMionnepos ropmoH (AMIT, AMH, MiS)

—_——— — — — — — — — — —

Crpanuna 54

6 000,00
8 500,00
6 000,00
5 000,00
6 000,00

7 000,00

6 600,00
2 750,00
4 000,00
5 720,00
4 070,00

4 070,00
3 630,00
6 050,00
1760,00
830,00

16 280,00
1100,00
1760,00
2 750,00
15 070,00
22 990,00
29 150,00
33 740,00
40 110,00
42 020,00
11 000,00
24 860,00
31 790,00
15 950,00
7 150,00
16 280,00
13 200,00
16 230,00
49 280,00

16 720,00
15 950,00

13 640,00

8 250,00
13 200,00
17 160,00
21670,00

7 810,00

1210,00
550,00
990,00
550,00
550,00
550,00
550,00
660,00
660,00
720,00
550,00
610,00

1710,00

1430,00



00000010083
00000010095
00000010104
00000010136
00000010114
00000010134
00000010112
00000010091
00000010084
00000010093
00000010123
00000010105
00000010089
00000010135
00000010120
00000010110
00000010107
00000010132
00000010111
00000010079
00000010094
00000010102

00000010103
00000010109
00000010101
00000010108
00000010116
00000010106
00000010097
00000010117
00000010113
00000010099
00000010098
00000010118
00000010119
00000010090
00000010121
00000010100
00000010122
00000010080
00000010115
00000010081
00000010137
00000010143
00000010144
00000015185
00000015184
00000010141
00000010139

00000010140
00000010142
00000010138
00000010145
00000010147

00000010146
00000010148

00000010149

00000015232

00000010150
00000015532

00000015534
00000015535

00000015533
00000010151

00000010159

7.2.A14.201
7.2.A17.201
7.2.A2.201
7.2.A21
7.2.A3.201
7.2.A4.201
7.2.A5.201
7.2.A6.201
7.2.A7.201
7.2.A8.201
7.2.A9.201
7.2.D1.201
7.3.A1.201
7.3.A2.201
7.3.A4.201
7.3.A6.201
7.3.A7.201
7.3.A8.201
7.3.A9.201
7.4.A1.209
7.4.A4.201
7.4.D5.202

7.4.D6.407
7.5.A1.209
7.5.A2.209
7.5.A3.209
7.5.A4.201
7.5.A5.201
7.6.A1.201
7.6.A2.201
7.6.A3.201
7.6.D1.201
7.6.02.201
7.6.D3.201
7.6.D4.201
7.7.A1.201
7.7.A2.209
7.7.A4.201
7.7.D1.201
7.8.A1.209
7.8.A2.209
7.8.D2

5.0.D8.403
5.0.D09.403
7.2.A19

7.4.A2.201
7.4.A3.403
7.4.D1.403

7.4.D2.403
7.4.D3.403
7.4.D9
1.0.A13.202
1.0.A6.202
50.0.H45.90
0
50.0.H49.90
0

50.0.H85.90
0

13.23.H1

13.23.H2

13.34.D2

15.0.D20.90
0

AHanmu3bl

(KDL) AHApOCTEHAMON TIOKYPOHNA
(KDL) UHrmbnn A
(KDL) IoTenHuampytowwmii ropmon (J17)
(KDL) OcTporeHbl B KpoBU (3CTpaamorn, 3CTPOH U 3CTPUON)
(KDL) MponakTuH
(KDL) 3ctpaguon (E2)
(KDL) MNporectepoH
(KDL) M'mgpokcunporectepoH (17-OH-nporectepoH)
(KDL) AHApOCTEHANOH
(KDL) OernapoannanapoctepoH cynbdat (Ar3A-cynbdar )
(KDL) TectocTtepoH obLuumi
(KDL) MakponponakTuH (BkntovaeT onpeAeneHne nponakTnHa)
(KDL) AccounmpoBaHHbIn ¢ 6epemeHHocTbIo NpoTenH A ( PAPP-A)
(KDL) 3cTpuon csoboaHbIn
(KDL) CBobogHasi cybbeamHuua 6eta-XIMy (npeHatanbHbIA CKPUHUHT)
(KDL) MNMnaueHTapHbIN NnakToreH
(KDL) O6wuin 6eta-XI'Y (gnarHoctuka 6epemMeHHOCTHN, OHKOMapKep)
(KDL) Tpodobnactuyeckuit 6eta-1-rnmkonpoTenH
(KDL) MnaueHTapHbIi doaktop pocTa (Placental Growth Factor, PIGF)
(KDL) AgpeHOKopTMKOTPOMHbIA ropMoH ( AKTT )
(KDL) OurngpoTtectocTepoH
(KDL) KatexonamuHbl KpoBu (agpeHanvH, HopaapeHanuH, 4odamMnH, CEPOTOHMH)
nx MeTabonuTbl B MoYe (BaHUNUIMMHAANbHAsA KNCNOTa, FTOMOBaHUTMHOBAs KUCMOTA,
5-r
(KDL) MapaTropmoH
(KDL) KanbuntoHuH
(KDL) OcTteokanbumH
(KDL) C-koHueBble Tenonentuapl konnareHa | Tuna ( Beta-Cross laps)
(KDL) Mapkep dopmupoBaHmns koctHoro matpukca P1NP
(KDL) WUHcynuH
(KDL) C-nentug
(KDL) MpouHcynuH
(KDL) NHcynuH nocne Harpysku (1 Yac cnycTs)
(KDL) NHcynuH nocne Harpysku (2 Yaca cnycTsl)
(KDL) C-nenTtna nocne Harpy3ku (1 yac cnycTsi)
(KDL) C-nenTna nocne Harpy3sku (2 yaca cnycrs)
(KDL) MactpuH
(KDL) ComaToTpOnHbIi FOPMOH (COMaTOTPOMHbIN ropMoH pocTa, CTI)
(KDL) UHcynuHonopobHbIn dhaktop pocta, PP | (ComatomeauH C)
(KDL) CooTHOLUEHME KOHLEHTpauwmi nencuHoreHa | n necuHorena i
(KDL) AnbgocTepoH
(KDL) PeHuH
(KDL) AnbgocTepoH-peHMHOBOE COOTHOLLIEHNE
TOPMOHbI MO4YM
(KDL) Obme meTaHedpyHbl 1 HOpMeTaHepUHBbI
(KDL) CB0obGOAHBIE METaHEDPUHBI 1 HOPMETaAHEDPUHDI
(KDL) OcTporeHbl 1 nx metabonutel (10 nokasatenen) B Mmoye
(KDL) KopTuson
(KDL) KopTrson mouun
(KDL) KatexonamuHbl Moun (agpeHanuH, HopagpeHanuH, 4odaMuH)
MeTabonuTbl (BaHUNMNMUHAANBHAS KMCMOTa, FOMOBaHWUNMHOBAs KucnoTa, 5-
TMAPOKCUUHAOMYKCYCHA
(KDL) MeTabonuTbl kaTexonaMmMHOB B MOYe (BaHUMUIIMUHAANbHAs KUCHoTa,
rOMOBaHWMUHOBAs KUCNOTA, 5-rmapoKCUMHAONYKCYCHas KucrnoTa)
(KDL) 17-keTocTepounbl
OVATHOCTUKA NMMOOMPONMUBEPATVBHLIX 3AEONIEBAHNN
ONS1 QUArHoCTMKM OCTaTOYHON MUHMMAanbHon 6onesHn (MOB) meTogom NpOTOYHON
uuTome
npv numdonponudepaTUBHbIX 3a6oneBaHUsIX METOAOM MPOTOYHON LIUTOMETPUM,
BKIIOYas
OVATHOCTUKA NAMUNNOMABUNPYCA METOLOM MUpP
onpepeneHvem Tuna (KoHTponb B3sTusA Matepuana, Tunel 6, 11, 16, 18),
KONNYECTBEHHbIN
PACLIMPEHHBIN ¢ onpeaenernem 14 Tunos (KoHTponk B3sTUS MaTepuana, Twnbl 6,
11, 16, 18, 31, 35,

—_————

onpenenenvem 21 Tuna (KoHTponb B3aTusi Guomatepuana, tunsl 6, 11, 16, 18, 26, 31,

33, 35
[wnarHoctuka nanvnnomasupyca metogom [MNLP
(KDL) AHK nanunnomasupycos (HPV) CKPUHWHI PACLUMPEHHbINV ¢
onpeaenenvem 14 Tunos (KoHTponb B3STVMA MaTepuana)
(KDL) OHK nanunnomasupycos (HPV), TunuposaHue c onpegenexnem 21 tuna
(KDL) M'enbmoCkpuH (BbisBnenve [JHK renbsmuHTOB B Kane metogom MNLIP: Ascaris
lumbricoides, Enterobius vermicularis, Opisthorchis felineus, Taenia s, Di
XKNOKOCTHAA LIUTONOINA
(KDL) CKpuHUHT paka Lienkn maTku (xkugkoctHas uutonorusa BD ShurePath) c BMNY-
Tectom (ROCHE COBAS4800)
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1320,00
2 530,00
550,00
3 520,00
550,00
550,00
610,00
660,00
980,00
660,00
610,00
1210,00
830,00
610,00
700,00
880,00
600,00
720,00
3 140,00
880,00
1210,00
2 970,00

4 400,00
770,00
1100,00
940,00
1210,00
1760,00
830,00
940,00
1210,00
880,00
880,00
940,00
940,00
990,00
770,00
1760,00
2 420,00
1430,00
1430,00
2 750,00

2 750,00
3 300,00
13 200,00
660,00
1100,00
3 080,00
5 500,00
2 970,00
3 850,00
19 800,00

19 800,00

1 000,00
1400,00
3 150,00
1450,00
2 040,00

2 530,00

3 850,00



00000010154

00000010158
00000010160

00000010161
00000010163
00000010162
00000010164
00000010165
00000010179
00000015201
00000010169
00000010170
00000010168
00000015202
00000010184

00000010185
00000010176
00000010180
00000010183
00000010171

00000010172
00000010182

00000010181
00000010167
00000010166
00000010173
00000010175
00000010177
00000010174
00000010186
00000010206
00000010219
00000010221
00000010222
00000010223
00000010225
00000010224
00000010218
00000010200

00000010199
00000010205

00000010207

00000010191

00000010226

00000010203

00000010214

00000010208

00000010201

00000010188
00000010210

AHanmu3bl

15.0.D21.90
0 (KDL) >XugkoctHas umtonorma BD ShurePath 2 500,00
(KDL) KomnnekcHoe nccneposanue: koakcnpeccus p16 n Ki67 (CINtec PLUS) n
15.2.A16 XuakoctHast umtonorus BD SurePath (AN — tecT) 13 420,00
N3OCEPONOIA
(KDL) AHTWTENa K aHTUreHam apuTpoLMTOB, CyMMapHble (B T.4. k Rh-cpakTopy, kpome
2.0.A4.202 AT no cucteme ABO) c onpegeneHnem tutpa 610,00
2.0.A5.202 (KDL) Onpegenexue Kell aHturena (K) 770,00
2.0.D1.201 (KDL) AHtuTena no cucteme ABO 990,00
2.0.D2.202 (KDL) Onpegenexune Hanuuus aHtureHos aputpoumToB C, ¢, E, e, CW, Kun k 990,00
NMMYHOJIOrMYECKWE NCCITEQOBAHUA
10.0.A1.201 (KDL) KoMnoHeHT cnctembl komnnemeHta C3 850,00
10.0.A2.201 (KDL) KoMnoHeHT cnctembl komnnemeHta C4 850,00
10.0.A3.201 (KDL) UmmyHornobynuH A (IgA) 330,00
10.0.A4.201 (KDL) UmmyHornobynux M (IgM) 330,00
10.0.A5.201 (KDL) UmmyHornobynux G (IgG) 330,00
10.0.A6.201 (KDL) UmmyHornobynuH E (IgE) 700,00
10.0.A7.201 (KDL) ®aktop Hekposa onyxonu (PHO-anbda) 1 460,00
10.0.A73.20
1 (KDL) LinpkynumpytoLime MMMYHHbIE KOMMNIIEKCbI 1320,00
10.0.A76 (KDL) UnTepneiiknH-6 (IL-6) 2 750,00
10.0.A8.201 (KDL) Kpnorno6ynuHei 1210,00
10.0.D2.204 (KDL) ®aroTtect 3 300,00
(KDL) MmmyHorpamma 6asosas (CD3, CD3/4, CD3/8, CD19, CD16/56, CD3/16/56,
10.0.D4.202 CD3/HLA-DR, nenkoumntapHo-T-I1® nHAeKc, MMYyHOPErynsTOpHbIA MHAEKC. 3 850,00
10.0.D68.20 CD3/16/56, CD3/HLA-DR, CD3/25, CD3/95, CD3/4/95, CD3/8/95, CD3/8/38,
2 nenkounTapHo-T- 4 180,00
10.0.D7.202 (KDL) CokpalueHHas naHens CD4/CD8 2 310,00
COOTHOLLIEHNE "HaMBHbIX" KNETOK M KNETOK naMaTun. BkrtovaeT aHanus Kposu ¢
10.0.D72 nevikouuTapHon cop 4 950,00
10.0.D73 (KDL) B1-knetkn CD5/CD19 (BkntoyaeT aHanm3 KpoBm C nenkouutapHomn opmynon) 2 920,00
10.0.D8.204 (KDL) BaktepuumnaHas aktuBHocTb kpou (BURST) 4 950,00
10.0.D9.202 (KDL) UmmyHorpamma ckpunmnhr (CD3, CD19, CD16/56. 2 480,00
10.1.A2.201 (KDL) UHTepneikmH-1b 3 300,00
10.1.A3.201 (KDL) UHTepnerkmH-8 3 300,00
10.1.A4.201 (KDL) UHTepnerikmH-10 3 300,00
KOMMEPYECKWE MPO®UITN
10.0.D10.20 (KDL) UMmyHHBI cTaTyc (MMmyHornobynuHel: IgA, IgM, 1gG, nmmyHorpamma
4 6a3oBasi. BkrovaeT aHanun3 KpoBu € NenkoumMTapHo opMyon) 5 780,00
50.0.H100.9
00 (KDL) ObcnenoBaHue LMTOBUAHON xenesbl 5 940,00
50.0.H101.2
01 (KDL) OHKONOrMYecknin Ansi XXeHLWMH (BUoXnMmMYecknin) 4 950,00
50.0.H102.2
01 (KDL) OHKonornyeckuii 4ns My4umH (BMoxmmmnyeckmn) 4 400,00
50.0.H103.2
01 (KDL) MnaHnpoBaHne 6epeMeHHOCTM (FOPMOHBI) - NI0TENHOBas dasa 3 300,00
50.0.H105.2
01 (KDL) PeBmaTonornyeckui, paclumpeHHbIn 10 450,00
50.0.H109.2
01 (KDL) MNMnanunpoBaHne 6epemeHHOCTH, 6a30BbIn 2 200,00
50.0.H11.20
1 (KDL) ObcnenoBaHue nevenu, 6a3oBbin 1 100,00
50.0.H117.2
01 (KDL) MopMOHanbHbIi KOMMNEKC 4N MY>XYUH 3 520,00
50.0.H118.2
01 (KDL) MopMOHanbHbI KOMMANEKC A1 XEeHLWUH 6 600,00
50.0.H119 (KDL) OnddpepeHumansHas guarHoctuka 3abonesaHun XKKT 7 700,00
50.0.H120.9
00 (KDL) NHCYNMHOPE3NCTEHTHOCTb 880,00
50.0.H122.9
00 (KDL) AHTndochonmnuaneii cuHgpom (ASC) 2 970,00
50.0.H123.9
00 (KDL) ®uTHec. dusmyeckme Harpyskmu 2 750,00
50.0.H124.2
01 (KDL) OnarHocTuka HapyweHnin pyHKLMN ANYHUKOB 2 860,00
50.0.H125.4
01 (KDL) MeTabonuTbl 3CTPOreHoB 1 MX COOTHOLLEHWE B pa3oBOM NMOPLUM MOYM 8 800,00
50.0.H126.2 (KDL) UccnepoBaHue ctepongHoro npocunsi KpoBM METOAOM TaHAEMHOW
01 MaccnekTpomMeTpum 7 700,00
50.0.H13.20
1 (KDL) AnarHocTtuka renatntos, CKPUHWUHT 3 080,00
50.0.H136.2
01 (KDL) TORCH-kommnnekc ¢ aBUAHOCTbLIO 5 500,00
50.0.H146 (KDL) Koarynorpamma, pacluMpeHHasi 3 850,00
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00000010213
00000010215
00000010195
00000010196
00000010194
00000010220
00000010187

00000010189
00000010193

00000010197

00000010190

00000010192

00000010198

00000010202

00000010204

00000010209

00000010211

00000010212

00000010216

00000010217
00000010227

00000010228
00000010229

00000010232

00000010230

00000010234

00000010231

00000010233

00000010235
00000010236

00000010244

00000010250

00000010245

00000010251

00000010246

00000010252

00000010253

00000010254

00000010240

00000010238

00000010239

50.0.H157
50.0.H158
50.0.H159
50.0.H161

50.0.H162
50.0.H22.20
1
50.0.H28.20
1
50.0.H33.20
1
50.0.H4.803
50.0.H84.20
1
50.0.H86.20
1
50.0.H87.90
0
50.0.H88.90
0
50.0.H91.90
0
50.0.H92.90
0
50.0.H93.90
0
50.0.H94.20
3
50.0.H96.20
1
50.0.H98.20
1
50.0.H99.90
0

4.9.D6.900

50.0.H107.9
00
50.0.H108.9
00
50.0.H37.90
0
50.0.H38.90
0
50.0.H39.90
0
50.0.H81.90
0

50.0.H128.9
00
50.0.H129.9
00
50.0.H130.9
00
50.0.H131.9
00
50.0.H132.9
00
50.0.H133.9
00
50.0.H134.9
00
50.0.H135.9
00
50.0.H139.9
00
50.0.H140.9
00
50.0.H141.9
00

AHanmu3bl

(KDL) Mapkepbl ocTeonopo3sa, buoxnMm4eckuii 5 780,00
(KDL) MOHMTOPWHTI neyeHns octeonoposa 4 130,00
(KDL) Broxumuueckoe nccnepoarme ans CteatoCKpuH (BKIoYaeT rpadmyeckuii 11 000,00
(KDL) Broxumuueckoe nccnegoaHue ans dubpoTect 12 100,00
(KDL) Broxumuueckoe nccnegosanmne ans HOLL-®ubpoTtecT (BkntoyaeT rpacdunyeckmin

dhavin) 15 950,00
(KDL) ObcnefoBaHve LWMTOBUAHON Xenesbl, CKPUHUHT 2 970,00
(KDL) TORCH-komnneKkc paclunmpeHHbIv 6 380,00
(KDL) TORCH-komnnekc, 6a3oBbin 4 950,00
(KDL) Broxvmuyeckuin aHanms Kposu, 6a3oBbii 1320,00
(KDL) actpokomnnekc 5 780,00
(KDL) TORCH-komnnekc, CKpUHUHT 2 420,00
(KDL) BroxvmMuyeckuii aHanms KpoBu 2 200,00
(KDL) 'emaTonoruyeckuii (quarHocTvka aHeMuin) 3 630,00
(KDL) OnarHoctuka anabeta (buoxvmmuyeckuin) 4 950,00
(KDL) OunarHoctuka napasutapHbix 3abonesaHui 5 940,00
(KDL) Kapanonornyeckun 5 280,00
(KDL) Koarynorpamma, CKpUHUHT 1 100,00
(KDL) JlunmuaHeIi npodunnb, paclunpeHHbI 3 080,00
(KDL) Hedbponorunyeckui, GBUoXmmmnyeckmi 1 490,00
(KDL) ObcnepoBaHue neveHmn 2 420,00

KOMIMNEKCHAA OLIEHKA OKCMOATUBHOIO CTPECCA

(KDL) OkcupaTuBHbIN cTpecc (7 nokasaTtenei): ManoHoBbIA Ananbaern, KoSH3um
Q10 obwwmir (yonxuHoH), BuTamuH E (anbda-tokodepon), Butammt C (ackopbrHo 12 210,00

KOMIMEKCHBIE NCCNEOOBAHWNA METOOOM MLUP

(KDL) NUP-12, konuyecTBeHHO 4 000,00
(KDL) AHK BO3BYAMUTENEM 3MNMn 3 960,00
(KDL) MLP-6 1 430,00
(KDL) MupP-12 3 000,00
(KDL) MupP-15 4 250,00
(KDL) MNLUP-6, konuyecTBeHHO 1 600,00
KOMMIEKCHbIE NABOPATOPHbBIE OBCNEAOBAHNA
(KDL) Yekan 6a30BblIi, XXEHLLUNHbI 9 350,00
(KDL) Yekan 6a30Bbii, My>X4YUHbI 10 180,00
(KDL) Yekan pacLUMpPEHHBIN, XXEHLLUHbI 13 200,00
(KDL) Yekan pacLUMpeHHbIN, MYy>XYUHbI 12 100,00
(KDL) Yekan aKcrnepTHbIN, XEHLLMHbI 15 400,00
(KDL) Yekan akcnepTHbIA, My>4MHbI 15 400,00
(KDL) CnopT. Ba3oBblii CKPUHWUHT 1320,00
(KDL) CnopT. Buoxumumnyeckasi oueHka paboTocnocobHOCTU, CKPUHUHT 1 320,00
(KDL) OunarHoctuka cocyamcTbix 3abonesaHuii rofioBHOrO Mo3ra 5 780,00
(KDL) AnarHoctuka AeMmennH1M3npyoLLmx 3abonesaHumn 12 100,00
(KDL) OnarHocTuka HeMporeHHbIx Onyxornew 15 950,00
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00000010237
00000010468
00000010243
00000010242
00000010241
00000010249
00000010248
00000010247
00000015546
00000010255

00000010256
00000015559
00000015565
00000015568
00000010257

00000010260
00000010262
00000010261
00000010263
00000010259
00000010258
00000010264
00000010282
00000010289
00000010298
00000015206
00000010293
00000015209
00000010087
00000010284
00000010285
00000010306
00000010307
00000010278
00000010265
00000015207
00000010277
00000010303
00000010297
00000010283
00000010310
00000010268
00000015210
00000010290
00000010311
00000010300
00000015205
00000010291
00000010292
00000010305
00000015203
00000015204
00000010301
00000010308
00000010270
00000010286
00000010299
00000010267

00000010318
00000010273
00000010274
00000010309
00000010302
00000010320
00000015211
00000010324

00000010313
00000010319

00000010325
00000010321

50.0.H142.9
00
50.0.H147
50.0.H163
50.0.H164
50.0.H165
50.0.H166
50.0.H167
50.0.H168
60.48.H13

4.10.D1.202

17.35.A18
17.35.A19

18.2.A13.20
1
18.2.A2.201
18.2.A22
18.2.A3.201
18.2.A4.201
18.2.A6.201

8.0.A81.201
8.0.A82.201
8.0.A84.201
9.0.A1.201

9.0.A10.201
9.0.A11.201
9.0.A13.201
9.0.A14.201
9.0.A15.201
9.0.A16.201
9.0.A17.201
9.0.A18.201
9.0.A19.201
9.0.A2.201

9.0.A20.201
9.0.A21.201
9.0.A22.201
9.0.A23.201
9.0.A24.201
9.0.A25.201
9.0.A26.201
9.0.A27.201
9.0.A28.201
9.0.A29.201
9.0.A3.201

9.0.A30.201
9.0.A31.201
9.0.A32.201
9.0.A33.201
9.0.A34.201
9.0.A4.201

9.0.A42.201
9.0.A46.201
9.0.A49.201
9.0.A5.201

9.0.A50.201

9.0.A51.201
9.0.A52.201
9.0.A53.201
9.0.A54.201
9.0.A56.201
9.0.A57.201
9.0.A58.201
9.0.A59.401

9.0.A6.201
9.0.A60.401

9.0.A61.201
9.0.A62.201

AHanmu3bl

(KDL) AnarHoctuka aereHepaTuBHbIX 3aboneBaHuii MO3BOHOYHMKA
(KDL) MNocnutanbHbIi
(KDL) Yekan >xeHwuHbl, 3 ypoBeHb (MyTOBUH)
(KDL) Yekan >xeHLwwuHbl, 2 ypoBeHb (MyToBUH)
(KDL) Yekan >xeHwuHbl, 1 ypoBeHb (MyTOBUH)
(KDL) Yekan myxunHbl, 3 ypoBeHb (MyTOBUWH)
(KDL) Yekan myxunHbl, 2 ypoBeHb (MyTOBUH)
(KDL) Yekan myxuunHebl, 1 ypoBeHb (MyToBUH)
(KDL) MUP-4 NCMT
KOMIMEKCHbIV AHATNN3 KPOBM HA AMUHOKWCNOTbI
(KDL) KoMnneKcHbI aHanv3 KpoBM Ha aMUHOKUCIIOTHI (12 nokasaTtenei- anaHuH,
apruHnH, acnaparMHoBas KucrnoTa , LMTPYNuH, rMyTaMMHOBast KUCNOTa, MMULYH, MEeTK
Komnnekcel annepreHos
(KDL) Anneprokomnnekc nuwesor PROTIA (Kopesi), IgE
(KDL) Anneprokomninekc npu atonun y geten u B3pocnbix PROTIA (Kopes), IgE
JIEKAPCTBEHHbLII MOHUTOPUHI

(KDL) JleBeTnpaueTam, KONMM4ECTBEHHO
(KDL) ®eHobapbuTan, konm4ecTBEHHO
(KDL) Tornupamart (Tonamakc, TonanencuH, Topearn), KOnM4eCTBEHHO
(KDL) ®uHnencuH (kapbamasenuH, TerpeTon), KoNM4yeCcTBEHHO
(KDL) JTamoTpuaxXuHbl (naMmukTan), KonmyecTBEeHHO
(KDL) BanbnpoeBas kucnota (1 ee Nnpou3BOAHbIE), KONNYECTBEHHO
MAPKEPbI AYTOUMMYHHBIX 3ABOJIEBAHU
(KDL) AHTuTena k 6okanoBuaHbIM kneTkam kuweyvHuka (BKK)
(KDL) AHTTENa k AeamuamnpoBaHHbIM nenTnaam ansda-rnvaguHa IgA (AAIN)
(KDL) AHTUTENa K MUENUHY
(KDL) AHvTuTena k asycnnpansHon [HK (HaTueHoM) (a-dsDNA)
(KDL) AHTuTena k nHcynuHy (IAA)
(KDL) AHTuTEna K LUMKnuyeckoMy umTpynnuHosomy nentugy (ACCP, anti-CCP)
(KDL) AHTuTEna K peuenTopam TUpeoTponHoro ropmoHa (AT pTTI)
(KDL) AHTuTena k rmuaguHy, IgA
(KDL) AHTuTEna k rmmaguHy, 1gG
(KDL) AHT1TEna k TkaHeBOW TpaHCcrnyTamuHase, IgA
(KDL) AHTTEna k TkaHeBOW TpaHcrnyTamuHase, IgG
(KDL) AHTuTena k 6eTa-2-rmmkonpoTemnHy- | cymmapHbie
(KDL) AHTukepaTuHOBbIe aHTuTena (AKA)
(KDL) AHTuTena k ogHocnupansHon [AHK (a-ssDNA)
(KDL) AHTuTena k 6a3anbHon MembpaHe krybouka (anti -GMB)
(KDL) AHTnTena k C1q dakTtopy komniemeHTa
(KDL) AHTuTena k kneTkam cocyamcToro aHgotenus (HUVEC)
(KDL) AHTTENna k rmagkum Mbiwuam (ASMA)
(KDL) AHTuTEna k aHgomu3auio, IgA (ASA)
(KDL) AHTnpeTukynuHoBble aHTutena (APA)
(KDL) AHTUTERna K LMTPYNAMHUPOBaHHOMY BUMEHTUHY (aHTU-MCV)
(KDL) AHTUTEna K 1eCMOCOMaM KOXU
(KDL) AHTuTEna K anuaepmarnbHoi 6asanbHon MembpaHe
(KDL) AHTuTERa Kk MMoKapay (aHTUMWOKapAnanbHble aHTUTena)
(KDL) AHTuTena k sgepHbiM aHTureHam (ANA)
(KDL) AHTuTena k gpoxokam Saccharomyces cerevisiae (ASCA), IgA
(KDL) AHtuTena k gpoxokam Saccharomyces cerevisiae (ASCA), 1gG
(KDL) AHT1TENa k CTEpOMANPOAYLMPYHOLLIMM KNeTkaMm HagnovYevyHnka
(KDL) AHTuHYKneapHsbin caktop Ha HEp-2 kneTtkax (AH®)
(KDL) AHTuTEna k aKkcTparmpyemomy sgepHomy aHtureHy (ENA-ckpuH)
(KDL) AHTuTena k mutoxoHapusam (AMA)
(KDL) AHTuTEna Kk TpOMOOLMTaM
(KDL) AHTWTEna K kapauonunuHy (CymMapHblie)
(KDL) AHTuTena k rnytamataekapbokeunase (GAD)
(KDL) AHT1TENa K MMKpocoMarnbHON ppakumm neveHun n noyek (anti - LKM )
(KDL) AHTnoBapuanbHble aHTutena (AOA)
(KDL) OnarHoctuka capkomao3sa (akTMBHOCTb aHMMOTEH3UH-NPeBpaLLatoLLero
depmeHTa - ADIT)
(KDL) AHTuTena k aHHekcuHy V knacca IgG
(KDL) AHTuTena k aHHekcuHy V knacca IgM
(KDL) AHTWTENa K MPOTPOMOUHY, CyMMapHble
(KDL) AHTuTEena k napueTanbHbIM kneTkam xenyaka (AMKK)
(KDL) Onpenenexue aHtuTen k d.Kactna - BHyTpeHHemy daktopy (AB®D)
(KDL) CKpUHUWHI napanpoTeNHOB B CbIBOPOTKE (MMMyHOMUKCALMS)
(KDL) CkpuHuHr 6enka beHc-[>xoHca B pa3oBoin Mo4ve (MMMyHOodUKcaumst)
(KDL) AHTuTena knacca IgM k cdbocchonunuaam (kapauonunuHy, doccaTuanncepuny,
dochaTnaunuHosnTony, dochaTuannoBon KucnoTe)
(KDL) UmmyHodmkcaums 6enka BeHc-[>koHca ¢ naHenbio aHTUCHIBOPOTOK
(KDL) TunupoBaHue napanpoTenHa B CbIBOPOTKE KPOBU (C NOMOLLbIO
MMMYHOCMKCALMM C NaHenbilo aHTUCBLIBOPOTOK IgG, IgA, IgM, kappa, lambda)
(KDL) OnpepneneHue cogepxanus nogknacca lgG4

Crpanuna 58

12 100,00
1 870,00
5 230,00

10 450,00
2 420,00
9 350,00
7 980,00
2 860,00
1500,00

4 950,00

7 150,00
5 340,00

4 950,00
2 920,00
4 400,00
2 920,00
2 920,00
2 640,00

2 200,00
1 100,00
1650,00

830,00

830,00
1650,00
1430,00

990,00

990,00
1 100,00
1100,00
1210,00
1930,00

770,00
1760,00
1430,00
1820,00
1 540,00
1430,00
1430,00
1650,00
2 420,00
1980,00
1210,00

830,00
1320,00
1320,00
1540,00
1430,00
1430,00
1 540,00
3 300,00
1210,00
2 090,00
1600,00
1820,00

2 260,00
1820,00
1820,00
1540,00
1600,00
1490,00
2 310,00
2 420,00

880,00
2 970,00

3 800,00
1580,00



00000010312
00000010295
00000010296
00000010279
00000010280
00000010269
00000010304
00000010272
00000010276
00000010288
00000010287
00000010281
00000010316
00000010322
00000010271
00000010275
00000010266
00000015208
00000010327
00000010326

00000010328
00000010329

00000010314
00000010315
00000010323
00000010317
00000010294
00000010330
00000010333
00000010345
00000010341

00000010348

00000010331

00000010332

00000010360

00000010361

00000015214

00000015215

00000010340

00000010346

00000010347

00000015592

AHanmu3bl

(KDL) AHnTuTena knacca IgG k chocponunuaam (kapavonununy, docdatnanncepuHy,

9.0.A7.201 docdaTnannuHosmTony, docdaTnannoBoi KMcnoTe)
9.0.A75.201 (KDL) AHTuTENa K kapavonununy, IgG
9.0.A76.201 (KDL) AHTuTena k kapguonunuuy, IgM
9.0.A77.201 (KDL) AHTuTena k 6eta-2-rnukonpoTeunHy, IgG
9.0.A78.201 (KDL) AHTuTena k beta-2-rnmkonpoTeunHy, IgM
9.0.A8.201 (KDL) AHT1CnepmMarnbHble aHTuTena
9.0.A80.201 (KDL) AHTUTENna k CKeneTHbIM MblLLamM
9.0.A81.201 (KDL) AHTuTEna k akBanopuHy -4
9.0.A82.201 (KDL) AHTuTEna K aueTunxonvHoBbim peuentopam (AXP)
9.0.A83.201 (KDL) AHTWTENa Kk AeaMuanpoBaHHbIM NenTuaam anbda-rnmagmnHa 1IgG (AAr)
9.0.A84.201 (KDL) AHTuTena k rmytamaTtHomy peuentopy NMDA-Tuna
9.0.A9.201 (KDL) AHTuTena k beTa-kneTkam nomxenynoyHon xenesbl (ICA )
(KDL) AHTuTEna cymmapHble k dhocdonunuaam (KapamonunuHy, pocdatnanncepuHy,
9.0.D1.201 ocdaTnannuHosnTony, pocdaTuannoBoi KMCnoTe)
(KDL) Pa3BepHyTOe ceporormyeckoe obcneposaHue npu nonumuosute (AH® Ha Hep-
9.0.D10.201 2 knetkax, ENA-CkpuH, IMMyHOBMOT ayToaHTUTEN NPU NONMMUO3NUTE)
(KDL) AHTWTEna npu napaHeonnacTUYecknx CMHApoMax, MMMyHo6noT (k Yo-1, Hu,
9.0.D11.201 Ri, CV2, Ma2, amdundunanny)

komnnekcy(AMA-M2), mukpocomam neveHn n novek (LKM-1), uMto3onbLHOMY aHTUreHy
9.0.D2.201 T

(KDL) AHTnHenTpodunbHble LuMTonnasMmaTmnyeckne aHtutena, IgG (ANCA), Combi 6 (k
9.0.D3.201 npotenHase 3, nakTohepprHy, Mnenonepokcnaase, anacrase, karencuHy G, 6akre

HaTuBHbIN), SS-B, Scl-70, PM-Scl, CENP B, Jo-1, ANA-PCNA, AMA-M2, ANA-R0-52,
9.0.D4.201 dsDNA

(KDL) 31N-B-TecT-6 (aHTnTEna k ds-OHK, 6eta2-rnukonpoteunHy 1, Fc-lg, konnareHy,

9.0.D5.201 NHTepdepoHy anbda, MHTepdepoHy ramma)

(KDL) 3NN-ADC-XMY-TecT-6 (aHTuTEna k XY, 6eTta2-rnukonpoTeunHy 1, Fc-lg, ds-
9.0.D6.201 OHK, konnareHy, cymmapHble k dpocconunuaam)

(KDL) 3IN-Bucuepo-TecTt-24 (aHTUTENa K 24 aHTUreHaM OCHOBHbIX OPraHoB 1 CUCTEM
9.0.D7.201 YyernoBeka)
9.0.D8.201 (KDL) 31W-N-Komnnexc-12

(KDL) AHTuTEna npu nonMmunosnte, ummyHoo6not (Mi-2, Ku, Pm-Scl100, Pm-Scl75,
9.0.D9.201 SPR, Ro-52, Jo-1, PL-7, PL-12, EJ, OJ)

(KDL) AHTuTERa npu cucteMHon cknepogepmun (MMmyHobnoT): Scl-70, CENP A,
9.1.D5 CENP B, RP11, RP155, Fibrillarin, NOR90, Th/To, Pm-Scl100, Pm-Scl75, Ku, PDGFR

(KDL) CBoGoaHble nerkue Leny MMMyHOrnoGyn“HOB kanna/nsimbaa B CbIBOPOTKE
9.10.A62 KPOBW, C pac4eToOM NHAeKca

raHrnuosugam) acuano-GM1, GM1, GM2, GD1a, GD1b, GQ1a, GQ1b, GT1a knaccos
9.11.A1 IgGIgM
9.2.A3 (KDL) AHTuTEna K kapauonunuyy, IgA

MWKPOBWMONOI’MYECKWE MCCIEAOBAHUA

14.1.A5.900 (KDL) UccnepoBaHue Ha broueHo3 Bnaranuia (avarHocTtrka 6akrepuansHoro

(KDL) MNoces Ha rpubbl poga kaHanaa (Candida) ¢ naeHtudmkaumen n
14.1.A6.900 onpegeneHnemM 4yBCTBUTENbHOCTU K aHTUMUKOTUYECKUM MpenapaTam

(KDL) Moces Ha reModumnbHyto nano4dky (Haemophylus influenzae) c onpeaenexnem
14.1.A8.900 YYBCTBUTENBLHOCTY K aHTUBMOTUKaM
14.1.D33.90 (KDL) MNoces Ha mukonnasmy u ypeannasmy (Mycoplasma hominis, Ureaplasma
0 species) ¢ onpegeneHnemM YyBCTBUTENbHOCTU K aHTMONOTUKAM

(KDL) ABTOMaT14eCKMin NOCEB U MAEHTUUKALMSA MUKPOOPTraHN3MOB C MOMOLLbHO
14.10.A1.90 BpemsnpornetHo MACC-cnektpometpun (MALDI-TOF) ¢ paclumpeHHon
0 aHTMbnoTtukorpammon VI

(KDL) ABTOMaTMyeckuii Noces 1 MaeHTUMUKaLns MUKPOOPraHM3MOB C MOMOLLbIO
14.10.A2.90 BpemsnponetHo MACC-cnektpometpun (MALDI-TOF) ¢ paclumpeHHon
0 aHTUBMoTUKOrpammon, B
14.11.A1.90 onpeaeneHneM YyBCTBMTENbHOCTM K OCHOBHOMY CMEKTPY aHTUBMOTHKOB, B T.4.
0 KaHauaa

(KDL) MNoceB Ha Mukpodnopy OTAEeNAeMOro yporeHMTanbHOro TpakTa XeHLLMHbI C
14.11.A2.90 onpeaeneHnemM YyBCTBUTENbHOCTU K PaCLLMPEHHOMY CMEKTPY aHTMBMOTUKOB, B T.4.
0 KaHan

(KDL) MNMoceB Ha Mnkpodhriopy OTAENSEMOro YpOreHUTanbHOro TpakTa XeHLUMHbI C
14.11.A3.90 onpeAeneHnemM YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY aHTUOMOTUKOB 1
0 Baktepuodparam,
14.11.A4.90 (KDL) MNMoceB Ha Mukpodpriopy ¢ onpefeneHMem YyBCTBUTENBHOCTU K pacLLMpeHHOMY
0 CneKTpy aHTMBMOTHKOB 1 BakTepnodparam, B T.4. KaHanaa
14.12.A3.90 (KDL) Moces Ha BO3byauTenein KnLWe4Hon MHAEKLMN (CanbMOHENMbI, LUMFensbl) ¢
0 onpeaeneHnem YyBCTBUTENbHOCTH K aHTMBMOTMKaM
14.12.A5.90 (KDL) MoceB Ha 3onotucTbii ctacunokokk (Staphylococcus aureus) ¢ onpegeneHvem
0 YyBCTBUTEMNbHOCTU K aHTUOMOTMKaM
14.12.A6.90
0 (KDL) NoceB Ha nepcuHmno3 ¢ onpeaeneHnem YyBCTBUTENbHOCTY K aHTMOMOTMKaM

(KDL) KomnnekcHoe nccnenoBaHue MokpoTbl U BAJT: noceB Ha Mukpodpriopy ¢
onpeaeneHMeM YyBCTBUTENbHOCT K OCHOBHOMY CMEKTPY aHTUBUOTUKOB 1
14.14.D1 MUKPOCKONWUS Ma3ka

Crpanuna 59

880,00
1490,00
1480,00
1430,00
1490,00
1100,00
1490,00
2 420,00
4 620,00
1 100,00
6 600,00
1320,00

990,00
7 540,00
7 920,00
3 850,00
4 130,00
4 400,00
2 750,00
2 750,00

8 800,00
3 030,00

4 400,00
5 830,00
4 070,00

6 600,00
2 810,00

1820,00
1100,00
1210,00

1760,00

3 630,00

5 340,00

1490,00

2 040,00

1 600,00
2 200,00
1 100,00
1 100,00

1100,00

1750,00



00000015216

00000010363

00000015217

00000010362

00000010342

00000010343

00000010350

00000010352

00000010349

00000010351

00000010358

00000015218

00000010357

00000010359

00000010354

00000010356

00000010353

00000010355
00000015219
00000010336
00000010335
00000015220
00000010334
00000010338
00000010337
00000010339
00000010344
00000010364
00000010421
00000010422
00000010409
00000010370
00000010407
00000010383
00000010368

00000010389

14.2.A1.900

14.2.A2.900

14.2.A3.900

14.2.A4.900
14.22.A1.90
0
14.22.A2.90
0

14.3.A1.900

14.3.A2.900

14.3.A3.900

14.3.A4.900

14.4.A1.900

14.4.A2.900

14.4.A3.900

14.4.A4.900

14.5.A1.900

14.5.A2.900

14.5.A3.900

14.5.A4.900

14.6.A1.900

14.6.A2.900

14.6.A3.900

14.6.A4.900
14.7.A1.900
14.8.A1.900
14.8.A2.900

14.8.A3.900

50.0.H145

13.1.A1.900
13.1.A3.900
13.11.A2.90
0
13.13.A1.90
0
13.14.A1.10
1
13.14.A5.10
1
13.14.D1.10
1
13.15.A1.90
0

AHanmu3bl

onpeaeneHneM YyBCTBMTENbHOCTUM K OCHOBHOMY CMEKTPY aHTUBMOTUKOB, B T.4.
KaHavaa
(KDL) MNoceB Ha Mukpodnopy oTAEeNSeMOro yporeHMTanbLHoro Tpakta MyXX4uHbl C

onpegeneHnem 4yBCTBUTENbHOCTU K paCLULMPEHHOMY CNEKTpy aHTMONOTUKOB, B T.Y.

KaHau
(KDL) MNMoceB Ha M1kpodhriopy OTAENSEMOro YpOreHUTanbHOro Tpakta MyX4nHbl C
onpeaeneHnem YyBCTBUTENBHOCTN K OCHOBHOMY CMEKTPY aHTUBUOTMKOB 1
Baktepuodparam,

(KDL) MNoceB Ha Mnkpodhriopy OTAENSEMOro YyporeHUTanbHOro Tpakta MyXX4mHbl C
onpeaeneHnem YyBCTBUTENBHOCTY K PacLUMPEHHOMY CMEKTPY aHTUBUOTMKOB 1
Baktepuodar

(KDL) Moces Ha roHokokku (Neisseria gonorrhoeae) 6e3 onpeaeneHus
YYBCTBUTENBHOCTU K aHTUBMOTUKAM (XKEHCKMI)

(KDL) Moces Ha roHokokku (Neisseria gonorrhoeae) 6e3 onpeaeneHus
YYBCTBUTENBHOCTY K aHTUBMOTUKAM (MY>KCKOW)

onpeneneHnem YyBCTBUTENBHOCTN K OCHOBHOMY CMEKTPY aHTMONOTUKOB, B T.4.
KaHaouaa

onpeaeneHnemM YyBCTBUTENBHOCTU K PaCLLMPEHHOMY CMEKTPY aHTUBUOTUKOB, B T.4.

KaHonaa

onpeaeneHMeM YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY aHTUBUOTUKOB 1
bakrepuodparam, B T.u.

onpegeneHnemM YyBCTBUTENBHOCTM K PACLUMPEHHOMY CMEKTPY aHTUOUOTUKOB 1
baktepuodbaram, B T

(KDL) MoceB Ha mukpodnopy otaensiemoro JIOP-opraHoB ¢ onpeaeneHnem
YYBCTBUTENBHOCTW K OCHOBHOMY CMEKTPY aHTMOMOTUKOB, B T.4. KaHAnAa
(KDL) Moces Ha mukpodnopy otaensiemoro JIOP-opraHoB ¢ onpeaeneHnem
YYBCTBUTENBHOCTY K paCLUMPEHHOMY CMEKTPY aHTUOMOTMKOB, B T.4. KaHAMAA
(KDL) MoceB Ha mukpodnopy otaensiemoro JIOP-opraHoB ¢ onpeaeneHnem
YYBCTBUTENBHOCTW K OCHOBHOMY CMEKTPY aHTMOMOTUKOB 1 BakTepuodaram, B T.4.
KaHauaa

(KDL) Moces Ha mukpodpriopy otaensemoro JIOP-opraHoB ¢ onpefeneHvem

YYBCTBUTEJTbHOCTU K pacLUMPEeHHOMY CNEeKTpy aHTUBMOTUKOB 1 6aK‘repV|od)araM, B T.u.

KaHguaa
(KDL) MNoceB Ha Mukpodnopy oTAeNseMoro KOHbIOHKTUBbI C onpeaeneHmem
YYBCTBUTENBHOCTH K OCHOBHOMY CMEKTPY aHTMOMOTMKOB, B T.4. KaHAMAA

(KDL) MNoceB Ha Mukpodnopy oTAeNnsemMoro KOHbIOHKTUBbI C OfpeaeneHmem
YYBCTBUTENBHOCTY K PACLUMPEHHOMY CMEKTPY aHTUOMOTMKOB, B T.4. KaHAMAA
(KDL) MNoceB Ha Mukpodnopy oTAenseMoro KOHbIOHKTUBbI C onpeaeneHnem
YYBCTBUTENBHOCTH K OCHOBHOMY CMEKTPY aHTMBMOTMKOB 1 BakTepuodaram, B T.4.
KaHavaa

(KDL) MNoceB Ha Mukpodnopy oTAeNseMoro KOHbIOHKTUBbI C ONpeaeneHmem

YYBCTBUTENBHOCTU K PacLUMPEHHOMY CreKTPY aHTMBUoTMkoB 1 Baktepuodaram, B T.4.

KaHauna

(KDL) MNMoceB Moun Ha Munkpodpropy ¢ onpeaeneHmeM 4yBCTBMTENbHOCTM K OCHOBHOMY

CNeKTpy aHTMBMOTKKOB, B T.4. KaHANAA
(KDL) MNMoceB Moun Ha Mukpodpropy ¢ onpeaeneHMem 4yBCTBUTENbHOCTU K
pacLUMPeHHOMY CMEeKTPY aHTMBUOTUKOB, B T.4. KaHAMAA

(KDL) MNMoceB Moun Ha Mukpochnopy ¢ onpeaeneHmeM 4yBCTBMTENbHOCTM K OCHOBHOMY

CneKTpy aHTMBMOTHKOB 1 GakTepnodparam, B T.4. KaHAnaa

(KDL) MoceB Moun Ha Mukpodpropy ¢ onpeaeneHMem 4yBCTBUTENBHOCTY K
pacLUMpeHHOMY CreKTpy aHTMBNOTMKOB 1 BakTepuodaram, B T.4. KaHAMAA
(KDL) MNoceB kpoBu Ha CTEPUNBHOCTb

(KDL) MNoceB Ha Streptococcus pyogenes

(KDL) MNoces Ha Corynebacterium diphteriae

(KDL) NoceB Ha beTa-remonuTuyeckuin CTpenToKOoKK rpynnbl B (S. agalactiae) ¢
onpeAeneHneM YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY aHTMONOTUKOB

(KDL) MNoceB Ha rpnbbl (Bo36yanTenn mMyuko3oB) (6e3 onpeaeneHns YyBCTBUTENBHOCTH

K aHTVIMVIKOTVIKaM)

MONEKYNMAPHAA (OHK/PHK) AMATHOCTUKA METOJOM TMLUP

(KDL) OHK xnamugun (Chlamydia trachomatis)
(KDL) OHK xnamuamm (Chlamydia trachomatis), konnyectseHHo

(KDL) OHK ctpenTtokokkoB (Streptococcus species)

(KDL) OHK Listeria monocytogenes

(KDL) OHK canbmoHenn (Salmonella species)

(KDL) OHK Bo3byauTtens nceepoTtybepkynesa (Yersinia pseudotuberculosis)
(KDL) AnaporeHHbie E.coli

(KDL) OHK kangmabl (Candida albicans )

Crpanuna 60

1490,00

2 040,00

1600,00

2 200,00
1320,00
1320,00
1490,00
2 040,00
1600,00
2 200,00
1490,00

2 040,00

1 600,00

2 200,00
1490,00

2 040,00

1710,00

2 200,00
1490,00
2 040,00
1 600,00
2 200,00
2 970,00
1100,00
1820,00
1760,00
2 970,00

330,00
390,00

720,00
770,00
990,00
770,00
1980,00

330,00



00000010390

00000010388

00000010410

00000010411

00000010412

00000010413

00000010424

00000010425

00000010378

00000010379

00000010377

00000010375

00000010376

00000010394

00000010392

00000010393

00000010395

00000010373

00000010374

00000010380

00000010381

00000010372

00000010396

00000010397

00000010403

00000010400

00000010402

00000010398

00000010401

00000010366

00000010404

00000010399

00000010435

00000010434

00000010433

00000010369

00000010418

00000010414

00000010416

00000010417

00000010419
00000010415

13.15.A2.90
0
13.15.D01.90
0
13.16.A1.90
0
13.16.A2.90
0
13.17.A1.90
0
13.17.A2.90
0
13.18.A1.90
0
13.18.A2.90
0
13.19.A1.90
0
13.19.A2.90
0
13.19.A3.90
0
13.19.A4.90
0
13.19.A5.90
0
13.2.A1.900
13.2.A2.900
13.2.A4.900
13.2.A5.900
13.20.A1.90
0
13.20.A2.90
0
13.21.A1.90
0
13.21.A2.90
0
13.22.A1.90
0
13.23.A1.90
0
13.23.A2.90
0
13.23.A3.90
0
13.23.D1.90
0
13.23.D2.90
0
13.23.D3.90
0
13.23.D4.90
0
13.23.D5.90
0
13.23.D6.90
0
13.24.D01.90
0
13.25.A1.10
1
13.26.A1.10
1
13.28.A1.10
1
13.29.A1.90
0
13.3.A1.900
13.3.A2.900
13.3.A3.900
13.3.A4.900
13.3.A5.900
13.3.A6.900

AHanmu3bl

(KDL) AHK kangmabl (Candida albicans), konmyectBeHHO

(KDL) AHK rpun6os poaa kaHauabl, Tunuposanue (Candida albicans/Candida
glabrata/Candida krusei)

(KDL) OHK Tokconnaawmel (Toxoplasma gondii)

(KDL) OHK Tokconnaawmsl (Toxoplasma gondii), konnyectBeHHO

(KDL) OHK TpuxomoHagp! (Trichomonas vaginalis)

(KDL) OHK tpuxomoHagel (Trichomonas vaginalis), konm4yectBeHHO

(KDL) OHK untomeranosupyca (Cytomegalovirus, CMV)

(KDL) AHK untomeranosupyca (Cytomegalovirus, CMV), KonnyectBeHHO
(KDL) AHK Bupyca npoctoro repneca | Tuna (Herpes simplex virus 1)

(KDL) AHK Bupyca npoctoro repneca |l Tuna (Herpes simplex virus Il)

(KDL) OHK Bupyca npoctoro repneca | n |l Tunos (Herpes simplex virus | n 1I)
(KDL) OHK Bupyca npoctoro repneca (Herpes simlex virus, BMNIM) | Tuna,
KONMYeCTBEHHO

(KDL) OHK Bupyca npoctoro repneca (Herpes simlex virus, BII) Il Tuna,
KONMYeCTBEHHO

(KDL) OHK mukonnaamel (Mycoplasma hominis )

(KDL) OHK mukonna3smel (Mycoplasma genitalium )

(KDL) AHK mukonnasmsbl (Mycoplasma genitalium), konm4yectBeHHO

(KDL) AHK mukonnasmel (Mycoplasma hominis), konnyectBeHHO

(KDL) AHK Bupyca repneca VI tTuna (Human herpes virus, HHV)

(KDL) OHK Bupyca repneca VI Tuna (Human herpes virus, HHV), konnyectBeHHO
(KDL) OHK Bupyca OnwrtewHa-bapp (Epstein-Barr virus, EBV)

(KDL) OHK Bupyca OnwrteiiHa-bapp (Epstein-Barr virus, EBV), konnuecTBeHHO
(KDL) OHK Bupyca Bapuuenna-3octep (Varicella-Zoster virus)

(KDL) OHK nanunnomasupyca (Human Papillomavirus) 16 Tuna

(KDL) OHK nanunnomasupyca (Human Papillomavirus) 18 Tvna

(KDL) OHK nanunnomasupycoB (Human Papoiilmavirus) BbICOKOro KaHLeporeHHoro

pucka (16-68 Tunos: 16,18,31,33,35,39,45,51,52,56,58,59,66,68) 6e3 onpenenex
(KDL) AHK nanunnomasupycos (Human Papillomavirus) 31, 33 Tunos ¢
onpeaerneHnem Tuna

(KDL) AHK nannnnomasmpycoB (Human Papillomavirus) 6, 11 Tunos c onpegeneHvem

™Mna
(KDL) AHK nanunnomasupycos (Human Papillomavirus, BMN4) 6/11 Tunos c
onpeaeneHnem Tuna, KonM4YeCTBEHHO

(KDL) OHK nanunnomasupycos (Human Papillomavirus) 31/33 Tunos c
onpeaeneHnem T1na, Konn4ecTBEHHO

(KDL) BM4Y-tect (ROCHE COBAS4800) BbICOKOro KaHLieporeHHoro pucka (16-68
Tunos.: 16, 18 c onpegenexuem tuna, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 6

(KDL) OHK nanunnomasupycoB (Human Papoiilmavirus) BbICOKOro kaHLeporeHHoro

pucka (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59 TunoB) c onpegeneHvem
(KDL) OHK nanunnomasupycos (Human Papillomavirus) 16/18 tunos, ¢
onpeaeneHnem TUNoB, KONIMYECTBEHHO

(KDL) PHK aHTepoBupyca (Enterovirus) (kan)
(KDL) PHK poTaBupyca (Rotavirus) A
(KDL) PHK HopoBwupyca (Norovirus) Il Tuna

(KDL) OHK Adenovirus

(KDL) OHK ypeanna3smbl (Ureaplasma urealyticum)

(KDL) OHK ypeanna3mbl (Ureaplasma parvum )

(KDL) OHK ypeanna3smbl (Ureaplasma species)

(KDL) OHK ypeanna3swmbl (Ureaplasma species), konn4ectBeHHO
(KDL) AHK ypeanna3smbl (Ureaplasma urealyticum), konn4ecTBeHHO
(KDL) AHK ypeanna3smbl (Ureaplasma parvum), KOnM4eCcTBEHHO

Crpanuna 61

440,00
500,00
330,00
500,00
330,00
500,00
370,00
500,00
370,00
370,00
390,00
500,00
500,00
330,00
330,00
330,00
390,00
500,00
550,00
330,00
500,00
440,00

330,00

330,00

RN

100,00
390,00
390,00
500,00
550,00
2 480,00
1430,00

500,00

880,00

880,00
1100,00
1 050,00
330,00
330,00
330,00
440,00

330,00
330,00



00000010365

00000010367

00000010428

00000010429
00000015186

00000010382
00000010426
00000010405
00000010406
00000010408
00000010384
00000010385
00000010371
00000010386
00000010387
00000010391
00000010420
00000010436
00000010423

00000010427
00000010437

00000010460

00000010461

00000010452

00000010453

00000010444

00000010443

00000010445

00000010446

00000010440

00000010464

00000010465

00000010454

00000010450

00000010463
00000010447

00000010438
00000010448
00000010451
00000010449
00000010462
00000010441
00000010442
00000010439
00000010458
00000010459
00000010456
00000010455

13.30.A2.90
0
13.30.D1.90
0
13.30.D2.90
0
13.30.D3.90
0

13.30.D4
13.31.D1.90
0

13.32.D2
13.34.A1.90
0
13.37.A1.90
0
13.38.A1.90
0
13.4.A1.900
13.4.A2.900
13.5.A1.900
13.6.A1.900
13.6.A2.900
13.8.A1.900
13.9.A1.101
50.0.H117.9
00
50.0.H65.90
0
60.30.H31.1
01

12.10.A1.20
2
12.11.A1.20
2
12.13.A1.20
2
12.13.A2.20
2
12.14.A1.20
2
12.15.A1.20
2
12.16.A1.20
2
12.16.A2.20
2
12.17.A1.20
2
12.18.A1.20
2
12.18.A2.20
2
12.21.D1.20
2
12.22.A2.20
2
12.23.A1.20
2

12.24.D1
12.25.A1.20
2
12.4.A1.202
12.5.A1.202
12.6.A1.202
12.7.A1.202
12.8.A1.202
12.8.A2.202
12.8.02
12.9.A1.202
12.9.A2.202
12.9.D1
12.9.D2

AHanmu3bl

(KDL) A/H1N1 (cBuHOM rpunm), (kay.)
(KDL) l'eHoTunupoBaHwue Bupyca rpunna (A/B)
(KDL) OPBMW-CkpuH

(KDL) PHK Bupycos rpunna A/H1N1,A/H3N2

(KDL) Bupycel rpynnbl repneca (EBV, CMV, HHV6)

(KDL) OHK Bo36yauTenen kokntoLa/napakokntoLua/6poHxocentuko3a (Bordetella
pertussis/Bordetella parapertussis/Bordetella bronchiseptica)

(KDL) KomnnekcHoe nccnenosaHue HK MeHMHrokokka, reMogunbHON Nanoyku,
ctpenTokokka (Neisseria meningitidis, Haemophilus influenzae, Streptococcus pneu

(KDL) AHK napsosupyca B19 (Parvovirus B19)
(KDL) AHK nHeBMoumcTbl (Pneumocystis jirovecii (carinni))

(KDL) OHK cTpenTtokokka (S. agalactiae), kon.

(KDL) OHK rapgHepennbl (Gardnerella vaginalis)

(KDL) OHK rapgHepennel (Gardnerella vaginalis), konuyecTBeHHO
(KDL) OHK 6nenHoit TpenoHemsl (Treponema pallidum)

(KDL) OHK roHokokka (Neisseria gonorrhoeae)

(KDL) OHK roHokokka (Neisseria gonorrhoeae), Konn4ecTBeHHO
(KDL) AHK mukobakTepun Tybepkynesa (Mycobacterium tuberculosis)
(KDL) AHK xenukobaktepa (Helicobacter pylori) (kan)

(KDL) TunmpoBaHue rpmboB, pacLUMpeHHbIN

(KDL) AHK xnamungodun n mukonnasm (Chlamydophila pneumoniae, Mycoplasma
pneumoniae)

(KDL) OKWN-TecT (Shigella spp./ Salmonella spp./ Campylobacter spp./ Adenovirus F/
Rotavirus A/ Norovirus 2/ Astrovirus)

MONEKYITAPHAA (OHK/PHK) AMATHOCTUKA METOJOM TMUP (kpoBb)

(KDL) PHK Bupyca renatuta D, kpoBb, kau.

(KDL) PHK Bupyca renatuta G, KpoBb, kau.

(KDL) OHK untomeranosupyca (Cytomegalovirus), KpoBb, Kau.

(KDL) OHK untomeranosupyca (Cytomegalovirus), KpoBb, KONnY.

(KDL) OHK Bupyca npoctoro repneca |, Il Tuna (Herpes simplex virus |, Il), kpoBb, kau.
(KDL) OHK Bupyca repneca VI Tuna (Human Herpes virus VI), KpoBb, kau.

(KDL) OHK Bupyca OnwrTenHa-bapp (Epstein-Barr virus), kpoBb, kau.

(KDL) OHK Bupyca OnwrteiiHa-bapp (Epstein-Barr virus), kpoBb, konuy.

(KDL) OHK Bupyca Bapuuenna-3octep (Varicella-Zoster virus), kpoBb, kau.

(KDL) PHK BWY | Tuna, kpoBb, Kau.

(KDL) PHK BWY | Tuna, kpoBb, KOnuY.

(KDL) OgHoBpemeHHoe onpegeneHve OHK Bupyca renatuta B, PHK Bupyca renatuta
C, PHK BWM | Tuna, kpoBb, Kau.

(KDL) AHK napsosupyca B19 (Parvovirus B19), kpoBb, konuy.

(KDL) PHK Bupyca kpacHyxu (Rubella virus), KpoBb, kau.
(KDL) OHK Bupycos rpynnel repneca (EBV, CMV, HHV6) kpoBb, konuy.

(KDL) OHK apeHoBupyca (Tunbl 3, 2, 5, 4, 7, 12, 16, 40, 41, 48), KpoBb, kau.
(KDL) OHK nucTepuu (Listeria monocytogenes), kpoBb, kau.

(KDL) OHK Tokconnasmbl (Toxoplasma gondii), kpoBb, kau.

(KDL) OHK mukobaktepum Ty6epkynesa (Mycobacterium tuberculosis), kpoBb, Kau.
(KDL) PHK Bupyca renatuTa A, KpoBb, Kau.

(KDL) AHK Bupyca renatuta B, kpoBb, Kau.

(KDL) AHK Bupyca renatuta B, kpoBb, KOnuy.

(KDL) OHK BI'B, reHoTun (A,B,C,D) kpoBb, kau.

(KDL) PHK Bupyca renaTtuta C, KpoBb, Kau.

(KDL) PHK Bupyca renaTtuta C, KpOBb, KONuY.

(KDL) PHK BI'C, reHotun (1a,1b,2,3a,4,5a,6) kpoBb, KOnuY.

(KDL) PHK BI'C, reHoTun (1,2,3) KpoBb, Kau.

Crpanuna 62

2 480,00
1 100,00
2 480,00

3 300,00
1100,00

1210,00
2 640,00
990,00
990,00
770,00
330,00
440,00
440,00
390,00
500,00
550,00
660,00
1100,00
610,00

2 640,00

720,00
770,00
660,00
1 100,00
660,00
660,00
660,00
830,00
660,00
4 000,00
5 500,00
2 860,00
880,00

1650,00
1100,00

1 540,00
720,00
550,00
660,00
770,00
660,00

2 750,00

1.380,00
770,00

7 000,00

5 000,00

1710,00



00000010457
00000010466

00000010476
00000010469
00000010471
00000010473
00000010475
00000010477

00000010474

00000010470

00000010472
00000010467
00000010478
00000010488
00000010489
00000010492
00000010504
00000010503

00000015225

00000010498
00000010481
00000015221
00000010482
00000010479
00000010480

00000010490
00000015223
00000010486
00000015604

00000015603
00000010493
00000010491
00000010505
00000015222
00000010500
00000010487
00000010485
00000015229
00000015224
00000010497
00000015231
00000010494
00000010484
00000015230
00000010499
00000010496

00000015226

00000015227

00000015228

00000010502
00000010483
00000010495
00000010501
00000010506
00000010513
00000010508
00000010509
00000010507
00000010514
00000010515
00000010516
00000010517
00000010510
00000010512

12.9.D3

50.0.H121.9
00
50.0.H169
50.0.H170
50.0.H171
50.0.H172
50.0.H173
50.0.H34.20
1
50.0.H89.90
0
50.0.H90.90
0

60.48.H8

27.1.A1.101
27.1.A2.101
27.1.A3.101
27.1.A4.101
27.1.A5.401
50.0.H51.51
0

50.0.H59
6.1.A1.401
6.1.D1.401
6.1.D2.401
6.1.D4
6.1.D5

6.2.A12.101
6.2.A13.101
6.2.A15
6.2.A16

6.2.A24
6.2.A4.303
6.2.A5.101
6.2.A6.101
6.2.A7.101
6.2.01.101
6.2.03.101
6.2.D7.101
6.3.A6.107
6.3.01.503
6.3.012.514
6.3.014.401
6.3.015.515
6.3.016.117
6.3.016.506
6.3.02.502
6.3.D3.501

6.3.D5.105
6.3.06.312
6.3.D7.106

6.3.D8.601
6.4.A1.900
6.5.D1
6.5.D2

1.1.A1.202
1.1.A11.202
1.1.A12.202
1.1.A14.202
1.1.A2.202
1.1.A3.202
1.1.A34.202
1.1.A35.202
20.0.A1
20.0.A3

AHanmu3bl

(KDL) PHK BI'C, reHotun (1a, 1b, 2, 3a, 4, 5a, 6), KpoBb, Kau.
MOJIEKYJTAPHAA (OAHK/PHK) OMATHOCTUKA METOOOM [MLUP, KPOBb

(KDL) CkpuHuHroeas guarHoctvka BUY

(KDL) MNocnutanbHbin (K)

(KDL) MocnutanbHbii TepaneBTudeckun (K)

(KDL) MNocnuTanbHbivi xupyprudeckui (K)

(KDL) NHbekuun, nepegatoumecs nonosbim nytem (K)
(KDL) CkpuHuHrosas amarHoctuka BUY (K)

(KDL) AnarHoctuka nHdeKUmMin, nepeaatoLLmxcs nosioBbIM NyTeM (KpoBb)
(KDL) MocnutanbeHbI TepaneBTUYECKUIA

(KDL) MocnutanbHbIA XMpypruyeckui

(KDL) Bupycel rpynnbl repneca (EBV, CMV, HHV6) kpoBb, kau.
OBLWEKNNHNYECKVNE NCCITEQOBAHUA

(KDL) UccnepnoBaHue aHTureHa nsambnui (Giardia intestinalis) B kane
(KDL) UccnepnoBaHue aHTureHa xenvkobakrepa (Helicobacter pylori) B kane
( ) iccnepoBanme kana Ha TokcuHbl knoctpuami (Clostridium Difficile) A n B
(KDL) PoTaBupyc (o6HapyxeHne aHTureHa B kane), XA
(KDL) Onpepenexune aHtureHa nervoxennsl (Legionella pneumophilla) B moye
(KDL) Mukpockonuyeckoe nccnegoBaHve OTAENSeMOoro yporeHmTanbHoro Tpakra
(uepBurKanbHbI KaHan+Bnaranuile+ypeTpa)
(KDL) Mukpockonuyeckoe nccnegoBaHve OTAENSeMOro yporeHmTansHoro
TpakTa(LepBrKanbHbIvi KaHan + Braranuile)
(KDL) AHanm3 mo4un no 3MMHULKOMY
(KDL) Obwwuit aHanu3 Mo4n
(KDL) AHanun3 mo4n no HeunnopeHko
(KDL) 2-x ctakaHHasi npoba Mo4n
(KDL) 3-x ctakaHHas npoba Mo4n
(KDL) NccnepoBaHme kana Ha npocTenme n snua renbMUMHTOB METOA0M
oborawieHns (PARASEP)
(KDL) KanbnpoTekTuH (B kane)
(KDL) 3oHynuH dekanbHbIi
(KDL) Qo3uHounbHbI HepoTokeuH (EDN) B kane
(KDL) UccnepnoBaHue kana Ha reMornobuH u remornobuH/rantornobuHoBbI
komnnekc, ColonView (MMMYHOXUMWUYECKUNIA TECT Ha CKPbITYIO KPOBb)
(KDL) UccnepnoBaHue cockoba Ha aHTepobros
(KDL) NccnepoBaHme kana Ha CKpbITYO KPOBb
(KDL) CogeprxaHue yrneBogoB B Karne ( B T. Y. nakTo3a)
(KDL) MaHkpeaTuyeckas anactasa 1 B kane
(KDL) O6wuin aHanu3 kana (konporpamma)
(KDL) NccnepoBaHme kana Ha NpoCcTenLnX, anua renbM1HTOB
(KDL) BroxvmMus metabonumToB Kana
(KDL) Mukpockonuyeckoe nccnegosaHve Ha emogekc (Demodex)
(KDL) Mukpockonuyeckoe nccrnegoBaHne oTAensieMoro ypeTpbl
(KDL) Mukpockonuyeckoe nccnegoBaHne oTaensemMoro npsimMon KULLKA
(KDL) Mukpockonuyeckoe nccnegoBaHne cekpeta npeactaTernbHOM Xenesbl B Moye
(KDL)
(KDL)
(KDL)
(KDL)
(KDL)
(

KDL) Mukpockonuueckoe nccnegoBaHve maska-oTrnedaTka C royloBKy NOMoBOro YreHa

KDL) Bruoxnmunyeckoe nccnepgosanune askynata (Lutpar, ®dpykrosa, LinHk)
KDL) Mukpockonuyeckoe nccrnegoBaHve cekpeTta NpeacTaTesnibHOM xernesbl
KDL) Mukpockonuyeckoe nccnegoBaHne OTAENAeMoro LepBrkanbHOro kKaHana
KDL) Mukpockonuyeckoe nccnegoBaHue oTaensieMoro snaranviia
KDL) Mukpockonuyeckoe nccnefoBaHne HOrmeBbIX NNACTUHOK Ha Hanmnyve
naToreHHbIX rprboB, CKPUHUHT
(KDL) Mukpockonuueckoe nccnegoBaHne COCKOBOB KOXM Ha Hanuune natoreHHbIX
rpuboB, CKPUHWHT
(KDL) Mukpockonuueckoe nccnesoBaHue BOMoc Ha Hanmnyve naToreHHbIX rpnbos,
CKPUHWHT
(KDL) O6wwuit aHanu3 CMHOBUaNbHOM XUAKOCTU (MUKPOCKOMMYECKOe
nccrnepoBaHne+MakpoCcKonuyeckoe nccrefoBaHne)
(KDL) Broxummnyeckoe nccrnegoBaHue CrtoHbl (MUKPOOMOLIEHO3 NONOCTH pTa)
(KDL) Mukpockonmyeckoe nccrnenoBaHue Has3anbHOro cekpeta (Ha 903nHOMuUIbI)
(KDL) O6Lwmin aHanua MOKpOTbI

OHKOIEMATOJOIMA
(KDL) PML-RARA Tu1n ber 1-2 — t(15;17), kayecT.
(KDL) BCL — ABL p190 — t(9;22), kayecT.
(KDL) BCL — ABL p190 — t(9;22), konuu.
(KDL) AML1-ETO —1(8;21), kau.
(KDL) PML-RARA Tu1n ber 1-2 — t(15;17), konuy.
(KDL) PML-RARA tun ber 3 — t(15;17), kayecrT.
(KDL) Onpepenexune mytaummn V617F B 14 ak3oHe reHe Jak-2 kuHasbl, Ka4ecT.
(KDL) Onpepenexune mytaumm V617F B 14 ak3oHe reHe Jak-2 kuHasbl, Konuy.
(KDL) BCR-ABL p210 t(9;22) kon. (6e3 onpeaeneHus TpaHckpunTa)
(KDL) BCR-ABLp230 t(9;22), kon.

Crpanuna 63

2 200,00

1650,00
3 300,00
4 950,00
6 270,00
8 470,00
4 950,00

4 620,00
3 080,00

3 850,00
1650,00

1100,00
1 500,00
2 300,00

720,00
2 860,00

550,00

500,00
500,00
330,00
330,00
500,00
500,00

660,00
3 000,00
8 420,00
3 520,00

1320,00
330,00
370,00
660,00

2 300,00
660,00
500,00

2 200,00
440,00
440,00
440,00
500,00
440,00

2 420,00
440,00
440,00
440,00

500,00
500,00
500,00

1100,00
2 970,00
500,00
580,00

4 570,00
4 020,00
4 950,00
5 780,00
7 540,00
4 570,00
3 850,00
4 950,00
5 500,00
12 100,00



00000010511
00000010518
00000010082
00000010522
00000010530
00000010539
00000010526
00000010538
00000010524
00000010531
00000010532
00000010540
00000010537
00000010535
00000010519
00000010521
00000010523
00000010520
00000010527
00000010525
00000010528
00000010529

00000010533

00000010534

00000010536

00000010541

00000010547

00000010548

00000010545

00000010542

00000010543

00000010544

00000010549

00000010550

00000010551

00000010552

00000010591

00000010590

00000010623

00000010622

00000010670

00000010641

00000010612

00000010611

00000010599

00000010597

00000010598

00000010596

00000010610

00000010609

00000010652

AHanmu3bl

20.0.D1 (KDL) BCR-ABLp210 1(9;22), kau. (b2a2/b3a2), (BkntoyaeT onpeaeneHne TpaHcKpunTa)
OHKOMAPKEPbI
8.0.A1.201 (KDL) Anbdba-ceTtonpoTtenH ( ADIT )
8.0.A10.201 (KDL) AHTWreH nnockokrneToqHon kapuvHoMbl (SCCA)
8.0.A11.201 (KDL) HevipoH-cneundmyeckasi eHonasa (NSE )
8.0.A12.201 (KDL) ®parmeHT untokepatuHa 19 (Cyfra 21-1)
8.0.A13.201 (KDL) benok S-100
8.0.A14.401 (KDL) Cneunduyeckuin aHTureH paka movesoro nysbips (UBC) *
8.0.A16.201 (KDL) AHTureH CA 242
8.0.A17.201 (KDL) Oxkomapkep HE 4
8.0.A18.101 (KDL) OnyxoneBasi nupyBaTkuHasa Tu M2 (B kane)
8.0.A19.201 (KDL) XpomorpanuH A (CgA)
8.0.A2.201 (KDL) PakoBo-aMbpuoHanbHbin aHTureH ( POA )
8.0.A21.201 (KDL) MpocTaTtocneunduryeckuii aHtureH obwwimin (NMCA) obuni
8.0.A23.201 (KDL) MCA (MyUMHONOA0GHBI pako-acCoLUUPOBaHHbBINA aHTUIEH)
8.0.A3.201 (KDL) AHTuren CA 19-9
8.0.A4.201 (KDL) AHTureH CA 125
8.0.A7.201 (KDL) AHTuren CA 15-3
8.0.A8.201 (KDL) BeTa-2-mukpornobynuH
8.0.A9.201 (KDL) AHTureH CA 72-4
8.0.D2.201 (KDL) UHpekc 3popoBbst npocTaThl (Prostate Health Index, PHI)
8.0.D3.101 (KDL) UccnepnoBaHue kana Ha TpaHceppuH 1 reMornobuH
(KDL) MporHoctuyeckas BeposiTHOCTb (3HaveHne ROMA, noctmeHonaysa) (BkntoyaeT
8.0.D4 onpegeneHune aHtureHa CA 125 n onyxonesoro mapkepa HE 4)
(KDL) MporHocTuyeckas BeposTHOCTb (3HavyeHne ROMA, npemeHonay3a) (BkntoyaeT
8.0.D6 onpegeneHne aHtureHa CA 125 n onyxonesoro mapkepa HE 4)
8.0.D7 (KDL) MpoueHT ceoboaHoro MNMCA (obwwmn NCA, ceoboaHbivi [TCA u cooTHOLLEHWE)

MNPOIrPAMMBbI MPEHATAJTBHOIO CKPUHWNHITA

xpomocom 13, 18, 21, X, Y n Tpunnonamu; 3aknoyeHne Bpada - nabopaTtopHoro
26.2.A1 reHeTuK

(KDL) HUMT Panorama, pacwnpeHHas naHenb (Natera) (LenbHas KpoBb; CKPUHWHT
26.2.A3 xpomocom: 13, 18, 21, X, Y, Tpunnovanumn n MMKpoaeneLmoHHble CUHAPOMbI; 3aKMo4eH

[ayHa; 3aknoyeHve Bpaya - nabopaTopHOro reHeTrka No NccrneaoBaTenbCkomy
26.2.A6 oTyeTy

(KDL) HUMC - 12 cuHapomoB ([eHomen) (LenbHas KpoBb; CKPUHUHE Xpomocom 13, 18,

26.2.A7 21, X, Y y nnoga, HOCUTENbLCTBO FEHOB HAacneACTBEHHbIX 3aboneBaHWin y Matepu
(KDL) HUMC 5 - AHK TecT Ha 5 cuHapomos (FeHomepn) (LenbHasi KPOBb; CKPUHUHT

26.2.A8 xpomocom 13, 18, 21, MmoHocomusa X, c-m KnaiHdenbTepa; 3aknoyeHue Bpaya - nabo
(KDL) HUMC pacwmpeHHbIi (TeHomen) (LenbHas KpoBb; CKPUHMHE XpomMocom 13, 18,

26.2.A9 21, X, TpMCOMUIA, MUKpPOAENELMIA - y NroAa, HacneACTBEHHbIX 3abomneBaHuii - y Mat

(KDL) Onpegenexue nona nnoaa (BbisiBrieHWe pparMeHToB Y-XpoOMOCOMbI Mnioga no
26.3.A1 KpoBW MaTepu)
(KDL) MpeHaTanbHbI ckpuUHUHT | TpumecTpa 6epemenHocTn PRISCA (10-13 Hegenb;

7.3.D1.201 3akntoveHne Bpaya KJ1[ no uccrnegoBatensckoMy OTHETY): acCOLMUPOBaHHLIN ¢ 6epem
(KDL) MpeHaTtanbHbin ckpuHuHr || Tpumectpa 6epemenHocTn PRISCA (15-19 Hepenb;

7.3.D2.201 3akntoveHne Bpaya KJ1[ no uccnegoBartensckoMy oTyeTy): anbga-getonpotenH (APT

CEPOJNOIMNYECKME MAPKEPBLI MIH®EKLIMOHHBIX 3ABONIEBAHNN

11.1.A1.201 (KDL) AHTuTena k Bupycy renatuta A, IgM (Anti-HAV IgM)

11.1.A2.201 (KDL) AHTuTena k Bupycy renatuta A, IgG (Anti-HAV IgG)

11.10.A1.20 (KDL) AHTuTEna K kKancugHoMy aHTureHy Bupyca dnwrerHa-bapp (Epstein-Barr virus

1 VCA), IgM

11.10.A2.20 (KDL) AHTWTERa K KancugHoMy aHTureHy Bupyca dnwreinHa-bapp (Epstein-Barr virus

1 VCA), IgG

11.10.A7.20 (KDL) AHTUTENa Kk sAepHoOMy aHTuUreHy Bupyca dnwtenHa-bapp (Epstein-Barr virus

1 EBNA), IgG

11.10.A8.20 (KDL) AHTTENna k paHHemy aHTureHy Bupyca dnwtenHa-bapp (Epstein-Barr virus

1 EA), IgG

11.10.D1.20 (KDL) AHTtuTena k Bupycy dnwrtenHa-bapp (Epstein-Barr virus, EBV), IgM

1 (MMMmyHOBOT)

11.10.D2.20 (KDL) AHTuTena k Bupycy dnwTenHa-bapp (Epstein-Barr virus, EBV), IgG

1 (MMMyHOGMOT)

11.11.A1.20

1 (KDL) AHTuTEna K BUpYCY kpacHyxu, IgM

11.11.A2.20

1 (KDL) AHTuTEna Kk BUpYCYy kpacHyxu, IgG

11.11.D1.20

1 (KDL) AHTuTEna k BUpYCy kpacHyxu, IgG (uMMyHO6MnOT)

11.12.A2.20

1 (KDL) AHTuTEna k Bupycy kopwu, IgG

11.13.A1.20

1 (KDL) AHT1TENa K BUpYCYy 3nNMaeMmnyeckoro napotuta, IgM

11.13.A2.20

1 (KDL) AHTuTERa K BUpYCY anuaeMmnyeckoro napotuTa, IgG

11.14.A1.20

1 (KDL) AHTuTena k xenukobaktepy (Helicobacter pylori), IgG

Crpanuna 64

5 230,00
660,00
720,00

1380,00

1100,00

2 420,00

1650,00
880,00
880,00

2 200,00

4 950,00
720,00
720,00

2 530,00
720,00
940,00
770,00
880,00
940,00

3 850,00

1320,00

1980,00

2 200,00

1 100,00

66 000,00
88 000,00
30 250,00
35 750,00
41 800,00
56 100,00

9 900,00

1820,00

1820,00

770,00
770,00

720,00
720,00
660,00
880,00
2 750,00
2 750,00
660,00
610,00
2 750,00
830,00
770,00
770,00

660,00



00000010651

00000010653

00000010654

00000010656

00000010655

00000010659

00000010658

00000010657

00000010631

00000010630

00000010634

00000010632

00000010633

00000010650

00000010649

00000010647

00000010645

00000010644

00000010643

00000010674

00000010640

00000010669

00000010668

00000010558

00000010566

00000010675

00000010635

00000010636

00000015190

00000010624

00000010677

00000010667

00000015189
00000015613

00000010646

00000010666

00000010648

00000010660

00000010639

00000010619

11.14.A2.20
:111.14.A3.20
:111.15.A1 .20
:111.15.A2.20
:111.15.A3.20
11.15.A4.2O
11.15.A5.20
:111.15.A6.20
:111.16.A1 .20
:111.16.A3.20
:111.16.A4.20
:l|1.16.A5.20
:]|1.’|6.A6.20
11.17.A1 .20
11.17.A3.20
:111.18.A1 .20
:111.19.A1 .20
:111.19.A2.20
:111.19.A4.20
:II1.2.A1 .201
11.2.A2.201

11.2.A3.201
11.2.A4.201
11.2.A5.201
11.2.A6.201

11.2.A7.201
11.20.A1.20
1
11.20.A10.2
01
11.20.A12.2
01
11.20.A13.2
01
11.20.A14.2
01
11.20.A2.20
1
11.20.A3.20
1

11.20.A30
11.20.A4.20
1
11.20.A5.20
1
11.20.A6.20
1
11.20.A7.20
1
11.20.A8.20
1
11.21.A1.20
1

AHanmu3bl

(KDL) AHTuTena k xenukobaktepy (Helicobacter pylori), IgA

(KDL) AHTtuTena k xenukobakrtepy (Helicobacter pylori), IgM

(KDL) AHTuTena k xnamugun (Chlamydia trachomatis), IgA

(KDL) AHTnTena k xnamugum (Chlamydia trachomatis), IgM

(KDL) AHTuTena k xnamuaun (Chlamydia trachomatis), IgG

(KDL) AHtuTena k xnamugodune (Chlamydophila pneumoniae), IgA

(KDL) AHTtuTena k xnamugodune (Chlamydophila pneumoniae), IgM

(KDL) AHTtuTena k xnamugodune (Chlamydophila pneumoniae), IgG

(KDL) AHTuTena k mukonnasme (Mycoplasma hominis), IgA

(KDL) AnTtuTena k mukonnasme (Mycoplasma hominis), IgG

(KDL) AHTuTena k mukonnasme (Mycoplasma pneumoniae), IgA

(KDL) AHTuTena k mukonnasme (Mycoplasma pneumoniae), IgG

(KDL) AHTuTena k mukonnasme (Mycoplasma pneumoniae), IgM

(KDL) AHTuTena k ypeannasme (Ureaplasma urealyticum), IgA

(KDL) AHTtuTena k ypeannasme (Ureaplasma urealyticum), IgG

(KDL) AHTuTena k tpuxomoHaae (Trichomonas vaginalis), IgG.

(KDL) AHTuTena k Tokconnaame (Toxoplasma gondii), IgM

(KDL) AHTtuTena k tokconnasme (Toxoplasma gondii), IgG

(KDL) AHTuTena k Tokconna3me (Toxoplasma gondii), IgA

(KDL) MNoBepxHOCTHbIN aHTUreH BUpyca renatuTa B (aBctpanuiickuin aHTureH, HbsAg)
(KDL) AHTWTENa Kk NOBEPXHOCTHOMY aHTUreHy Bupyca renatuta B (Anti-HBs)
(KDL) AHTuTena k sgepHoMy (cor) aHTureHy Bupyca renatuta B, cymmapHble (Anti-
HBcor)

(KDL) AHTTENna k sgepHoMmy (cor) aHTureHy Bupyca renatuta B, IgM (Anti-HBcor IgM)
(KDL) AHTureH HBe Bupyca renatuta B (HBeAg)

(KDL) AHTuTena k HBe-aHTureHy Bupyca renatuta B, cymmapHbie (Anti-HBe)
(KDL) MNoBepXxHOCTHLIN aHTUreH BUpYyca renatuTa B (aBcTpanuiickuin aHTureH,
HbsAg), konuyecTBeHHO

(KDL) AHTuTena k onuctopxmcam (Opisthorchis felineus), IgG

(KDL) AHTuTena k onuctopxucam (Opisthorchis felineus), IgM

(KDL) AHTuTena k ackapuaam (Ascaris Lumbricoides), IgG

(KDL) AHTtuTena k kroHopxam (Clonorchis sinensis), IgG

(KDL) UMK, cogepxalume aHTUreHbl OnncTopxoB

(KDL) AHTTena k axmHokokkam (Echinococcus granulosus), 1IgG

(KDL) AHTuTEna k Tokcokapam (Toxocara canis), IgG
(KDL) AHTuTEna k Tokcokapam (Toxocara canis), IgG, TuTp

(KDL) AHTuTena k TpuxuHennam (Trichinella spiralis), IgG

(KDL) AHTuTena k wmctocomam (Schistosoma mansoni), IgG

(KDL) AHTuTena Kk yrpmuam kuwedHbIM (Strongyloides stercoralis), IgG
(KDL) AHTuTEna K uMcTuuepkam cBrHoro uenHs (Taenia solium), IgG
(KDL) AHTTENna k nevyeHovHbIM cocanblumkam (Fasciola hepatica), IgG

(KDL) AHtuTena k kaHgmae (Candida albicans), IgA

Crpanuna 65

880,00
770,00
720,00
660,00
660,00
720,00
660,00
660,00
720,00
660,00
720,00
720,00
660,00
660,00
660,00
720,00
720,00
660,00
720,00
500,00
770,00
550,00
770,00
770,00
720,00
1760,00
660,00
720,00
940,00
1320,00
880,00

770,00

660,00
1760,00

770,00
880,00
940,00
880,00
880,00

720,00



00000010620

00000010621

00000015191

00000010627

00000010629

00000010577

00000010576

00000010579

00000010578

00000010625

00000010637

00000010638

00000010613

00000010615

00000010585

00000015187

00000010626

00000010614

00000010618

00000010560

00000010559

00000010616

00000010628

00000010665

00000010642

00000010568

00000010573

00000010581

00000010580

00000010587

00000010586

00000010594

00000010593

00000010572

00000010595

00000010617

00000010583

00000010584

00000010582

11.21.A2.20
:111.21 .A3.20
:111.22.A1 .20
:111.22.A2.20
:111.23.A1 .20
11.24.A1 .20
11.24.A2.20
:111.24.D1 .20
:111.24.D2.20
:111.25.A1 .20
:111.26.A1 .20
:II1.26.A2.20
:]|1.28.A1 .20
jI1.28.A2.20
:111.3.A2.201
11.3.A3
11.30.A1.20
1

11.32.A1
11.32.D01.20
:II1.33.A1 .20
:]|1.33.A2.20
:111.33.D1 .20
:111.34.A1 .20
:111.35.D1 .20
:111.36.A1 .20
:111.37.A1 .20
:111.38.A1 .20
:II1.39.A1 .20
:]|1.39.A2.20
:111.4.A1 .201
11.4.A2.201
11.40.A1.20
:111.40.A2.20
:111.41 A1.20
:111.46.A1 .20
:111.47.A2.20
:111.49.A1 .20
:111.49.A2.20
11.49.A3.2O
1

AHanmu3bl

(KDL) AHTtuTena k kaHamge (Candida albicans), IgG

(KDL) AHTtuTena k kaHguge (Candida albicans), IgM

(KDL) AHTuTena k nambnusm (Lamblia intestinalis), cymmapHbie

(KDL) AHTuTena k nambnusim (Lamblia intestinalis) , IgM

(KDL) AHTuTena k mmkobakTepusim Tybepkynesa (Mycobacterium tuberculosis),
CyMMapHble

(KDL) AHTuTena k 6oppenusim (Borrelia burgdorferi) , IgM

(KDL) AHtuTena k 6oppenusm (Borrelia burgdorferi ), IgG

(KDL) AHTuTena k 6oppenuam (Borrelia), IgM (nmmyHOBn0T)

(KDL) AHTuTena k 6oppenusim (Borrelia), IgG (nmmyHo61n0T)

(KDL) AHTtuTena k nermoHennam (Legionella pneumophila), cymmapHbie
(KDL) AHTuTena k napsoBupycy (Parvovirus) B19, IgG

(KDL) AHTuTena k napsosupycy (Parvovirus) B19, IgM

(KDL) AHTuTena k Bo3byauTento audtepun (Corynebacterium diphtheriae)
(KDL) AHTuTena k Bo3byauTento ctonbHsika (Clostridium tetani)

(KDL) AHTuTena k Bupycy renatuta C, IgM (Anti-HCV IgM)

(KDL) AHTuTena k Bupycy renatuta C, cym. (Anti-HCV)

(KDL) AHTuTena k nenwmanuu (Leishmania infantum), cymmapHbie

(KDL) AHTuTena k Bo3byamtento nceespoTtybepkynesa (Yersinia pseudotuberculosis),

PIrA, Tutp
(KDL) AHTuTena k nepcunusam (Yersinia enterocolitica), IgA; 1IgG
(KDL) AHTWTENa K KOKIMIOLUIHOMY TOKCUHY IgA

(KDL) AHTWTENa K KOKIMIOLIHOMY TOKCUHY IgG

(KDL) AHTuTena k Bo3byaMTensM Kokniowa 1 napakokniowa (Bordetella pertussis,

Bordetella parapertussis), cymmapHbie (PT1TA) nonykonMyecTBeHHO

(KDL) AHTTena k meHuHrokokky (Neisseria meningitidis)

(KDL) AnTtuTena k wurennam (Shigella flexneri 1-V, V1, Shigella sonnei)
(KDL) AHTuTena k canbmoHennam (Salmonella) A, B, C1, C2, D, E

(KDL) AHTtuTena k Vi-aHtureny Bobyautens 6ptoHoro Tuda (Salmonella typhi)
(KDL) AHTuTEena k aHTureHam T-numdoTponHbix Bupycos (HTLV) 1 n 2 Tunos
(KDL) AHTuTena k 6pyuenne (Brucella), IgA

(KDL) AHTuTena k 6pyuenne (Brucella ), IgG

(KDL) AHTuTena k Bupycy renatuta D, cymmapHbie (Anti-HDV)

(KDL) AHTuTena k Bupycy renatuta D, IgM (Anti-HDV IgM)

(KDL) AHTuTEna K BUpYCy KneLueBoro aHuedanura, IgM

(KDL) AHTuTEna K BUpYCY KIeLleBoro aHuedanura, IgG

(KDL) AHTuTEna k amebe guseHTtepuinHon (Entamoeba histolytica), IgG

(KDL) AHTuTena k Bupycy Kokcaku (Coxsackievirus), IgM

(KDL) AHTuTena k rpubam (Aspergillus fumigatus), IgG

(KDL) AHTuTena k Bupycy Bapuuenna-3octep (Varicella-Zoster) IgM

(KDL) AHTuTena k Bupycy Bapuuenna-3octep (Varicella-Zoster) IgA

(KDL) AnTtuTena k Bupycy Bapuuenna-3octep (Varicella-Zoster) IgG

Crpanuna 66

720,00
720,00
660,00
660,00
830,00
660,00
660,00
2 200,00
2 200,00
880,00
830,00
830,00
1320,00
880,00
770,00
880,00
940,00
1 100,00
1050,00
940,00
940,00
880,00
1430,00
1 150,00
830,00
660,00
1100,00
720,00
720,00
830,00
830,00
880,00
880,00
940,00
830,00
770,00
940,00
940,00

940,00



00000010588
00000010589

00000010569

00000010570

00000010571

00000015193
00000015194

00000010562
00000010563

00000015192
00000010565
00000015188
00000010574
00000010575
00000010567
00000010671
00000010673
00000010672
00000010605
00000010603
00000010601
00000010600
00000010608
00000010607
00000010592
00000010602

00000010606

00000010604
00000010663
00000010661
00000010662

00000010561

00000010557

00000010554

00000010555

00000010553

00000010556
00000010678
00000010679
00000010680
00000010728
00000010685
00000010682
00000010707
00000010745
00000010748
00000010716
00000010701
00000010731
00000010725
00000010695
00000010722
00000010692
00000010742
00000010734
00000010737
00000010698
00000010688
00000010713
00000010751
00000010719
00000010709

11.5.A1.201
11.5.A2.201
11.51.A1.20
1
11.51.A2.20
1
11.51.A3.20
1

11.57.A10
11.57.A13

11.57.A14
11.57.A16

11.57.A5
11.57.D1
11.6.A1.201
11.6.A4.201
11.6.A5.201
11.6.A8.201
11.7.A1.201
11.7.A2
11.7.A3
11.8.A1.201
11.8.A2.201
11.8.A4.201
11.8.A5.201
11.8.A6.201
11.8.A7.201
11.8.A8.201
11.8.A9.201

11.8.D1.201

11.8.02.201
11.9.A1.201
11.9.A2.201
11.9.D2.201

50.0.H204
50.0.H74.20
:30.0.H75.20
;0.0.H76.20
’c1'>0.0.H77.20
;0.0.H78.20
1

23.9.A1

23.1.A1
23.1.A10
23.1.A11
23.1.A12
23.1.A13
23.1.A14
23.1.A15
23.1.A16
23.1.A17
23.1.A18
23.1.A2
23.1.A20
23.1.A21
23.1.A22
23.1.A23
23.1.A24
23.1.A3
23.1.A4
23.1.A5
23.1.A7
23.1.A8
23.1.A9

AHanmu3bl

(KDL) AHTuTena k Bupycy renatuta E, IgG (Anti-HIV IgG)
(KDL) AHTuTena k Bupycy renatuta E, IgM (Anti-HEV IgM)

(KDL) AHvTtuTena k AgeHosupycy (Adenoviridae), IgA
(KDL) AHTuTena k AgeHoBupycy (Adenoviridae), IgG

(KDL) AHTuTena k AgeHoBwupycy (Adenoviridae), IgM

(KDL) AHTuTena k kopoHaBupycy SARS-Cov2, HykneokancuaHbli 6enok, IgG (Abbott,
CLLUA)

(KDL) AHtnTena k kopoHaBupycy SARS-Cov2, 6enok S, IgM (Abbott, CLLUA)

(KDL) AHTuTena IgG k RBD gomeHy S 1 6enka kopoHaBupyca SARS-Cov2 (Abbott,
CLUA), konuy.

(KDL) AnTtuTena IgG k S-6enky kopoHaBupyca SARS-CoV-2 (Bektop-becT, Poccus)
(KDL) AHTuTena IgM k S- n N-6enkam kopoHasupyca SARS-CoV-2 (MPA, Poccus),
MOsyKOMMNY.

(KDL) AHvTtuTtena IgM/IgG k Bupycy SARS-CoV-2 (UXTA, LEPU TECHNOLOGY)
(KDL) Mukpopeakuus Ha cucpunmc kavectseHHo (RPR)

(KDL) AHTuTena k 6negHon TpenoHeme (T.pallidum),cym.

(KDL) AHTuTena k 6rneaHou TpenoHeme (Treponema pallidum), IgM

(KDL) AHtuTena k Treponema pallidum, 1IgG

(KDL) BUY (aHTUTENa 1 aHTUreHbl)

(KDL) Onpepenexune aHtuten k BUY-1/BUY-2 (ans nHocTpaHHbIX rpaxaaH)

(KDL) OnpepeneHue aHTuTEN U aHTUreHoB k BY

(KDL) AHTuTena k Bupycy npocrtoro repneca |, Il Tunos (Herpes simplex virus |, II), IgM
(KDL) AHTuTena k Bupycy npoctoro repreca |, Il Tunos (Herpes simplex virus 1, 11), IgG
(KDL) AHTuTena k Bupycy npoctoro repreca | Tuna (Herpes simplex virus 1), IgM
(KDL) AHTuTena k Bupycy npocrtoro repneca | Tuna (Herpes simplex virus 1), IgG
(KDL) AHTuTena k Bupycy npoctoro repneca Il Tuna (Herpes simplex virus Il), IgM
(KDL) AHTuTena k Bupycy npoctoro repneca Il Tuna (Herpes simplex virus Il), IgG
(KDL) AHTuTena k Bupycy repneca VI tuna (Human herpes virus VI), IgG

(KDL) AHTuTena k Bupycy npoctoro reprnieca |, Il Tunoe (Herpes simplex virus 1, 11), IgA
(KDL) AHTuTena k Bupycy npoctoro repneca |, Il Tunos (Herpes simplex virus |, II), IgM
(MMMyHOGMOT)

(KDL) AHTuTena k Bupycy npoctoro reprieca |, Il Tunoe (Herpes simplex virus |, 11), IgG
(MMMyHOGROT)

(KDL) AHTuTena k umtomeranosupycy (Cytomegalovirus, CMV), IgM

(KDL) AHTuTena k umtomeranosupycy (Cytomegalovirus, CMV), IgG

(KDL) AHTuTena k umtomeranosupycy (Cytomegalovirus, CMV), IgG (MMmyHO6mOT)
(KDL) AHnTuTena IgG k RBD gomeHy S 1 6enka kopoHaBupyca SARS-Cov2 (Abbott,
CLUA, pe3ynbTaT Ha aHIMUNCKOM 1 PYCCKOM S3blKax), KOMWY.

(KDL) AsugHocTb IgG k umtomeranosupycy (Cytomegalovirus, CMV) (BkntovaeT
onpegeneHne aHTUTen K umtomeranosmpycy, IgG)

(KDL) AsugHocTb IgG k Bupycy npoctoro repneca (Herpes simplex virus, BII) 1,11
TMna (BKMOYaeT onpeaeneHne aHTuTen K Bupycy npoctoro repneca |, Tuno

(KDL) AsungHocTb IgG k Bupycy dnwreinHa-bapp (Epstein-Barr virus, EBV) (Bkntovaet
onpeaeneHve aHTUTeN K BUpycy OnwTtenHa-bapp, IgG)

(KDL) ABngHocTb IgG K BUpPYCY KpacHyxu (BKMnioYaeT onpeaeneHne aHTuTen K Bupycy
KpacHyxu, 1gG)

(KDL) AsugHocTb IgG k Tokconnasme (Toxoplasma gondii) (BkntoyaeT onpeaenexue
aHTUTEN K ToKconnasme, IgG)

CNELUMAINN3NPOBAHHbLIE NNABOPATOPHbLIE NCCITEAOBAHUA

(KDL) Onpenenexue MukpobuoueHosa metogom XMC (MCMM)

TAXENBIE METAJUTbI N MUKPOJJIEMEHTbI

(KDL) Hatpui B kpoBu, cnektpomeTpus (Na)
(KDL) Bop B kpoBwu, cnektpomeTpus (B)

( ) AnoMUHUIA B KpOBK, cnekTpomeTpums (Al)
(KDL) KpemHuii B kpoBwu, cnektpomeTpus (Si)
(KDL) TutaH B kpoBu, cnektpomeTpus (Ti)
(KDL) Xpom B kpoBwu, cnektpomeTpus (Cr)
(KDL) MapraHeL, B kpoBu, cnektpomeTpusi (Mn)
(KDL) KobanbT B kpoBu, criekTpomeTpusi (Co)
(KDL) Hukenb B kpoBu, cnektpomeTtpust (Ni)
(KDL) Mbiwbsk B KpoBw, criektpomeTpus (As)
(KDL) Kanui B kpoBwu, cnektpomeTpus (K)
(KDL) MonnbaeH B kpoBu, cnektpomeTtpus (Mo)
(KDL) Kagmuia B kpoBu, cnektpomeTpus (Cd)
(KDL) Cypbma B kpoBu, cniekTpomeTpusi (Sb)
(KDL) PTyTb B kpoBM, cnektpomeTpus (Hg)
(KDL) CBuHey, B kpoBM, cnekTpomeTpus (Pb)
(KDL) Kanbumi B kpoBu, cnektpomeTpus (Ca)
(KDL) >Keneso B kpoBwu, cnektpomeTpus (Fe)
(KDL) Marnwui B kpoBu, cnektpomeTpus (Mg)
(KDL) LinHk B kpoBM, criekTpoMeTpus (Zn)

( ) Meab B kpoBu, cnekTpomeTpus (Cu)
(KDL) JlnTtni (Li) TepaneBTUYECKMI B KPOBMU.
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1100,00
880,00

770,00
770,00
770,00

1 100,00
1 100,00

1100,00
1100,00

1 100,00
3 300,00
660,00
830,00
660,00
660,00
660,00
1820,00
1320,00
720,00
550,00
660,00
770,00
770,00
660,00
660,00
770,00

2 750,00

2 750,00
770,00
770,00

2 750,00

1 100,00
770,00
770,00
770,00
720,00
720,00

7 540,00

990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00



00000010727
00000010684
00000010681
00000010706
00000010744
00000010747
00000010715
00000010700
00000010730
00000010724
00000010739
00000010694
00000010721
00000010691
00000010741
00000010733
00000010736
00000010697
00000010687
00000010712
00000010750
00000010718
00000010710
00000010729
00000010686
00000010683
00000010708
00000010746
00000010749
00000010717
00000010702
00000010732
00000010726
00000010740
00000010696
00000010723
00000010693
00000010743
00000010735
00000010738
00000010690
00000010699
00000010689
00000010714
00000010752
00000010720
00000010711

00000010705
00000010703
00000010753
00000010754
00000010756
00000010757
00000010759

00000010758
00000010760

00000010764
00000015233
00000010763
00000010762
00000010761
00000010765
00000010766
00000010770

00000010768

23.2.A1
23.2.A10
23.2.A11
23.2.A12
23.2.A13
23.2.A14
23.2.A15
23.2.A16
23.2.A17
23.2.A18
23.2.A19
23.2.A2
23.2.A20
23.2.A21
23.2.A22
23.2.A23
23.2.A24
23.2.A3
23.2.A4
23.2.A5
23.2.A7
23.2.A8
23.2.A9
23.3.A1
23.3.A10
23.3.A11
23.3.A12
23.3.A13
23.3.A14
23.3.A15
23.3.A16
23.3.A17
23.3.A18
23.3.A19
23.3.A2
23.3.A20
23.3.A21
23.3.A22
23.3.A23
23.3.A24
23.3.A25
23.3.A3
23.3.A4
23.3.A5
23.3.A7
23.3.A8
23.3.A9

50.0.H154

50.0.H155

23.7.D1

50.0.H41.90
0
50.0.H42.90
0
50.0.H43.90
0

13.44.D01.90
0
13.44.D2.90
0
13.44.D3.90
0
13.48.D1.90
0
13.48.D2.90
0

18.1.A8.401
18.1.D1.202

18.1.D1.401

AHanmu3bl

(KDL) Hatpui B Bonocax, cnektpomeTpus (Na)
( ) Bop B Bonocax, cnektpomeTtpus (B)

( ) AntoMuHUIA B Borocax, crniektpometpus (Al)
(KDL) KpemHuii B Borocax, cnekrpomeTpus (Si)
(KDL) TutaH B Bonocax, cnekrpometpus (Ti)
(KDL) Xpom B Bonocax, cnekrpometpusi (Cr)
(KDL) MapraHey, B Bornocax, cnekrpometpus (Mn)
(KDL) KobanbT B BONocax, cnekrpometpus (Co)
(KDL) Hukenb B Bonocax, cnekrpometpus (Ni)
(KDL) Mbiwbsik B Boriocax, cnekrpometpust (As)
(KDL) CeneH B Bonocax, cnektpomeTpust (Se)
(KDL) Kanuia B Bonocax, cnektpomeTtpus (K)
(KDL) MonnbaeH B Bonocax, cnekrpometpus (Mo)
(KDL) Kagmuia B Bonocax, cnektpomeTtpus (Cd)
(KDL) Cypbma B Bonocax, cnekrpomeTpus (Sb)
(KDL) PTyTb B BOonocax, cnekrpometpus (Hg)
(KDL) CBuHeu B Borocax, cnekrpomeTpus (Pb)
(KDL) Kanbumit B Bonocax, cnektpomeTpust (Ca)
( ) >Kene3o B Bonocax, cnekrpomeTtpus (Fe)
(KDL) Marnui B Bonocax, cnekrpomeTtpus (Mg)
(KDL) LimHk B BOMocax, cnektpomeTpust (Zn)
(KDL) Megab B Bonocax, cnektpometpus (Cu)
(KDL) Jlutui B Bonocax, cnekrpometpums (Li)
(KDL) Hatpuin B Mouye, cnektpomeTpus (Na)
(KDL) Bop B moue, cnektpomeTpus (B)

( ) AntoMUHUIA B MoYe, cnektpomeTpus (Al)
(KDL) KpemHuin B Mo4e, cnektpomeTpust (Si)
(KDL) TutaH B moue, cnektpomeTpus (Ti)
(KDL) Xpom B Mouye, cnektpomeTpus (Cr)
(KDL) MapraHew, B mo4ye,crniektpometpus (Mn)
(KDL) KobanbT B Mo4e, cnektpomeTtpus (Co)
(KDL) Hukenb B mo4e, cnektpomeTpus (Ni)
(KDL) Mbiwbsik B MoYe, cnektpomeTpust (As)
(KDL) CeneH B mo4e, cnektpomeTpus (Se)
(KDL) Kanui B moue, cnektpomeTpus (K)
(KDL) MonnbaeH B moye, cnektpomeTpus (Mo)
(KDL) Kagmuia B Moye, cnekTpomeTpust (Cd)
(KDL) Cypbma B Mo4e, cnektpomeTpus (Sb)
(KDL) PTyTb B Mo4e, cnektpomeTpus (Hg)
(KDL) CeuHeL B Moye, cnekTpomeTpus (Pb)
(KDL) Mo B Moue, cnektpomeTpus (1)

(KDL) Kanbumi B mo4e, cnektpomeTpus (Ca)
(KDL) >Kene3o B moye, cniektpomeTtpus (Fe)
(KDL) Marnuii B Mmoye, cnektpomeTpus (Mg)
(KDL) LinHk B Mo4e, cnektpomeTpus (Zn)
(KDL) Megab, cyTo4Has akckpeuums, (Cu)

(KDL) JIlutnin B Moue, cnektpomeTtpus (Li)

(KDL) KoMnneKcHbIi aHanvM3 Mo4u Ha Hanmuue TSHKENbIX MEeTarnnos v

MUKPO3rieMeHTOB. 23 nokasarens

(KDL) KoMnnekcHbIi aHanv3 Boroc Ha Hanmyme TsHKEMbIX MeTarnnos u

MUKPO3rieMeHTOB. 23 nokasarens

YCIYTU

(KDL) 13C - ypeasHbiii AbixaTtenbHbivi TecT (H. pylori)

PEMODJIOP

(KDL) ®EMO®IIOP CkpuH-12 (OHK)
(KDL) ®emodcbnop-8 (AHK)

(KDL) ®emodnop-16 (OHK)

®OPOLIEHO3

(KDL) ®nopoueHo3 - 6ak. BarMHo3

(KDL) ®JIOPOLIEHOS3- komnnekcHoe uccrnegoBaHue
(KDL) ®JIOPOLEHO3

(KDL) AHapodbnop ckpuH

(KDL) AHapodriop

XUMUKO-TOKCUKOJTIOI'MYECKNE NCCITEAOBAHUA

(KDL) Ankoronb B Moye
KDL) OnpepgeneHue ankoronsi B KpOBU

(KDL) AHanu3 Ha ncuxoakTuBHble (bapbutypaTbl, 6eH304Ma3enyHbl) U HapKOTUYECKue
(kokauH, amdeTaMuHbl, kKaHHabyowabl, oNnaThbl) BELLECTBA C ONPEAENeHUeM rpynnbl (
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990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
990,00
1650,00
990,00
990,00
990,00
990,00
990,00
990,00

4 130,00
4 130,00

3 030,00

2 400,00
2 000,00

2 750,00

1210,00
1 980,00
1650,00
2 700,00
3 600,00

1870,00
2 200,00

2 700,00



00000010767
00000010769
00000010771
00000010776
00000010779
00000010786
00000010774
00000010785

00000010782

00000010787
00000010784

00000015196
00000010775
00000010783
00000010773
00000010788
00000010778
00000010777
00000010780
00000015195
00000010781
00000010772

00000015871
00000003156

00000014871

00000014888

00000014872

00000014873

00000014876

00000014877

00000014878

00000000625

00000003014

00000000628

00000000629

00000000630

00000000631

00000000632

00000000634

00000000635

00000000636

00000000637

00000003060

18.1.D2.106

18.1.D3.401

15.0.D1.309
15.0.D10.70
3
15.0.D11.31
3
15.0.D12.12
0
15.0.D13.12
1
15.0.D15.30
1
15.0.D19.31
3
15.0.02.310
15.0.D23.12
2
15.0.024.12
1
15.0.D3.311
15.0.D4.111
15.0.D5.102
15.0.D6.603
15.0.D7.605
15.0.D8.701
15.0.D9.701
15.0.D09.702
15.1.D25

16.0.H1

0000000032
72
0000000033
61
0000000033
86
0000000033
93
0000000034
32
0000000034
34
0000000034
61
0000000034
62
0000000034
64
0000000034
66
0000000034
67
0000000034
68
0000000034
69
0000000034
70
0000000034
72
0000000034
73
0000000034
74
0000000034
75
0000000034
98

AHanmu3bl

(KDL) AHanu3 Ha ncuxoakTusHble (6apbutypaTtbl, 6eH3oana3envHbl) u HapKoTU4ecKue
(kokauH, amdeTamuHbl, KaHHabronabl, ONMUaThl) BeLLEeCcTBa C onpeaeneHem rpynmsi (
(KDL) AHanu3 Ha ncuxoakTuBHble (6apbuTtypaTbl, 6eH30ana3enmHbl), HapKoTUYecKne

(kokauH, amdeTamuHbl, KaHHabronabl, ONNaThl) BELLECTBA, HUKOTUH U ero meTabonut

LNTONOIMMMYECKUE UCCINELOBAHNA
(KDL) LinTonornyeckoe nccrnenoBaHue oTAENSEMOro Bnaranuiia

(KDL) LiuTonornyeckoe uccrnenoBaHue nyHKTaToB APYrux OpraHoB U TKaHew

(KDL) UunTonornyeckoe nccrnegoBaHne aHAOCKONMYECKOro maTtepuana

(KDL) LinTonoruyeckoe uccrnegosaHve Matepuarna, nofy4eHHoro npu Xupypruyeckmx

BMeLlaTenbCcTBax

(KDL) LinTonornyeckoe nccrnenosaHme COCkoboB 1 oTnevaTkos
(KDL) LinTonornyeckoe nccnegosaHne cMeLlaHHOro cockoba ¢ LWenkn Matkv u 13
LiepBUKarnbHOro kaHana

(KDL) LinTonornyeckoe nccnegosaHne 3HA0CKONMYECKoro Mmatepuana Ha Helicobacter

pylori
(KDL) LinTonornyeckoe nccnegoBaHne cockoba ¢ LUeikv MaTKu

(KDL) LinTonornyeckoe nccnenoBaHue HOBOOGPa3oBaHWIN KOXM

(KDL) LiuTonornyeckoe uccnegoBaHue ocagka Mouu

(KDL) LinTonornyeckoe uccnegoBaHue cockoba M3 LiepBuKanbHOro kaHana

(KDL) UuTonornyeckoe nccnegosaHve acnnpata u3 nonocty MaTku

(KDL) LinTonornyeckoe nccnegoBaHHWE MOKPOTbI

(KDL) LinTonornyeckoe nccrnenosaHue nneBpanbHON XUOKOCTU

(KDL) LinTonornyeckoe uccnenosaHue nepvikapamanbHOW XUAKOCTH

(KDL) LinTonornyeckoe nccnegoBaHne NyHKTaToB MOMOYHOW Xenesbl

(KDL) LiTonornyeckoe nccrnenoBaHue oTAENSEMOro MOSIOYHON Xenesbl

(KDL) LinTonornyeckoe nccrnenoBaHue nyHKTaToB LMTOBUAHON Xenesbl

(KDL) NMepecMoTp roToBbIX LIMTONOMMYECKUX NpenapaToB (BTopoe MHeHue),1 nokyc

(KDL) KomnnekcHoe ructonornyeckoe u uMmyHormctoxmmmdeckoe (UMX) nccneposaxme

GuoncuinHoro matepuana sHagomeTpust (CD138), LDG

JlabopaTopusi HeoMeg

[Heomen] CtpenTaTecT akcnpecc TecT AN ANarHoCTUKM CTPENTOKOKKa rpynnbl A
[Heomen] Bpems cBepTbIBaHMS KPOBU

[Heomen] KnuHnyeckuii aHanma KpoBu c nerkouutapHon dopmynon + CO3
[Heomen] CO3

[Heomega] Mitokosa

[Heomen] O6wmin aHanua Moun

[Heomea] MouyeBumHa

(Heomepn) KpeaTnHuH

(Heomepn) AHanm3 moun no HeunnopeHko

(Heomepn) XonecTtepuH obLmn

(Heomepn) BununpyouH obuii

(Heomepn) Bununpy6uH Henpsimow (BKINtoYaeT onpeaeneHne obLiero n npsiMoro
6unmpybuHa)

(Heomepn) LenoyHas docdaTtasa

(Heomepn) O6wumit 6enok kposu

(Heomepn) AnbbymuH

(Heomepn) AcnaptatammHoTtpaHcdepasa (ACT)

(Heomepn) AnanvHamuHoTpaHcdepasa (AJT)

(Heomepn) Anbda-ammnasa Mouu (guacrasa)

(Heomep) Koarynorpamma 6a3oBasi
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12 650,00
3 630,00
720,00
940,00
940,00
940,00
720,00
720,00

940,00
770,00

880,00
880,00
720,00
830,00
940,00
940,00
940,00
720,00
1320,00
880,00
1800,00

6 300,00

650,00
160,00
430,00
150,00
200,00
250,00
200,00
200,00
300,00
230,00
200,00
300,00
200,00
200,00
200,00
200,00
200,00
270,00

900,00



00000000639

00000000640

00000000641

00000000642

00000014879

00000014880

00000014883

00000014886

00000014884

00000014885

00000014881

00000014882

00000014887

00000015256

00000016140
00000014875
00000000623
00000000615
00000000618
00000000868
00000009148

00000000612
00000003178
00000000644
00000010806

00000013796
00000014020
00000013491
00000013529
00000013530
00000013531
00000013532
00000013533
00000013534
00000013535
00000013537

00000013538
00000015301
00000014889
00000013492
00000013540

00000013541
00000013544
00000013493
00000013547
00000013548
00000013549
00000013550
00000013551
00000013552
00000013553
00000013554
00000013556
00000013557
00000013558
00000013560

0000000035
00
0000000035
06
0000000035
07
0000000035
08
0000000035
26
0000000035
27
0000000035
45
0000000035
46
0000000035
47
0000000035
48
0000000035
49
0000000035
50
0000000035
52
0000001525
6
0000001614
0

7

777

78

80
A07.16.006

0000000035
02

2037

06.08.005-5
11.29.002
Y01
01.00.001
01.00.002
01.00.003
01.00.004
01.00.006
01.00.007
01.00.008
01.00.092

01.00.093
01.00.101
01.00.101
Y02

02.00.001

02.00.002
02.00.005
Y03
03.00.001
03.00.002
03.00.003
03.00.004
03.00.005
03.00.006
03.00.007
03.00.008
03.00.010
03.00.0111
03.00.014
03.00.101

AHanmu3bl

(Heomepn) Kanbuuii o6wmin

(Heomepn) Okcnpecc TecT ans guarHocTtuku BUY

(Heomepn) Okcnpecc Tectbl ans guarHoctuku FTENATUTOB B u C

(Heomepn) Okcnpecc Tect anst gnarHoctukn CUOUTTUCA

[Heomea] Buoxmmuyeckuii aHanus Kpoeu,6a30BkIN

[Heomen] MoyeBas kucrnota B CbIBOPOTKE

[Heomea] Bununpy6uH npsimon

[Heomea] Tpurnuuepnabi

[Heomen] XonectepuH nunonpoTtenaoB Beicokon nroTtHocTu (JIMBI, HDL)
[Heomen] XonectepuH nunonpoTtenaoB HU3kown nnotHoctu (JIMHM, LDL)
[Heomen] MNamma-rnytamunTpaHcdepasa (I'TT, ramma-rniotamuntpaHcnentugasa, 1)
[Heomen] NMunuporpamma (NunuaHein npodunbs, 6a3oBbiin)

[Heomen] UccnepoBaHmne cockoba Ha aHTepobuos (Heomepn)

(Heomepn) TpomGouuTbl no meTtogy PoHMO

(Heomepn) C- peaktusHbin 6enok (CPB)

[Heomen] Anbda - amunasa kposu

(Heomepn) KnuHnyeckuin aHanusa Kposwm ¢ nevikoumtapHon copmyrion + CO3
(Heomepn) Xene3so

)
(Heomepn) Obwnin aHanma mMoun
(Heomepn) YpeasHbiin AbixaTtenbHbl TecT Ha Helicobacter Pylori

Mukpo-Tex

MccnegoBaHuve kana Ha renbMuHTBI (0gHa no3uums, MnkpoTex)

000 MHTO-CTnn

YcTaHoBneHne OTLOBCTBA - AyaT

CM-nab

(CM-nab) KatexonamuHbl (KpoBb) - 3 napameTpa B KOMMNeKce
(appeHanviH,HopagpeHanuH,[odaMnH)
(CM-nab) T-SPOT TB - gnarHocTrka Ty6epKynesHon nHdekummn
FEMATOJTIOMMA
(CM-nab) CO3
(CM-nab) KnuHuueckuii aHanu3a kpoBu 6e3 nenkounuTapHoi hopmyrbl
(CM-nab) KnuHuueckuii aHanu3 KpoBu ¢ nevikouutapHon dopmynoii (5DIFF)
(CM-nab) PeTukynouuThbl
(CM-nab) KapbokcuremornobmH
(CM-nab) MeTremornobux
(CM-nab) Mukpockonus kpoBu Ha obHapyeHue LE kneTtok
(CM-nab) KnuHuueckuit aHanua kpoBu 6e3 nerkoumnTapHon hopmMyrbl (KanunnspHasi)
(CM-nab) KnuHuuyeckuin aHanma KpoBm ¢ nevikoumTtapHomn gopmynon (5DIFF)
(kanunnspHasi)
(CM-nab)TpombouunTel no PoHno
(CMnab6) TpombouuTsl
NMMYHOIEMATONOIMMA
(CM-nab) Npynna kpoBu + Pe3yc-dakTop
(CM-nab) AHTUTENa K aHTUreHaMm 3pUTPOLIMTOB, CyMMapHble (B T.4. k Rh-cbakTopy,
kpome AT no cucteme ABO) ¢ onpegeneHvem TuTpa
(CM-nab) ®eHotunuposaHue aHTureHos aputpountos (Rh (C, E, c, e) n Kell)
FTEMOCTAS3
(CM-na6) ®unbpuHoreH
(CM-nab) MpoTtpombuH (Bpems, no Keuky, MHO)
(CM-na6) TpombuHoBoe Bpemsi
(CM-nab) A4YTB
(CM-nab) AHTTPOMOUH IlI
(CM-nab) Bon4yaHO4HbI aHTUKOArynsaHT (CKPUHWHT)
(CM-nab) O-anmep
(CM-nab) NpoteunH C
(CM-nab) MpoTtenH S
(CM-nab) AKTMBHOCTb aHTU-XA
(CM-na6) Arperaums TpomboumnToB, HayumpoBaHHast AQ®P (10 Mkmornb)
(CM-nab) NMna3muHoreH

Crpanuna 70

230,00
500,00
500,00
500,00
990,00
200,00
200,00
200,00
300,00
400,00
200,00
900,00
300,00
300,00

300,00
250,00
400,00
230,00
250,00
550,00

1100,00

13 640,00

2 640,00
9 900,00

170,00
220,00
370,00
280,00
900,00
900,00
1 060,00
240,00

370,00
330,00
310,00

660,00

490,00
730,00

310,00
310,00
310,00
310,00
400,00
880,00
1 100,00
1820,00
2 200,00
2 970,00
800,00
850,00



00000013561
00000015324
00000013494
00000013562
00000013563
00000013564
00000013565
00000013566
00000013567
00000013568
00000013569
00000013570
00000013571
00000013572
00000013573
00000013574
00000013575
00000013576
00000013577
00000013578
00000013579
00000013580
00000013581
00000013582
00000013583
00000013584
00000013585
00000013586
00000013587
00000013588
00000013590
00000013591
00000013592
00000013593
00000013594

00000013595

00000015326
00000013596
00000013597
00000013598
00000013599
00000013602
00000013603
00000013604
00000014891
00000013606
00000013607
00000013608
00000013609

00000013610
00000013611
00000013612
00000013613
00000013614
00000013615

00000013616
00000013617
00000013618
00000013619
00000013620
00000013621
00000013622
00000013623
00000013624
00000013625

00000013626
00000013627
00000013628
00000013629

00000013630
00000013631

03.01.001
03.01.003
Y04
04.01.001
04.01.002
04.01.003
04.02.001
04.02.002
04.02.003
04.02.004
04.02.005
04.02.006
04.02.007
04.02.008
04.02.009
04.02.010
04.02.011
04.02.012
04.02.013
04.03.001
04.03.002
04.03.003
04.03.004
04.03.005
04.03.006
04.03.010
04.04.001
04.04.003
04.04.004
04.04.005
04.04.009
04.04.010
04.04.011
04.04.0113
04.04.012

04.04.014

04.04.016
04.04.101
04.04.102
04.04.103
04.05.001
04.05.004
04.05.005
04.05.006
04.05.008
04.06.001
04.06.002
04.06.003
04.06.004

04.06.005
04.06.006
04.06.007
04.06.008
04.06.009
04.06.010

04.06.011
04.07.001
04.07.002
04.07.003
04.07.004
04.07.005
04.07.006
04.07.007
04.08.001
04.08.002

04.08.003
04.08.004
04.08.005
04.08.006

04.08.007
04.08.008

AHanmu3bl

(CM-nab) ®aktop BunnebpaHga
(CM-nab) ®aktop ceepTbiBaHus VI

BMOXNMKA KPOBU

(CM-nab) bunupy6uH obLumin
(CM-na6) bunupy6uH npsimon

(CM-nab) bunupybuH Henpsimol (BkntoYaeT onpeaeneHne obLero 1 npsMoro
(CM-nab) AnaHnHamunHoTpaHcdepasa (AJT)

(CM-nab) AcnaptatamuHoTpaHcdepasa (ACT)

(CM-nab) LLlenoyHas cdoctaTasa

(CM-nab) Kucnasa docdarasa

(CM-nab) MNamma-rnytammntpaHceepasa (I'TT )

(CM-na6) Nakratperngporexasa (J145)

(CM-na6) Nakratgerngporexasa (J146) 1, 2 dpakumm

(CM-nab) XonuHacTtepasa

(CM-na6) Anbca-amunasa

(CM-nab) Jlunasa

(CM-nab) KpeatuHknHasa (KOK)

(CM-nab) KpeatuHkmHasa-MB

(CM-nab) AmMunasa naHkpeaTnyeckas

(CM-na6) AnbbymuH

(CM-nab) O6wuin 6enok

(CM-nab) benkoBble dpakuuy (BkntoYaeT onpegeneHne obuiero benka v anboymuHa)
(CM-nab) KpeaTtuHuH

(CM-nab6) MoueBuHa

(CM-nab) MoueBas kucnota

(CM-nab) Anbda-2-makpornobynuH (Alpha-2-Macroglobulin, A2M)

(CM-na6) Muornobux

(CM-nab) C-peakTuBHbIA Genok

(CM-nab) C-peakTuBHbI 6EMNOK yNbTpayyBCTBUTENbHbI

(CM-nab6) Moarosow HaTpuitypeTudeckun nentug B (BNP)

(CM-nab) LiepynonnasmuH

(CM-nab) 303vHOMUIbHBIA KaTUOHHLIV GENokK

(CM-nab) PeBmaToumaHbin haktop

(CM-nab) Lincratnx C

(CM-nab) AHTuctpenTtonuamH-O

(CM-nab) TponoHwuH |, BbicokodyBcTBUTENBHBLIV ABBOTT (MpOorHocTuyeckuii mapkep
BbISIBNIEHUSI pUCKa W/MNU ANarHOCTUKN CepaeYHO—COCYANCTLIX 3abGoneBaHuii)
(CM-nab) 3031MHOMUIbHBIN KaTMOHHBLIN 6enok, ImmunoCAP® (Eosinophil Cationic
Protein, ImmunoCAP® ECP)

(CM-nab) Anbta-1-aHTUTPUNCUH

(CM-nab) MpokanbLunToHWH

(CM-nab) MNictamuH

(CM-nab) mtoko3a

(CM-nab) MuknpoBaHHbIn remornobuH A1lc

(CM-nab) ®pykroszammH

(CM-nab) MonoyHas kucnota (nakrar)

(CMnab) Nmioko3oTonepaHTHbIA TeCT

(CM-nab) Tpurnuuepuapl

(CM-nab) XonectepuH obLumin

(CM-nab) XonectepuH nunonpotenaoB Bbicokow nnotHocTtv (JIMBI, HDL)
(CM-nab) XonectepuH nunonpotenaos HWU3kou nnotHocTtu (JINMHM, LDL)
(CM-nab) XonectepuH NUNonpoTenaoB 04eHb HU3KOW nnoTHocTu (NINOHTT),
(BKkMOYaeT onpegeneHve TpUrnuuepuaos)

(CM-na6) AnonunonpotenH A1

(CM-nab6) AnonunonpoTeuH B

(CM-nab) NnunonpoteuH (a)

(CM-na6) NomouuctenH

(CM-nab) NentuH

(CM-nab) MiHgekc aTeporeHHOCTU (BKIOYaET onpeaerneHre xonectepmnHa obLiero un
xonectepuxa J1MBIM)

(CM-nab) Hatpuit, kanui, xnop (Na/K/Cl)

(CM-nab) Kanbuun obwmn

(CM-nab) KanbLuin noHN3MpOBaHHbIN

(CM-nab) Marxuw

(CM-nab) d®ocdop HeopraHu4eckui

(CM-nab) LinnHk

(CM-na6) Megb

(CM-nab) XXeneso

(CM-nab) TpaHcdeppuH

(CM-nab) KoadbcpnumeHT HacbIweHNs TpaHceppuHa xenesom (BknoyaeTt
onpegenexwue xenesa un JDKCC)

(CM-nab) ®epputuH

(CM-nab) SputponoaTuH

(CM-nab) JlateHTHas xene3ocBsi3biBatoLasi CiocobHOCTb cbiBopoTkn (JIXKCC)
(CM-nab) Obwwas xenesocBsa3biBatoLlas cnocobHocTb cbiBopoTku (OXKCC) (BknovaeT
onpeaenexve xenesa, JNKCC)

(CM-nab) PactBopumebin peuentop TpaHcdeppuHa (pTP, sTTR)

Crpanuna 71

1700,00
2 400,00

220,00
220,00
390,00
220,00
220,00
220,00
210,00
220,00
220,00
250,00
210,00
270,00
310,00
310,00
400,00
330,00
220,00
220,00
360,00
220,00
220,00
220,00
590,00
650,00
390,00
410,00
2 550,00
680,00
1 090,00
370,00
2 970,00
390,00

1740,00

1870,00
850,00
3 030,00
2 850,00
220,00
690,00
770,00
610,00
660,00
220,00
280,00
270,00
280,00

550,00
550,00
470,00
550,00
1580,00
850,00

490,00
390,00
250,00
480,00
260,00
260,00
790,00
730,00
250,00
530,00

550,00
550,00
850,00
220,00

440,00
1980,00



00000013632
00000013633
00000013634
00000013635
00000013636
00000013637
00000013638
00000013639
00000013640
00000013641
00000014892
00000014893
00000014894

00000013654
00000013655

00000013656
00000013661
00000013662
00000013663

00000014897

00000013672
00000013676
00000013495
00000013694
00000013695
00000013696
00000013698

00000013699
00000013700
00000013701
00000013702
00000013703
00000013713
00000013714
00000013715
00000013716
00000016117
00000013717
00000013718
00000013719

00000013720
00000013496
00000013727
00000013728
00000013729
00000013730
00000013731
00000013732
00000013733
00000013734
00000013735
00000013736
00000013737
00000013738
00000013739
00000013740
00000013741
00000013743
00000013745
00000013747
00000013749
00000013751

00000014900
00000013753
00000013754
00000013755
00000013756
00000013759

04.09.001
04.09.002
04.09.003
04.09.004
04.09.005
04.09.006
04.09.007
04.09.008
04.09.009
04.09.010
04.09.011
04.09.012
04.09.013

04.09.015
04.09.017

04.09.018
04.09.021
04.09.022
04.09.023

04.10.001

04.11.001
04.12.001
Y05

05.01.001
05.01.002
05.01.003
05.01.005

05.01.050
05.02.001
05.02.002
05.02.003
05.02.004
05.02.006
05.02.007
05.02.008
05.02.009
05.02.009
05.02.010
05.02.011
05.02.012

05.02.013
Y06-1

06.01.001
06.01.002
06.01.003
06.01.004
06.01.005
06.01.006
06.01.007
06.01.008
06.01.009
06.01.101
06.02.001
06.02.002
06.02.003
06.02.004
06.02.005
06.02.006
06.02.007
06.02.008
06.02.010
06.02.011

06.02.012
06.02.013
06.02.014
06.02.015
06.02.016
06.02.019

AHanmu3bl

(CM-nab) ButamuH A (peTtuHon) 1 700,00
(CM-nab) ButamuH B1 (TnammH) 1 700,00
(CM-nab) ButamuH B5 (naHTOTEHOBas kucnoTa) 1 700,00
(CM-nab) ButammH B6 (nupuaoKkcuH) 1 700,00
(CM-na6) ButamuH B9 (conuesas kucnota) 1 090,00
(CM-nab6) ButamuH B12 (umaHokobanamuH) 850,00
(CM-nab) Butamun C (ackopbuHoBas kucnota) 1 940,00
(CM-nab) 25-OH ButamuH D, cymmapHbin (kanbumdepon) 990,00
(CM-nab) ButamuH E (Tokodpepon) 1 700,00
(CM-nab) ButamuH K (dpvrinoxmHoH) 1 700,00
(CMnab) >Xupopacteopumble ButamuHhbl (A, D, E, K) 6 050,00
(CMnab) Bopopacteopumblie Butamutbl (B1, B5, B6, B9, B12, C) 7 510,00
(CMnab) KomnnekcHbii aHanua kpoBu Ha ButamuHel (A, D, E, K, C, B1, B5, B6, B9, 11 860,00
(CM-nab) Onpepenenne Omera-3 nHaekca (oLeHKa pucka BHe3arnHow cepaeyHom
cMepTH, UHdapKTa Muokapaa u Apyrux cepaevHo-cocyancTbix 3abonesaHuin) 3 880,00
(CM-na6) Butamun B2 2 420,00
(CM-nab) MonuHeHachbIWeHHbIE (3cCeHUManbHbIE) XUPHbIE KUCMOTbI CEMeNCTBa
Owmera-3 n Omera-6 8 470,00
(CM-nab) ButamuH B3 (HMauuH n HUKOTMHaMmA) B Nnas3me Kposm 1 870,00
(CM-nab) Butamun B2 (PA[l) B nrnasme Kposu 2 970,00
(CM-nab) ButamuH B7 (61oTuH) B nnasme Kposwu 1 870,00
(CMnab6) KomnnekcHasi oLleHka okcuaaTtuBHoro crpecca (kosHaum Q10, ButamuH E
(Tokodbepon),ButamuH C(ackopbuHoBas kucnota), 6eTa-kapoTuH, rMyTaTUOH, MaroH. 12 100,00
(CM-nab) KoMnnekcHbI aHanm3 KpoBU Ha aMUHOKUCIOTHI (13 nokasatenew: apruHuH,
BanuH, NenumH, METUOHUH, heHnNanaHnH, anaHuH, cnaparmHoBas KucnoTa, rmuumH 4 240,00
(CM-nab) ViccnepoBaHne YpOBHS XEM4YHbIX KUCIOT B KPOBM 1210,00
BUOXMUA MOYUN
(CM-nab) Anbca-ammnasa Mo4u (amacrasa) 250,00
(CM-nab) 'mioko3a mo4m (pa3oBas NopLms) 220,00
(CM-nab) MukpoanbbymunH (pa3oBasi TopLms MO4K) 250,00
(CM-nab) fesokcunmpuamnHonuH (DPD) moun 1 460,00

(CM-nab) OpraHuyeckme KUCMOoTbl B MOYE - BbisIBNIeHNE (PYHKLMOHAMbHbIX
MeTabonuyecknx nameHeHni (60 nokasartenen): Mapkepbl yrneBO4HOro 0OMeHa;

Mapkepbl meTabon 9 440,00
(CM-nab) 'mtoko3a mMo4m (CyTouHast nopLms) 250,00
(CM-nab) O6wumir 6enok Mo4m 190,00
(CM-nab6) MukpoanbbyMuH Moyu 330,00
(CM-nab) KpeaTuHWUH Moun 210,00
(CM-nab) MoueBuHa Mmoun 210,00
(CM-nab) MoueBasi kKucrnorta Mouu 280,00
(CM-nab) Kanbumn obwmii moym 290,00
(CM-nab) Okcanatbl B MoYe 970,00
(CM-nab) Okcanatbl B Moye 1 500,00
(CM-nab) ®occop HeopraHU4eCKuii MOYn 310,00
(CM-nab) MarHun moun 310,00
(CM-na6) Hatpuit, kanun, xnop moun (Na/K/Cl) 330,00
(CM-nab) Pa3BepHyTbIli BUOXMMUYECKUIA aHAMN3 NMUTOTEHHBIX CBONCTB CYTOYHON MO4M

(no pekomeHgaumsmu EUA2017) 2 590,00

TOPMOHbI KPOBW

(CM-nab) TupeotponHbin ropmoH (TTT) 450,00
(CM-nab) TupokcuH cBoboaHbIn (T4 cBOOOAHLIN) 500,00
(CM-nab) TpuoaTMpoHWH cBo6oAHbIN (T3 CBOGOAHI) 500,00
(CM-nab) TupokcuH obwuii (T4 obwmin) 500,00
(CM-nab) TpuinoaTMpoHuH obwmii (T3 obLumnin) 500,00
(CM-nab) AHtutena k TupeornobynuHy (AHTU-TI) 550,00
(CM-nab) AHTUTENa K MUKpOCOMarnbHoM Tupeonepokcuaase (AHTU-TIO) 500,00
(CM-nab) AHTuTena kK peuentopam TupeoTponHoro ropmoHa (AT pTTI) 1 580,00
(CM-nab) TupeornobynuH 650,00
(CM-nab) TecT nornoLueHnsa TMpeonaHbIX rOPMOHOB 850,00
(CM-nab) donnukynoctumynupytowmii ropMoH (®CrI) 500,00
(CM-nab) NMiotenHmanpytoLwmn ropmoH (J17) 500,00
(CM-na6) MponakTuH 500,00
(CM-nab) MakponponakTuH (BKro4aeT onpeaerneHve nponaktuHa) 1 090,00
(CM-nab) 3Sctpaanon (E2) 500,00
(CM-nab) NporectepoH 500,00
(CM-nab) MN'mapokcunporectepoH (17-OH-nporectepoH) 490,00
(CM-nab) AHopoCTEHAMOH 850,00
(CM-nab) OernpgpoannangpoctepoH cynbdat (A 9A-cynbdaT) 550,00
(CM-nab) TecTocTepoH obwui 500,00
(CMna6) TectocTepoH cBOGOAHbLIN (BKMOYaET onpeaeneHne TeCTocTepoHa 06LLero u

cBobopHoro, 'CINI™ (SHBG), pacyeT nHaekca cBoboAHbIX aHAPOreHoB) 1 010,00
(CM-nab) OurngpoTecTocTepoH 1 340,00
(CM-nab) MobynuH, ceasbiBatoLmii nonosble ropmoHsl (TCMIM, SHBG) 550,00
(CM-na6) MHrnbux B 1 340,00
(CM-nab) AuTumionnepos ropmoH (AMIT, AMH, MiS) 1 380,00
(CM-nab) ScTporeHbl: 3CTPaANnoIT, 3CTPOH U 3CTpUOn 2 300,00

Crpanuna 72



00000013765
00000013766
00000013767
00000013768
00000013769
00000013770
00000013772
00000013773

00000013774

00000013775

00000013776
00000013777
00000013778
00000013779
00000013780
00000013781
00000013782
00000013783
00000013784

00000013786
00000013787
00000013790
00000013791
00000013792
00000013793
00000013794
00000013795
00000013798

00000013801
00000013498
00000013808

00000013809
00000013810
00000013811
00000013812

00000013813

00000013814

00000013815
00000013499
00000013760
00000013761
00000013799

00000015660

00000015661

00000015662
00000013500
00000013816
00000013817
00000013818
00000013819
00000013820
00000013821

00000013822
00000013823
00000013824
00000013825
00000013826
00000013827
00000013828
00000013829
00000013830

06.02.102
06.03.001
06.03.002
06.03.003
06.03.004
06.03.005
06.03.007
06.03.008

06.04.001

06.04.002

06.04.003
06.05.001
06.05.002
06.05.003
06.05.004
06.05.101
06.06.001
06.06.004
06.06.007

06.06.009
06.06.010
06.07.001
06.07.002
06.08.001
06.08.002
06.08.003
06.08.004
06.08.007

06.08.011
Y07
07.00.001

07.00.002
07.00.003
07.00.004
07.00.005

07.00.006

07.00.007

07.00.010
Y07-2

06.02.020
06.02.021
06.08.008

06.08.008-2

06.08.008-3

06.08.008-4
Y08
08.00.001
08.00.002
08.00.003
08.00.004
08.00.005
08.00.006

08.00.007
08.00.008
08.00.009
08.00.010
08.00.011
08.00.012
08.00.013
08.00.014
08.00.015

AHanmu3bl

(CM-nab) AHgpocTeHamona rioKypoHng,

(CM-nab) AccouunpoBaHHbIi ¢ 6epemeHHoCTbIo NpoTenH A (PAPP-A)

(CM-nab) 3ctpron cBoboAHbI

(CM-nab) O6bwuit 6eta-XI'Y (auarHocTuka 6epemMeHHOCTN, OHKOMapKep)

(CM-nab) CoboaHas cyobeamHuua 6eta-XM (npeHaTanbHbIi CKPUHWHT)

(CM-nab6) Anbdpa-cetonpotenH (ADI)

(CM-nab) Tpodobnactuyeckuii 6eta-1-rnmkonpoTemnH

(CM-nab) PIGF (nnaueHTapHbIi thaktop pocTa)

(CM-nab) MpeHaTtanbHbIn ckpUHUHT | TprmecTpa 6epemeHHocTy (10-13 Hepenb):
accounmpoBaHHbIv ¢ 6epemeHHocTbio NpoTenH A (PAPP-A), ceoboaHas cybbeanHuua
6eta

(CM-nab) MpeHraTtanbHbIn ckpUHUHT |l TpumecTpa 6epemenHocTm (15-19 Hepenb):
anbga-etonpotenH (ADI), obwmn beta-XIM, actpuon cBoboaHbIN

(CM-nab) MperaTtanbHbIN CKpUHUHT | TpumecTpa 6epemerHocT ASTRAIA 10-13
Hepenb (PAPP-A

(CM-na6) MapaTtropmoH

(CM-nab) KanbumToHWH

(CM-nab) OcTeokanbLmH

(CM-nab) C-koHueBble Tenonentuabl konnareHa | Tuna (Beta-Cross laps)

(CM-nab6) P1NP (mapkep thopmmMpoBaHMs KOCTHOrO MaTpukca)
(CM-nab) NHcynuH
(CM-nab) C-nentug
(CM-nab) MactpuH

(CM-nab) NactpockpuH (nencuHoreH-l, nencuHorek-Il, cooTHowweHne (nencvHorex-
I/mencuHoren-11), ractpuH-17 cTumMynMpoBaHHbIN, aHTUTENa knacca IgG k H.pylor
(CM-nab) MpounHcynuH

(CM-nab) PeHuH

(CM-na6) AnbgocTtepoH

(CM-nab) AopeHOKOPTUKOTPOMHbIA ropmMoH (AKTT)

(CM-nab) Koptuson

(CM-nab6) ComaToTponHbIi ropMoH pocTa (CTI)

(CM-na6) ComatomeaunH C (NOP-I)

(CM-nab) MenaToHuH B crnitoHe

(CM-nab) CeoboaHble chpakummn MeTaHedprHa n HopmeTaHedpuHa
(HekoHbtormpoBaHHble ¢ SO4) B KpoBU

TOPMOHbI MO4KM

(CM-nab) KopTtrson Moun

(CM-nab) 17-keTocTepouapl (aHAPOCTEPOH, aHApocTeHAWoH, [IF3A, aTMoxonaHooH,
3MNMaH4POCTEPOH)

(CM-nab) Obwme meTaHedpUHbI 1 HOPMETaHEDPUHDI

(CM-nab) CBoboaHble MeTaHe®pPUHBLI 1 HOPMETaHEMPUHbI

(CM-nab) KatexonammHbl Mo4n (agpeHanuH, HopagpeHanvH, 4odaMuH)
MeTabonuTbl (BaHUNMNMUHAANbHAS KMCMOTa, FOMOBaHWUINMHOBAs KUcnoTa, 5-
rMAPOKCUUHAONYKCY

(CM-nab) MeTtabonuTbl kKaTexonamvHOB B MOYe (BaHUNWIMUHAAMNbHAs KUCMOTa,
rOMOBaHWUMNHOBAsA KMCMNOTA, 5-rmaApOKCUMHAONYKCYCHAsA KucnoTa)

(CM-nab6) MeTtabonuTbl 3CTPOreHoB, pacyeT COOTHOLLEHMWS (OLEeHKa prcka pasBuTus
oHkonaTonorun): 16a-OHE1, 2-OHEZ2, 2-OHE1, 2-OMeE1, 4-OMeE1, 4-OHE1 - B Mmoue

FTOPMOHbI CJTHOHBI

(CM-nab) TecTocTepoH (crtoHa)

(CM-nab) Sctpagmon (cntoHa)

(CM-nab) Koptuson B crnitoHe

KopTtuson B cntoHe (nongexb, 11:00-13:00). HomeHknaTtypa M3 P®: A09.07.007
(Mpwvika3 Ne804H)

KopTtuson B cntoHe (aeHb, 15:00-17:00). HomenknaTtypa M3 P®: A09.07.007 (Mpuka3s
Ne804H)

KopTu3on B cnitoHe (Beyep, 22:00-24:00). HomeHknatypa M3 P®: A09.07.007 (Mpukas
Ne804H)

OHKOMAPKEPbI

(CM-nab) PakoBo-ambpuoHarnbHbIi aHTureH (POA)

(CM-nab6) AHtureH CA 19-9

(CM-nab) AHuTtureH CA 72-4

(CM-nab) AHturen CA 242

(CM-nab) AHturen CA 125

(CM-nab) OnyxoneBbivi mapkep HE 4

(CM-nab) MporHocTnyeckas BeposATHOCTb (3HavyeHne ROMA) (BkntovaeT
onpepeneHve aHtureHa CA 125 n onyxonesoro mapkepa HE 4)
(CM-na6) AHtureH CA 15-3

(CM-nab) Mpoctatocneuundmyeckmin aHTureH (MCA) obLuia

(CM-nab) MpocTatocneuunduyeckmin aHtureH (MCA) cBoboaHbIN
(CM-nab) AHTUreH NNocKoKNeTo4Hou kapumnHoMbl (SCCA)
(CM-nab) ®parmeHT uutokepatuHa 19 (Cyfra 21-1)
(CM-nab) HerpoH-cneundunyeckas eHonasa (NSE)
(CM-nab) beta2-munkpornobynuH
(CM-nab) benok S-100

Crpanuna 73

1340,00
730,00
550,00
550,00
610,00
610,00
370,00

3 390,00

1580,00
1820,00

6 600,00
710,00
970,00

1430,00

1210,00

1 640,00
800,00
760,00
800,00

6 780,00
1320,00
1 090,00
730,00
730,00
490,00
550,00
1090,00
2 550,00

2 550,00
850,00

2 420,00
2 420,00
2 420,00
2 420,00

5 090,00
2 420,00
6 930,00

3 880,00
3 880,00
970,00

900,00
900,00
900,00

720,00
680,00
850,00
800,00
710,00
1 040,00

1930,00
680,00
680,00
610,00
920,00
920,00

1160,00
970,00

2 300,00



00000013831
00000013832

00000013833

00000013834
00000013835
00000013501
00000013836
00000013837
00000013838
00000013839
00000013840
00000013841
00000013842
00000013843

00000013845
00000013846
00000013847
00000013849
00000013850
00000013851
00000013852
00000013853
00000013854
00000013857
00000013502
00000013867
00000013868
00000013869
00000013870
00000013871
00000013872
00000013873
00000013874
00000013875
00000013876
00000013877
00000013878
00000013879
00000013880
00000013881
00000013882
00000013883
00000013884
00000013885
00000013886
00000013887

00000013888
00000013889
00000013890
00000013891
00000013892
00000013893
00000013894
00000013895
00000013896
00000013897
00000013898
00000013899
00000013900
00000013901
00000013902
00000013903
00000013904

00000013905

00000013906

00000013907

00000013908

08.00.016
08.00.017

08.00.019

08.00.020
08.00.021
Y09

09.02.001
09.02.002
09.03.001
09.03.002
09.03.003
09.04.001
09.05.001
09.06.001

09.06.002
09.07.001
09.08.001
09.08.002
09.09.001
09.09.002
09.13.001
09.15.001
09.16.101
09.17.101
Y10

10.01.001
10.01.002
10.02.001
10.02.002
10.02.003
10.02.004
10.02.006
10.02.007
10.03.001
10.03.002
10.03.003
10.03.004
10.03.005
10.03.006
10.04.001
10.04.002
10.05.001
10.05.002
10.07.001
10.11.001
10.11.002

10.11.003
10.12.001
10.12.002
10.13.001
10.13.002
10.14.001
10.14.002
10.15.001
10.15.002
10.15.003
10.15.004
10.15.005
10.16.001
10.16.002
10.17.001
10.17.002
10.19.002

10.20.001

10.20.002

10.20.005

10.20.006

AHanmu3bl

(CM-nab) Cneundmyeckuin aHTureH paka modesoro ny3sbips (UBC) B moye
(CM-nab) OnyxoneBas nupyBaTkuHasa Tu M2 (B kane)
(CM-nab) CooTHoLeHre npocTaTocneumduyeckoro aHtureHa (MCA) obLiero un

npoctartocneuudumnyeckoro aHTureHa (MCA) csobogHoro (BkrovaeT ux onpegeneHne)

(CM-nab) Nnaexc 3gopoBbs npocTathl (phi-nHaeke) (OueHka pucka Hanuuus paka
npegcraTensHol xenesbl)
(CM-nab) XpomorpaHuH A

MOJIEKYITAPHAA (OHK/PHK) ANATHOCTUKA METOJOM TLP (KPOBb)

(CM-nab) OHK Bupyca renatuta B

(CM-nab) AHK Bupyca renatuta B, konvyecTBeHHO

(CM-nab) PHK Bupyca renatuta C

(CM-nab) PHK Bupyca renatuta C, KonnyectBeHHO

(CM-nab) PHK Bupyca renatuta C, reHOTUNUpoBaHue

(CM-nab) PHK Bupyca renatuta D

(CM-na6) PHK Bupyca renatuta G

(CM-na6) OHK Bupyca npoctoro repneca |, Il Tuna (Herpes simplex virus |, Il)
(CM-na6) OHK Bupyca npoctoro repneca |, Il Tuna (Herpes simplex virus |, Il),
KONMYeCTBEHHO

(CM-nab) AHK Bupyca repneca VI Tuna (Human Herpes virus VI)

(CM-na6) AHK unTtomeranosmpyca (Citomegalovirus)

(CM-nab) AHK unTtomeranosupyca (Citomegalovirus), konnyectBeHHO
(CM-nab6) AHK Bupyca SnwTtenHa-bapp (Epstein-Barr virus)

(CM-nab) AHK Bupyca SnwTtenHa-bapp (Epstein-Barr virus), konuyectBeHHO
(CM-nab) AHK mukobaktepun Tybepkynesa (Mycobacterium tuberculosis)
(CM-na6) OHK Tokconna3smbl (Toxoplasma gondii)

(CM-nab) Bupyc renatuta A, PHK HAV, kau

(CM-na6) Bupyc Bapuuenna-3octep, AHK VZV, kau.

MOJIEKYNTAPHAA (OHK/PHK) ANATHOCTUKA METOJOM ILP

(CM-nab) AHK xnamugmm (Chlamydia trachomatis)

(CM-na6) AHK xnamuauu (Chlamydia trachomatis), konnyectBeHHO

(CM-na6) AHK mukonnaambl (Mycoplasma hominis)

(CM-na6) AHK mukonnaambl (Mycoplasma hominis), konvyecTBeHHO

(CM-na6) OHK mukonnasmbl (Mycoplasma genitalium)

(CM-na6) AHK mukonnasmbl (Mycoplasma genitalium), konvyecTBeHHO
(CM-na6) Chlamydia pneumoniae

(CM-nab) Mycoplasma pneumoniae

(CM-nab) OAHK ypeanna3smbl (Ureaplasma urealyticum)

(CM-nab) AHK ypeanna3smbl (Ureaplasma urealyticum), konnyecTBeHHO
(CM-nab) AHK ypeanna3mbl (Ureaplasma parvum)

(CM-na6) AHK ypeanna3mbl (Ureaplasma parvum), KonmyecTBeHHO

(CM-na6) AHK ypeanna3awmbl (Ureaplasma species)

(CM-nab6) OHK ypeanna3ambl (Ureaplasma species), Konm4ecTBeHHO

(CM-na6) OHK rapaHepennbl (Gardnerella vaginalis)

(CM-na6) OHK rapaHepennsl (Gardnerella vaginalis), konmyecTBeHHO

(CM-nab) OHK roHokokka (Neisseria gonorrhoeae)

(CM-nab) AHK roHokokka (Neisseria gonorrhoeae), konm4yecTBeHHO

(CM-nab) AHK mukobaktepumn Tybepkynesa (Mycobacterium tuberculosis)
(CM-nab6) AHK kaHauak! (Candida albicans)

(CM-na6) AHK kaHauabl (Candida albicans), konM4yecTBeHHO

(CM-na6) AHK rpubos poaa kaHamap! (Candida albicans/Candida glabrata/Candida
krusei) c onpeneneHnem Tuna

(CM-nab6) OHK Tokconnasmbl (Toxoplasma gondii)

(CM-na6) OHK Tokconnasmbl (Toxoplasma gondii), konuyectBeHHO

(CM-nab) OAHK tpuxomoHaab! (Trichomonas vaginalis)

(CM-nab) AHK TpuxomoHnagbl (Trichomonas vaginalis), konm4yecTBeHHO
(CM-na6) AHK untomeranosupyca (Cytomegalovirus, CMV)

(CM-nab6) AHK untomeranosupyca (Cytomegalovirus, CMV), konnyecTBeHHO
(CM-na6) AHK Bupyca npoctoro repneca | Tuna (Herpes simplex virus |)
(CM-nab6) AHK Bupyca npoctoro repneca | Tuna (Herpes simplex virus |),
(CM-na6) OHK Bupyca npoctoro repneca Il Tuna (Herpes simplex virus 11)
(CM-na6) OHK Bupyca npoctoro repneca Il Tuna (Herpes simplex virus 1),
(CM-nab) OHK Bupyca npoctoro repneca | u Il Tunos (Herpes simplex virus | n 11)
(CM-nab) AHK Bupyca repneca VI tuna (Human Herpes virus VI)

(CM-nab) AHK Bupyca repneca VI tuna (Human Herpes virus VI), konnyectBeHHO
(CM-nab) AHK Bupyca SnwTtenHa-bapp (Epstein-Barr virus)

(CM-nab) AHK Bupyca SnwTrenHa-bapp (Epstein-Barr virus), konuyectBeHHO
(CM-nab) OHK Bo3byauTtens koknowa (Bordetella pertussis)

(CM-na6) AHK nanunnomasupycos (Human Papillomavirus, BIM4) 6/11 Trnos c
onpegenexHnem Tuna

(CM-na6) AHK nanunnomasupycos (Human Papillomavirus, BIM4) 6/11 Trnos ¢
onpeaeneHnem Tmna, Konn4ecTBEHHO

(CM-na6) AHK nanunnomasupycos (Human Papillomavirus, BM4Y) 16/18 Tunos c
onpeaeneHnem Tmna, Konn4ecTBEHHO

(CM-na6) AHK nanunnomasupycos (Human Papillomavirus, BMY) 31/33 tunos c
onpeaeneHvem Tuna

Crpanuna 74

1 340,00
1700,00

1160,00

12 710,00
4 840,00

550,00
2 670,00
660,00
3 880,00
970,00
730,00
730,00
430,00

650,00
430,00
430,00
680,00
430,00
680,00
550,00
430,00
800,00
680,00

310,00
390,00
270,00
370,00
310,00
370,00
390,00
390,00
290,00
360,00
290,00
360,00
290,00
390,00
320,00
390,00
320,00
360,00
370,00
310,00
370,00

430,00
280,00
410,00
320,00
360,00
290,00
360,00
290,00
360,00
290,00
360,00
370,00
290,00
360,00
550,00
550,00
970,00

290,00
360,00
490,00

290,00



00000013909

00000013910

00000013911

00000013912

00000013913

00000013914

00000015285
00000013915
00000013917
00000015343
00000013933
00000013934
00000013935
00000013936
00000013937
00000013938
00000013939
00000013941
00000015344
00000013504
00000013944
00000013945

00000013946

00000013947
00000013948

00000013949
00000013950
00000013951
00000013952
00000013953
00000013954
00000013955
00000013956
00000013957
00000013958
00000013959
00000013961
00000013962
00000013963
00000013964
00000013965
00000013966
00000013967

00000013968
00000013969
00000013970
00000013971
00000013972
00000013973
00000013974
00000013975
00000013976

00000013977

00000013978

00000013979

00000013980

00000013981

00000013982
00000013983

10.20.007

10.20.008

10.20.009

10.20.011

10.20.012

10.20.015

10.20.016
10.21.001
10.23.001
10.29.001
10.31.001
10.31.002
10.31.003
10.31.004
10.31.099
10.31.101
10.32.001
10.33.002
10.39.001
Y11

11.01.001
11.01.002

11.02.001

11.02.002
11.02.003

11.02.004
11.02.005
11.02.006
11.02.007
11.03.001
11.03.002
11.04.001
11.04.002
11.05.001
11.05.002
11.06.001
11.06.002
11.07.001
11.07.003
11.07.005
11.07.006
11.09.001
11.09.003

11.09.004
11.09.008
11.09.010
11.10.001
11.10.101
11.10.102
11.11.001
11.11.003
11.11.101

11.12.001

11.12.002

11.12.003

11.12.004

11.12.005

11.13.001
11.13.003

AHanmu3bl

(CM-nab6) AHK nanunnomaeupycos (Human Papillomavirus, BIM4) 31/33 Tunos c
onpeaeneHnem T1na, KonM4YeCTBEHHO

(CM-na6) AHK nanunnomaeupycos (Human Papoiilmavirus) Bbicokoro
KaHLUeporeHHoro pucka (16-70 Tunos) 6e3 onpegeneHnst Tuna

KaHueporeHHoro pucka (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59 TnnoB) ¢
onpeaenexu

PACLIMPEHHbBIN ¢ onpeaenexnem 14 Tunos (KoHTponb B3sTUS MaTepuana, Tnbl 6,
11, 16, 18, 31,

onpepenenvem 21 Tuna (KoHTponb B3sTusa 6uomatepuana, Tunel 6, 11, 16, 18, 26, 31,
33

(CM-na6) AHK nanunnomasupycos (Human Papillomavirus, BM4Y) 16/18 Tunos c
onpeaenexHnem Tuna

nanunnomsl Yenoseka, HPV, Human Papillomavirus) BbICOKOro 1 H13KOro
KaHLeporeHHo

(CM-nab) OAHK xenukobakTtepa (Helicobacter pylori)

(CM-nab) PHK aHTepoBupyca (Enterovirus)

(CM-na6) AHK OepmatoduTsl (Trichophyton, Epidermophyton, Microsporum)
(CM-na6) PHK Bupyca rpunna A/H1-swine

(CM-nab6) AHgpodnop CkpuH

(CM-na6) Bupyc Bapuuenna-3octep, AHK VZV, kau.

(CM-na6) Onpepnenenne PHK Bupyca rpunna A u B

(CM-nab6) AHgpodrop

(CM-nab) Nuctepus, AHK L.monocytogenes, kau.

(CM-nab6) OKN-Tect

(CM-na6) OPBW CKpUHWHT

(CM-na6) NUP OuarHoctuka KuwweyHsix UHdekumn

CEPOJTOMTMMYECKNE MAPKEPbI MH®EKLIMOHHbBIX 3ABONTEBAHUI

(CM-nab) AHtuTena k Bupycy renatuta A, IgM (Anti-HAV IgM)

(CM-nab) AHtuTena k Bupycy renatuta A, IgG (Anti-HAV IgG)

(CM-nab) MNoBepxHOCTHbIN aHTUreH BUpYyca renatnta B (aBcTpanuinckuii aHTUreH,
HbsAg)

(CM-nab) MNoBepxHOCTHbINA aHTUreH BUpYyca renatnta B (aBcTpanuinckuii aHTureH,
HbsAg), konuyecTBeHHO

(CM-nab) AHTuTENa K NOBEPXHOCTHOMY aHTWUreHy Bupyca renatuta B (Anti-HBs)
(CM-nab) AHTuTena K sgepHoMy (cor) aHTUreHy Bupyca renatuta B, cymmapHbie (Anti-
HBc)

(CM-nab) AHTuTena Kk sgepHoMy (cor) aHTureHy Bupyca renatuta B, IgM (Anti-HBc
(CM-nab) AHtureH HBe Bupyca renaTtuta B (HbeAg)

(CM-nab) AHtutena k HBe-aHTureHy Bupyca renatuta B, cymmapHbie (Anti-HBe)
(CM-nab) AHtuTena k Bupycy renatuta C, cymmapHblie (Anti-HCV)

(CM-nab) AHtuTena k Bupycy renatuta C, IgM (Anti-HCV IgM)

(CM-nab6) AHtutena k Bupycy renatuta D, cymmapHsie (Anti-HDV)

(CM-nab) AHnTtuTtena k Bupycy renatuta D, IgM (Anti-HDV IgM)

(CM-nab) AHtutena k Bupycy renatuta E, IgM (Anti-HEV IgM)

(CM-nab) AHtutena k Bupycy renatuta E, IgG (Anti-HEV IgG)

(CM-nab) BUY (aHTuTena n aHTureHsbl)

(CM-na6) BU4 (c Bblgayen cnpaBku ycTaHOBREHHOro obpasua)

(CM-nab) Mukpopeakuusi Ha cudmnuc kadectseHHo (RPR)

(CM-nab) Peakuusi naccvBHowM remarrnotuHauum Ha cudunuc (PMNIA), kayecTBeHHO
(CM-nab) AHtuTena k brnegHoit TpenoHeme (Treponema pallidum), cymmapHblie
(CM-nab) AnTutena k 6negHon TpenoHeme (Treponema pallidum), IgM

(CM-nab) AHtutena k Bupycy npoctoro repneca |, Il tTunos (Herpes simplex virus |, I1),
(CM-nab) AHtutena k Bupycy npoctoro repneca |, Il tTunos (Herpes simplex virus |, I1),
(CM-nab) AsngrocTb IgG k Bupycy npoctoro repneca |, Il Tunos (Herpes simplex virus
I, 1) (BknovaeT onpegeneHne aHTUTEN K BUpPYCy npocToro repneca |, |

(CM-nab) AHTuTena k Bupycy npoctoro repneca | Tuna (Herpes simplex virus ), IgG
(CM-nab) AHtuTena k Bupycy npoctoro repneca Il Tuna (Herpes simplex virus I1), IgG
(CM-nab) AHtutena k Bupycy repneca VI tuna (Human herpes virus VI), IgG
(CM-nab6) AHtutena k Bupycy repneca VI tuna (Human herpes virus VI) IgM kau.
(CM-nab) AHtuTena k Bupycy repneca 6 Tuna IgG, HHV 6 1. IgG aBugHocTb
(CM-nab) AHnTuTtena k Bupycy Bapuuenna-3octep (Varicella-Zoster), IgM

(CM-nab) AnTtnTtena k Bupycy Bapuuenna-3octep (Varicella-Zoster), IgG

(CM-nab) AHtutena k Bupycy Bapuuenna-3octep IgG, Varicella-zoster IgG aBuaHoCcTb
(CM-nab) AHTuTena k kancugHoMy aHTuUreHy Bupyca dnwrteriHa-bapp (Epstein-Barr
virus), IgM

(CM-nab) AHTuTena K kancugHoMy aHTUreHy Bupyca dnwrteriHa-bapp (Epstein-Barr
virus), IgG

(CM-nab) AHTuTEna K paHHeMy aHTUreHy Bupyca JnwreriHa-bapp (Epstein-Barr virus
EA), IgG

(CM-nab) AHTuTENa K SaepHOMY aHTUreHy Bupyca dnwrenHa-bapp (Epstein-Barr
virus EBNA), IgG

(CM-na6) AsugHocTb IgG k Bupycy OnweriHa-bapp (Epstein-Barr virus) (Bkntoyaet
onpegeneHne aHTUTEn K kancugHomy aHTureHy Bupyca dnwrenHa-bapp, 1gG)
(CM-nab) AnTutena k umtomeranosupycy (Cytomegalovirus), IgM

(CM-nab) AuTtntena k umtomeranosupycy (Cytomegalovirus), IgG

Crpanuna 75

370,00
850,00
1090,00
1340,00
2 790,00
430,00

1 800,00
610,00
850,00

2 420,00

2 420,00

2 700,00
730,00

2 850,00

3 000,00
490,00

2 670,00

2 910,00

2 590,00

680,00
680,00

610,00

1100,00
610,00

610,00
610,00
610,00
610,00
730,00
610,00
680,00
680,00
880,00
880,00
680,00
1210,00
550,00
880,00
680,00
680,00
550,00
590,00

730,00
680,00
680,00
680,00
850,00
850,00
800,00
800,00
800,00

640,00
640,00
730,00
550,00
680,00

610,00
610,00



00000013984
00000013985
00000013986

00000013987
00000013988
00000013989

00000013990
00000013991
00000013992
00000013993
00000013994
00000013995
00000013996

00000013997
00000013998
00000013999
00000014000
00000014001
00000014002
00000014003
00000014004
00000014005
00000014006
00000014007
00000014008
00000014009
00000014010
00000014011
00000014012
00000014013
00000014014
00000014015
00000014017
00000014018

00000014019
00000014021
00000014022
00000014023
00000014024
00000014025
00000014026
00000014027
00000014028
00000014029
00000014030
00000014031
00000014033
00000014036
00000014037
00000014038
00000014039
00000014040
00000014041
00000014046

00000014047

00000014048
00000014050
00000014051
00000014052
00000014053

00000014056
00000014057
00000014058
00000014059

00000014060
00000013506

11.13.004
11.14.001
11.14.002

11.14.003
11.15.001
11.15.003

11.15.004
11.16.001
11.16.002
11.17.001
11.18.001
11.18.002
11.19.002

11.19.003
11.19.004
11.21.001
11.21.002
11.22.001
11.22.002
11.22.003
11.22.004
11.22.005
11.22.006
11.23.002
11.23.003
11.23.004
11.23.005
11.23.006
11.24.001
11.24.002
11.24.003
11.25.001
11.26.003
11.27.001

11.29.001
11.32.001
11.32.002
11.32.101
11.33.001
11.33.002
11.34.001
11.34.002
11.35.002
11.35.003
11.35.004
11.35.005
11.35.007
11.35.010
11.36.001
11.36.002
11.39.001
11.39.002
11.39.003
11.44.001

11.47.101

11.47.102
11.48.101
11.50.101
11.50.102
11.51.101

11.55.002
11.55.004
11.55.005
11.55.006

11.55.007
Y13

AHanmu3bl

(CM-nab) AesngHocTb IgG k umtomeranosupycy (Cytomegalovirus) (Bkntoyaet
onpeAeneHve aHTUTenN K uutomeranosupycy, IgG)

(CM-nab) AHTuTEna K BMpycy KpacHyxu, IgM

(CM-nab) AHTuTENa K BUpYCY KpacHyxu, IgG

(CM-nab) AenaHocTb IgG K BUpYCY KpacHyxu (BKItOYaeT onpeaeneHne aHTuTen K
BMPYCY KpacHyxu, IgG)

(CM-nab) AHtutena k Tokconnasme (Toxoplasma gondii), IgM

(CM-nab) AHtuTena k Tokconna3sme (Toxoplasma gondii), IgG

(CM-na6) AsugHocTb IgG k Tokconnasme (Toxoplasma gondii) (BkntovaeT
onpegeneHne aHTUTenN K Tokconnasme, 1gG)

(CM-nab) AHtutena k napsosupycy (Parvovirus), IgM

(CM-nab) AHuTuTtena k napsoBupycy (Parvovirus), IgG

(CM-nab) AHtuTena k Bupycy kopw, IgG

(CM-nab) AHTuTENa K BMPYCY anmaeMuyeckoro napoTtura, IgM

(CM-nab) AHTUTENa K BUPYCY 3anMaeMuyeckoro napoTuTa, IgG

(CM-nab) AHtTuTena k Bo3byautento koknowwa IgG, kon.

(CM-nab) AHTuTena k Bo3byanTensm Kokniowwa u napakokniowwa (Bordetella pertussis,

Bordetella parapertussis), cymmapHble (PT1ITA) nonykonMyecTBeHHO

(CM-nab) AHtuTena k Bo3byauTtento koknowwa IgM, kon.

CM-nab) AHtutena k Bos3byautento andptepum (Corynebacterium diphtheriae)
CM-nab) AHtutena k Bo3byautento ctonbHska (Clostridium tetani)

CM-nab) AHtutena k xnamugum (Chlamydia trachomatis), IgM

CM-nab) AHtutena k xnamugmm (Chlamydia trachomatis), IgA

CM-nab) AHtutena k xnamugmm (Chlamydia trachomatis), IgG

CM-nab) AHtutena k xnamugodune (Chlamydophila pneumoniae), IgM

CM-nab6) AHtutena k xnamugodune (Chlamydophila pneumoniae), IgA

CM-nab6) AHtutena k xnamugodune (Chlamydophila pneumoniae), IgG

CM-nab6) AHtutena k mukonnasme (Mycoplasma hominis), IgA

CM-nab) AHtutena k mukonnasme (Mycoplasma hominis), IgG

CM-nab) AHtutena k mukonnasme (Mycoplasma pneumoniae), IgM

CM-nab) AHtutena k mukonnasme (Mycoplasma pneumoniae), IgA

CM-na6) AHtutena k mukonnasme (Mycoplasma pneumoniae), IgG

CM-na6) AHtutena k ypeannaame (Ureaplasma urealyticum), IgM

CM-nab) AHtutena k ypeannaame (Ureaplasma urealyticum), IgA

CM-nab) AHtutena k ypeannaame (Ureaplasma urealyticum), IgG

CM-nab) AHtutena k TpuxomoHage (Trichomonas vaginalis), IgG.

CM-nab) AHTtuTtena k kaHauae (Candida albicans), IgG

CM-nab) AHTuTtena k rpubam (Aspergillus fumigatus), IgG

CM-nab) AHTuTena k mukobakTepusam Tybepkynesa (Mycobacterium tuberculosis),
CyMMapHble

(CM-nab) AuTtuTtena k 6pyuenne (Brucella), IgA

(CM-nab) AHtutena k 6pyuenne (Brucella), IgG

(CM-nab) AHtutena k 6pyuennam IgM, Brucella spp IgM (MonykonMyecTBeHHbIN)
(CM-nab) AHTuTENa K BMpPYCY KneweBoro aHuedanuTa, IgM

(CM-nab) AHTUTENa K BUPYCY KneweBoro sHuedanuTa, IgG

(CM-nab) AHtutena k 6oppenusim (Borrelia burgdorferi), IgM

(CM-nab) AHtutena k 6oppenusam (Borrelia burgdorferi), IgG

(CM-nab) AHtutena k onnctopxucam (Opisthorchis felineus), IgG

(CM-nab) AHtuTena k axuHokokkam (Echinococcus granulosus), IgG

(CM-nab) AHTuTena k Tokcokapam (Toxocara canis), IgG
(
(
(
(
(
(
(
(
(
(

(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(

CM-nab) AHtutena k TpuxuHennam (Trichinella spiralis), IgG

CM-nab) AHTuTena K yrpuuam kuwevHbim (Strongyloides stercoralis), IgG

CM-nab) AHTuTena k ackapugam (Ascaris lumbricoides), IgG

CM-nab6) AHtutena k nsmbnusm (Lamblia intestinalis), cymmapHbie

CM-nab) AHTuTena k nambnuam (Lamblia intestinalis), IgM

CM-nab) AHtutena k xenukobakrepy (Helicobacter pylori), IgM

CM-nab) AHTuTena k xenukobaktepy (Helicobacter pylori), IgA

CM-nab) AHTuTena k xenukobaktepy (Helicobacter pylori), IgG

CM-nab) AHtutena k Vi-aHTureHy Bo3byauTens 6ptowwHoro Tudpa (Salmonella typhi)
CM-nab) AHTuTena k Bo3byauTtenam ncesnotybepkynesa Yersinia
pseudotuberculosis PII'A, Yersinia enterocolitica 03,09 PINTA

(CM-nab) AHTuTena k Bo36yauTtenam ncesnotybepkynesa, Yersinia
pseudotuberculosis PMTA(TuTp)

(CM-nab) AHtTuTena k Bo3byauTento canbMoHenne3a (KOMM. AMarHoCTUKYM) KOnuY.
CM-nab) AHTuTena k ageHoBupycy IgA, Adenoviridae IgA

CM-nab) AHTutena k AgeHoBupycy (Adenoviridae), IgG

CM-nab) AHtTutena k aHTureHam T-numdoTponHbix Bupycos (HTLV) 1 1 2 Tnnos
CM-nab) AHtutena knacca IgG k cnavikosomy (S) 6enky SARS-CoV-2,
MOsYKONIMYECTBEHHO

(
(
(
(

(CM-nab) AHtutena k kopoHaBupycy SARS-CoV-2, IgG (anti-SARS-CoV-2, IgG) kau.
(CM-nab) AHtuTena k kopoHaBupycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM) kau.

(CM-nab) AHtutena k kopoHasupycy SARS-CoV-2, IgM+IgG (anti-SARS-CoV-2,
IgM+1gG) kau.

(CM-nab) AHtutena knacca IgM k kopoHaBupycy SARS-COV-2 (MPA),
MOMYKOSIMYECTBEHHO

’MCTOJTIOIMYECKNE NCCITEOOBAHNA

Crpanuna 76

680,00
550,00
520,00

730,00
610,00
610,00

710,00
610,00
610,00
610,00
790,00
790,00
800,00

800,00
800,00
680,00
920,00
610,00
550,00
610,00
580,00
800,00
580,00
610,00
610,00
610,00
640,00
610,00
610,00
610,00
610,00
800,00
680,00
710,00

550,00
490,00
490,00
800,00
680,00
680,00
610,00
610,00
730,00
680,00
680,00
680,00
800,00
730,00
610,00
610,00
730,00
730,00
730,00
550,00

730,00

730,00
800,00
1340,00
1340,00
3 270,00

1460,00
1 460,00
1520,00
2 730,00

1460,00



00000014093

00000014094
00000014095

00000014096
00000014097

00000014098

00000014099
00000016046
00000015649

00000016047

00000014103

00000014104

00000014105

00000014106

00000014107

00000016097

00000014112

00000014113

00000014114

00000014115

00000014116

00000014860

00000014861

00000014862

00000014863
00000013507
00000014117
00000014118
00000014119
00000014120
00000014121
00000014122
00000014123
00000014124

00000014129
00000014130
00000014131

00000014132
00000014134
00000014135
00000014136
00000014137
00000014138
00000014139
00000014140
00000014141
00000014142

13.00.001

13.00.002
13.00.003

13.00.004
13.00.005

13.00.006

13.00.007
13.00.009
13.00.010

13.00.012

13.00.201

13.00.202

13.00.203

13.00.204

13.00.205

13.01.006

13.02.002

13.02.003

13.02.004

13.02.005

13.02.006

22.00.020

22.00.021

22.00.022

22.00.023
Y14

14.01.001
14.01.002
14.01.003
14.01.004
14.01.005
14.01.006
14.01.007
14.01.009

14.02.001
14.02.002
14.02.003

14.02.007
14.03.001
14.04.001
14.04.002
14.04.003
14.04.004
14.04.005
14.05.001
14.05.002
14.05.003

AHanmu3bl

(CM-nab) MNctonornyeckoe nccnegosaHve matepmana, nomy4eHHoro npu
XUPYPIrYecknx BMeLLaTenbCTBax U ApYrnx CPOYHbIX MCCreaoBaHUSX
(3HOoCcKONMYEeCKoro MaTepuarna, TKaHem >XeHCKOM NMOMOBON CUCTEMbI, KOXW, MSITKMX
TKaHeW, KpOBETBO

(CM-nab) MyHkumoHHas buoncus mynbTudoKkanbHas

(CM-nab) KoHcynbTaums rotoBbix npenapaTos (1 nokyc) (buoncuinHoro,
orepaLMoHHOro Matepuana)

(CM-nab) Nmctonormyeckoe nccnegoBaHve nannenb-6uoncum aHooMeTpus
XVPYPruyecKkux BMeLlaTenbCTBax v ApYrmx CPOUHbIX MCCMefoBaHMsAX (60nbLUIO
onepaumnoHHbIA MaT

(CM-nab) MN'mctonoruyeckoe nccnegosaHve GUONCUIHOIO MaTepuana TkaHn KOCTHOro
mo3ra

(CM-nab) KoHcynbTaums rotosoro npenaparta nepeg UMX

(CM-nab) N'cTonornyeckoe nccnegoBaHve onepaumMoHHOro martepuana, 4o 8 cm.
(CM-nab) KoHcynbTaums rotoBbix rMcTonormyecknx npenapartos n3 1 nokyca (go 12
npenaparos)

(CM-nab) MNpwxmn3HeHHble NaTtonoro-aHaToM1M4eckne nccneaoBaHus | kateropum
CMNOXHOCTY - MPWKU3HEHHBIE NaTONOro-aHaTOMUYeckue UccrnenoBaHust GUoncuitHoro
(onepau

(CM-nab) MNpwxunaHeHHble NaTonoro-aHaToMuyeckme uccnegoBaHus Il kaTeropuu
CMNOXHOCTW - MPUXXM3HEHHbIE MaTonoro-aHaToMmnyeckne nccneaoBaHna GruoncunHor
(CM-nab) MNpwxunaHeHHbIe NaTonoro-aHaToMu4yeckme nccnegosanus Il kateropmm
CNOXHOCTU(BMONCUIHBIN MaTepuan,koxa,,Ao6poKa4eCTBEHHbIE ONYXONN NPU HaNUYMn
rmc

(CM-nab) MpwxunaHeHHble NaTonoro-aHaToMu4eckne nuccnenoBanus IV kateropum
CNOXHOCTYH -( BMONCUINHBIN (ONepaLMOHHbIA) MaTepuan, NonyyYeHHbIN OT NaLMEeHTOB C
auen

(CM-nab) Mpwxn3HeHHble naTonoro-aHaToMmnyeckne wccnenoBaHus Vo kateropum
CMOXHOCTW - MPUXXM3HEHHbIE NaTonoro-aHaToMnyeckne nccnesoBaHns GMoNcninHO
(CM-na6) ViIMMyHornctoxmmmyeckas AnarHoCTuka onyxonuv npeactaTenbHON xenessbl
(Ck5, P63, AMACR)

(CM-nab) KoHcynbTaTtnuBHas AnarHoCTUKa ructonormyeckmx npenaparos IV kateropum
CMOXHOCTY C UCCIefoBaHNEM PELLeNTOPHOro cTaTyca Npy pake MOMOYHON xenesbl (
(CM-nab) KoHcynbTaTMBHas AvarHocTvka ructonormyeckux npenapatos |V kateropmm
CMOXHOCTW C UCCNegoBaHUEM OMyXOSv MOJSIOYHOW XKeresbl Ha Hanuyne UHBa3UBHOMO
(CM-nab) KoHcynbTaTMBHas AvarHocTvka ructonormdeckux npenapatos |V kateropmm
CMOXHOCTY C NCCNefoBaHNEM OMyXonn NpeacTaTerlbHON Xemnesbl Ha Hanuyne NHBasn
(CM-nab) KoHcynbTaTMBHas AvarHocTvka ructonormdeckux npenapatos |V kaTeropmm
CMNOXHOCTW C MPUMEHEHNEM MMMYHOMMCTOXMMNYECKOr0 METOAA UCCNEAoBaHNS AN an
(CM-nab) KoHcynbTaTnBHas AnarHocTvka rmctonornyeckunx npenapatos |V kateropun
CMNOXHOCTW C MPUMEHEHNEM MMMYHOMMCTOXMMNYECKOr0 METOAA UCCNEAoBaHNS ANs An
(CM-nab) MNucTonormnyeckoe uccrnegoBaHue namnenb-6uoncum aHAOMeTpUsi ¢
MMMYHOTMCTOXUMUYECKUM UCCNefoBaHWeM peLenTopHoro cratyca, 6asosoe
(peuenTopbl K 3CTP

(CM-nab) MN'ctonormyeckoe nccnegoBaHve nannenb-6uoncumn aHgOMeTpUs ¢
UMMYHOTMCTOXUMUYECKUM UCCNEefoBaHWEM peLenTopHOro cTaTyca, pacluMpeHHoe
(peuenTopbl k

3HAOMETPUS roTOBOrO MMCTOSOrMYECcKoro npenapara navinens-6uoncun, 6azosoe
(peuenTopbl k

3HOOMETPUS FOTOBOIO MMCTOMNOMMYECKOro Npenapara navnens-6uoncun, paclumpeHHoe
(peuentop

NMMYHOJIOrMYECKME NCCITEQOBAHUA

(CM-nab6) C3 KOMMNOHEHT KOMMeMeHTa

(CM-nab6) C4 KOMMNOHEHT KOMMNEMEHTa

(CM-nab) VimmyHornobynuH A (IgA)

(CM-nab) MimmyHornobynuH M (IgM)

(CM-nab6) MimmyHornobynuH G (IgG)

(CM-nab) NMmmyHornobynuH E (IgE)

(CM-nab) daktop Hekpo3sa onyxonu (PHO-anbga)

(CM-nab) LinpkynupytoLime MMMyHHbIE KOMMIEKChI

(CM-nab) MmmyHorpamma (CD-TunupoBaHue numdounToB nepndepruyeckon Kposu,
obLwnit aHanm3 KpoBK)

(CM-nab) darotect

(CM-nab) baktepuumaHas akTMBHOCTb KPOBM

(CM-nab) MimmyHorpamma paclumpeHHas (pacmpeHHoe CD-tunupoBaHue
nMMdoumnTOoB Neprudepruyeckort KpoBuY, OBLLMIA aHanu3 KpoBK)
(CM-nab) MiHTeptepoHoBbIf cTaTyc

(CM-nab) YysctBuTEnsHOCTL K MIHrapoHy

(CM-nab) YyscTBUTENLHOCTL K MIHTPOHY

(CM-nab) YyscTBUTENBLHOCTL K PeanbanpoHy

(CM-nab) YyscTtBUTENBLHOCTL K PeadepoHy

(CM-nab) YyscTBUTENLHOCTL K POhepoHy

(CM-nab) YyBcTBUTENBHOCTL K AMUKCUHY

(CM-nab) YyscTtBUTENbHOCTL K Karoueny

(CM-nab) YyscTtBUTENBHOCTL K HEoBupy

Crpanuna 77

1940,00

1700,00
8 470,00

1760,00
2 010,00

8 580,00
10 890,00
2 800,00
5 340,00

5 500,00

4 500,00

7 260,00

9 000,00

9 900,00
20 570,00
15 200,00
18 150,00
13 920,00
18 150,00
18 150,00

18 760,00

10 890,00

24 200,00
11 660,00
23 100,00

680,00
680,00
370,00
370,00
370,00
680,00
1700,00
1210,00

3 390,00
1820,00
3 150,00

5 330,00
3 300,00
660,00
660,00
660,00
660,00
660,00
660,00
660,00
490,00



00000014143
00000014144
00000014145
00000014146
00000014147
00000014148
00000014149
00000014150
00000014151
00000014152
00000014153
00000014154
00000014155
00000014156
00000014157
00000014158
00000014159
00000014160
00000013508
00000014162
00000014163
00000014164
00000014165
00000014166

00000014167

00000014172

00000014173

00000014174
00000014175
00000014176
00000014177
00000014178
00000014179
00000014180
00000014183
00000014184
00000014185
00000014187
00000014189
00000014191
00000014192
00000014193

00000014194
00000014195
00000014196
00000014197
00000014198
00000014199
00000014200
00000014201
00000014202
00000014203
00000014204
00000014205

00000014207

00000014208
00000014209
00000014210
00000014211
00000014212
00000014213
00000014214
00000014215
00000014216
00000014217
00000014218
00000014219

00000014220

14.05.004
14.05.005
14.06.001
14.06.002
14.06.003
14.06.004
14.06.005
14.06.007
14.06.008
14.06.009
14.06.010
14.07.001
14.07.002
14.07.003
14.07.004
14.07.005
14.08.101
14.08.102
Y15

15.01.001
15.01.002
15.01.003
15.01.004
15.01.005

15.01.006

15.02.001

15.02.002

15.02.003
15.02.004
15.02.005
15.02.007
15.02.008
15.02.009
15.02.010
15.03.001
15.03.002
15.03.003
15.04.002
15.04.101
15.05.001
15.05.002
15.05.003

15.05.004
15.06.001
15.06.002
15.06.003
15.06.004
15.06.005
15.06.006
15.06.007
15.06.008
15.06.009
15.06.010
15.06.011

15.06.101

15.07.001
15.07.003
15.07.004
15.07.005
15.08.001
15.08.002
15.08.003
15.08.004
15.08.005
15.08.006
15.08.007
15.08.101

15.09.001

AHanmu3bl

CM-nab) YyBcTBUTENBHOCTL K PUAoOCTUHY

CM-nab) YyscTButensHocTb k LinknodgepoHny
CM-nab) YyscTBUTENBHOCTL K [[@naBnty

CM-na6) YyBcTBUTENLHOCTDL K ['€noHy

CM-na6) YyBcTBUTENBHOCTL K MIMMyHany

CM-nab) YyBcTBUTENBHOCTL K VIMMyHOMaHy
CM-nab) YyBcTBUTENBHOCTL K IMMYyHOMaKCy
CM-nab) YysctBuTenbHocTb K Jlnkonuay

CM-nab) YyscTBUTENBHOCTL K MONunokcnaoHuto
CM-nab) YyBCTBUTENBHOCTL K TakTUBUHY

CM-na6) YyBcTBUTENLHOCTL K TUMOreHy

CM-nab) Hentpanusytowme aHtutena k MiHrapoHy
CM-nab) Hentpanusytowme aHtutena k MIHTpoHy
CM-nab) Hentpanusytowue aHtutena k PeansanpoHy
CM-nab) Hentpanusytowue aHtutena k PeacepoHy
CM-nab) Hentpanusytowme aHtutena k Pocepory
CM-nab) KpuornobynuHbl

CM-nab) NHTepnenkuH 6

~___~~a~_~~~ ~~ ~

MAPKEPbI AYTOVIMMYHHbIX 3ABONTEBAHUIA

(CM-nab) AHTUHYKeapHbIN akTop Ha KneToyHow nuHumn HEp-2 (AHO®)

(CM-nab) AHtuTena k akctparvpyemomy HykneapHomy AlM (QHA/ENA-ckpuH)
(CM-nab) AHtTuTena k saepHbiM aHTureHam (ANA)

(CM-nab) AHtutena k gsycnupansHon JHK (HatusHon, a-dsDNA)

(CM-nab6) AHtutena k ogHocnupansHon OHK (a-ssDNA)

(CM-nab) AHTUHyKNeapHble aHTUTena, UMMyHobnoT (ayToaHTuTena knacca IgG k 15
pa3nuyHbiM aHTureHam: nRNP/Sm, Sm, SS-A (52 kJa), SS-A (60 kOa), SS-B, Scl-
(CM-na6) AHTuTena k pocconunuaam (kapamonunuHy, ochaTuanncepuHy,
dochaTnaunuHosnTony, dochaTuannoBo KUCNoTe), CyMMapHbIe

(CM-nab) AHtutena knacca IgM k dpoccbonunuaam (KapamonunmHy,
docdaTngnncepury, pochatnamnuHosutony, pocdatnamnoBon KUcrnoTe)
(CM-nab) AHtutena knacca IgG k docchonunuaam (KapanonunuHy,
docdaTnagnncepuHy, pochatnamnuHosutony, pochatnamnoBon KUcrnoTe)
(CM-nab) AHTUTENa K KApANONUMUHY (CyMMapHbIe)

(CM-nab) AHtuTena k 6eta2-rnukonpoTeunHy (IgA/IgM/IgG)

(CM-nab) AHTuTena k aHHekcuHy V knacca IgM

(CM-nab) AHTuTena k aHHekcuHy V knacca IgG

(CM-nab) AHTuTena k TpombouunTam, knacca IgG

(CM-nab) AHuTena k X'y

(CM-nab) AHTuTena K umknmyeckomy umutpynnuHosomy nentuay (ACCP, anti-CCP)
(CM-nab) AHTUTENa K UMTPYINIMHUPOBAHHOMY BUMEHTUHY (aHTU-MCV)

(CM-nab) AHTukepaTtunHoBble aHTUTENa (AKA)

(CM-nab) AHTUHeTpodUbHbIE LUMToNnasMmatTuyeckue aHtutena, IgG (ANCA), Combi
(CM-nab) AHTuTena k sHgoTenuansHbiM knetkam (HUVEC)

(CM-nab) AHTUTENa K MUTOXOHAPUAM

(CM-nab) AHtuTena k rmagkum mbiwam (AFMA)

(CM-nab) AHTuTENa K MMKpOCOManbHOM hpakumm nedeHn n noyek (anti-LKM)
(CM-nab) AHTTena K aHTMreHam ayToMMMyHHbIX 3abonesaHun nevern (PDC-AMA-
M2, M2-3E, SLA/LP, LC-1, LKM-1, Sp-100, PML, gp210, Ro-52)

(CM-nab) AHTuTena Kk napueTanbHbIM kneTkam xenyaka (AMKK)

(CM-nab) OnpepeneHne aHtuten k d.Kactna - BHyTpeHHeMy dakTopy (ABD)
(CM-nab) OnpepeneHne copgepxaHusa nogknacca lgG4

(CM-nab) AHtuTena k gpoxxkam Saccharomyces cerevisiae (ASCA), IgA
(CM-nab) AHtuTena k gpoxkam Saccharomyces cerevisiae (ASCA), IgG
(CM-nab) AHTuTena k rmvaguHy, IgA

(CM-nab) AnTuTtena k rmmaguHy, IgG

(CM-nab) AHTuTeNna K TKaHeBOW TpaHCcrnyTamuHase, IgA

(CM-nab) AHTTENa K TKaHEBOW TpaHcrnyTamuHase, IgG

(CM-nab) AHtuTena k aHgommauio, IgA (ASA)

(CM-nab) AHTupeTukynuHoBble aHTuTena (APA)

(CM-nab) AnddepeHumanbHas cepogmnarHoctuka 6onesHm Kpona n
Hecneundmryeckoro siaBeHHoro konuTa (AHLUA I1gG n ASCA IgA)

(CM-nab) OuarHocTuka capkovao3a (aKTMBHOCTb aHIMOTEH3WH-NPEBPaLLaloLLEro
depmeHTa - AlNP)

(CM-nab) AHtutena k munokapay (Mio)

(CM-nab) AHTuTENa K AECMOCOMaM KOXU

(CM-nab) AHtutena k 6asanbHon membpare koxu (AMB)

(CM-nab) AHTuTena Kk ocTpoBKoBbIM kreTkam (ICA)

(CM-nab) AHtutena k rmytamataekapbokcunase (GAD)

(CM-nab) AHtuTena k nHcynuny (IAA)

(CM-nab) AHTUTENa K CTEepoua-npoAyLMPYOLLMM KneTkam HaanoveyHuka (ACTIK)
(CM-nab) AHTUTENa K CTEpona-NpoAyLMpYOLWLMM KneTkam sudHuka (ACKI-Ovary)
(CM-nab) AHTucnepmarbHble aHTUTENA

(CM-nab) AHtutena k TuposuH-gocdarase (IA-2, ICA512, AOTO)

(CM-nab) AHTuTena k ctepougnpogyumpyowmnm knetkam samdka (ACIK-Testis)
(CM-na6) 3J1N-B-TecT-6 (aHTuTena k ds-AHK, 6eta2-rnukonpotenny 1, Fc-lg,
Konnarewy, MHTepepoHy anbda, HTepdepoHy ramma)

Crpanuna 78

660,00
660,00
660,00
660,00
660,00
660,00
490,00
660,00
660,00
660,00
660,00
1090,00
1090,00
1 090,00
1 090,00
1 090,00
1210,00
2 670,00

1580,00
1340,00
880,00
770,00
1460,00

3 510,00
1210,00
800,00

870,00

970,00
1 090,00
1460,00
1460,00
2 910,00
2 130,00
1650,00
1340,00
1700,00
3 270,00
1820,00
1520,00
1520,00
1 580,00

3 030,00
1460,00
1210,00
1340,00
1210,00
1210,00

850,00

850,00
1090,00
1090,00
1090,00
1 340,00

6 660,00

1820,00
1 090,00
1460,00
1460,00
1340,00
1460,00

850,00
2 130,00
1460,00
1460,00
1940,00
1820,00

1870,00



00000014221

00000014222
00000014223
00000014225
00000014226
00000014227

00000014229

00000014231
00000014232
00000014233

00000014235

00000014236
00000013509
00000014237
00000014238
00000014239
00000014240
00000014241
00000014242
00000014243
00000014244
00000014245
00000014246
00000014247
00000014248
00000014249
00000014250
00000014251
00000014252
00000014253
00000014254
00000014255
00000014256
00000014257
00000014258
00000014259
00000014260
00000014261
00000014262
00000014263
00000014264
00000014265
00000014266
00000014267
00000014268
00000014269
00000014270
00000014271
00000014272
00000014273
00000014274
00000014275
00000014276
00000014277
00000014278
00000014279
00000014280
00000014281
00000014282
00000014283
00000014284
00000014285
00000014286
00000014287
00000014288
00000014289
00000014290
00000014291
00000014292
00000014293

15.09.002

15.09.003
15.09.004
15.10.001
15.10.002
15.10.004

15.10.006

15.11.003
15.11.101
15.11.102

15.11.104

15.11.105
Y16

16.01.001
16.01.002
16.01.003
16.01.004
16.01.005
16.01.006
16.01.007
16.01.008
16.01.009
16.01.010
16.01.011
16.01.012
16.01.013
16.01.014
16.01.015
16.01.016
16.01.017
16.01.018
16.01.019
16.01.020
16.01.021
16.01.022
16.01.023
16.01.024
16.01.025
16.01.026
16.01.027
16.01.028
16.01.029
16.01.030
16.01.031
16.01.032
16.01.033
16.01.034
16.01.035
16.01.036
16.01.037
16.01.038
16.01.039
16.01.040
16.01.041
16.01.042
16.01.043
16.01.044
16.01.045
16.01.046
16.01.047
16.01.048
16.01.050
16.01.051
16.01.052
16.01.053
16.01.054
16.01.055
16.01.056
16.01.057
16.01.058

AHanmu3bl

(CM-nab) 3NIN-APC-XIMY-TecT-6 (aHTUTENa k XI'Y, 6eTa2-rnmkonpoTenHy 1, Fc-lg, ds-
OHK, konnareHy, cymmapHble kK doocchonunuaam)

(CM-nab) 3NIN-Bucuepo-TecT-24 (aHTUTENA K 24 aHTUreHam OCHOBHbIX OpraHoB 1
CUCTEM YernoBeka)

(CM-na6) 3NN-MN-Komnnekc-12 (penpogykTMBHOE 340POBbE XKEHLLUMH, 12 aHTUreHoB)
(CM-nab6) CKpWHWHI NapanpoTEMHOB B CbIBOPOTKE (MMMYHOMUKCALIS)

(CM-nab) CkpuHuHr 6enka beHc-[xxoHca B pa3oBol Moye (MMMyHodMKcaumsl)
(CM-nab) MimmyHodukcaums 6enka beHc-[IxoHca ¢ naHenblo aHTUCLIBOPOTOK
(CM-na6) CobopaHble nerkve Lenu MMMyHornobynmHoB B CbIBOPOTKE C pac4eToM
nHaekca (kanna/naméaa)

(CM-na6) MimmyHo6m0T npu nonummnosute (Mi2b, Ku, Pm-Scl100, PM-Scl75, Jo-1,
SRP, PL-7, PL-12 EJ, OJ, Ro-52)

(CM-nab) AHtutena k NMDA peuenTtopy (ayTOMMMYHHbIV 3HUedanuT)

(CM-nab) AHTuTena k aueTunxonuHosomy peuentopy (AxP)

(CM-nab) AuarHocTuka BocnanuTenbHbIX NONNPaanKyNOHEBPUTOB (aHTUTENa K
raHrnmosugam acmano-GM1, GM1, GM2, GD1a, GD1b, GQ1a, GQ1b, GT1a knaccos
IgG/IgM)

(CM-nab) imarHocTuka napaHeonnacTuyecknx sHLedanuToB - uepebennspHas
pereHepaums (aytoaHtutena Yo-1, Hu, Ri, Ma2, AmcdudunsuH)

AITNEPronorms

(CM-nab) Abpukoc IgE
(CM-nab) Asokago IgE
(CM-nab) Anbda-nakroansbymuH IgE
(CM-nab) AnaHac IgE
(CM-nab) AnenbcuH IgE
(CM-nab) Apaxuc IgE
(CM-nab) baknaxaH IgE
(CM-nab) banaH IgE
(CM-nab) bapanuHa IgE
(CM-nab) benok siuuHbIv IgE
(CM-nab) beta-nakrornobynuH IgE
(CM-nab) bobkl coeBbie IgE
(CM-nab) Banunsb IgE
(CM-nab) BuHorpag IgE
(CM-na6) BuwHs IgE
(CM-nab) NoesguHa IgE
(CM-nab) Nopoluek 3eneHsbi IgE
(CM-nab) MNopunua IgE
(CM-nab) NpebeLwuok IgE
(CM-nab) NpenndpyT IgE
(CM-nab) Npeuknin opex IgE
(CM-nab) Npunbe! IgE
(CM-nab) Npywa IgE
(CM-nab) Opoxokm nekapckue IgE
(CM-nab) Opoxoku nuBHble IgE
(CM-na6) ObiHst IgE
(CM-nab) Xentok sinuHbIn IgE
(CM-nab) Nmbups IgE
(CM-nab) NHpenka IgE
(CM-nab) Vrxup IgE
(CM-nab) KaseuH IgE
(CM-nab) Kakao IgE
(CM-na6) Kambana IgE

(CM-na6) Kanycrta 6pokkonu IgE
(CM-nab) Kanycta 6ptoccenbckast IgE
(CM-nab) Kanycra koyaHHas IgE
(CM-nab) Kanycrta uetHas IgE
(CM-nab) Kappwu (npunpasa) IgE
(CM-nab) Kaptodens IgE

(CM-nab) Kewwnbto IgE

(CM-na6) Kusu IgE

(CM-nab) KnerikoBuHa (rntoteunH) IgE
(CM-na6) KnybHuka IgE

(CM-na6) Kokoc IgE

(CM-nab) Kodpe IgE

(CM-nab) Kpab IgE

(CM-nab) KpeseTku IgE

(CM-nab) KynxyT IgE

(CM-nab) Naeposbin nucT IgE
(CM-nab) INunmoH IgE

(CM-nab) Nobctep (omap) IgE
(CM-nab) Nococsk IgE

(CM-nab) Nyk IgE

(CM-nab) Mawro IgE

(CM-nab) Macno nogconHe4vHoe IgE
(CM-nab) Muawus IgE

(CM-nab) MuHgans IgE

Crpanuna 79

1 870,00

6 050,00
2 750,00
2 670,00
1 460,00
2 420,00

1 850,00

4 550,00
3 880,00
5 690,00

5210,00
4 850,00

550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
590,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00



00000014294
00000014295
00000014296
00000014297
00000014298
00000014299
00000014300
00000014301
00000014302
00000014303
00000014304
00000014305
00000014306
00000014307
00000014308
00000014309
00000014310
00000014311
00000014312
00000014313
00000014314
00000014315
00000014316
00000014317
00000014318
00000014319
00000014320
00000014321
00000014322
00000014323
00000014324
00000014325
00000014326
00000014327
00000014328
00000014329
00000014330
00000014331
00000014332
00000014333
00000014334
00000014335
00000014336
00000014337
00000014338
00000014339
00000014340
00000014341
00000014342
00000014343
00000014344
00000014345
00000014346
00000014347
00000014348
00000014349
00000014350
00000014351
00000014352
00000014353
00000014355
00000014356
00000014357
00000014358
00000014359
00000014360
00000014361
00000014362
00000014363
00000014364
00000014365
00000014366
00000014367
00000014368
00000014369
00000014370
00000014371

16.01.059
16.01.060
16.01.061
16.01.062
16.01.063
16.01.064
16.01.065
16.01.066
16.01.067
16.01.068
16.01.069
16.01.070
16.01.071
16.01.072
16.01.073
16.01.074
16.01.075
16.01.076
16.01.077
16.01.078
16.01.079
16.01.080
16.01.081
16.01.082
16.01.083
16.01.084
16.01.085
16.01.086
16.01.087
16.01.088
16.01.089
16.01.090
16.01.091
16.01.092
16.01.093
16.01.094
16.01.095
16.01.096
16.01.097
16.01.098
16.01.099

16.01
16.01
16.01
16.01
16.01
16.01
16.01
16.01
16.01

.100
101
102
.103
.104
.105
.106
107
.109

16.02.001
16.02.002
16.02.003
16.02.004
16.02.005
16.02.006
16.02.007
16.02.009
16.02.010
16.02.011
16.02.013
16.02.014
16.02.015
16.02.016
16.02.017
16.02.018
16.02.019
16.02.020
16.02.021
16.02.022
16.02.023
16.03.001
16.03.002
16.03.004
16.03.005
16.03.006
16.03.007

AHanmu3bl

(CM-nab6) Monoko kunsyeHoe IgE
(CM-nab) Monoko koposbe IgE
(CM-nab) Mopkossb IgE
(CM-na6) Myka rpeuHeBas IgE
(CM-nab) Myka kykypy3Has IgE
(CM-nab) Myka oBcsiHas IgE
(CM-nab) Myka nweHunyHas IgE
(CM-nab) Myka pxaHas IgE
(CM-nab) Myka sumeHHas IgE
(CM-nab) Msra IgE

(CM-nab) Hyt (Typeukwuii ropox) IgE
(CM-na6) OsanbbymuH IgE
(CM-na6) Osomykoug IgE
(CM-nab) Orypeu IgE
(CM-nab) Mepey 3eneHnbi IgE
(CM-nab) Mepeu kpacHbI (nanpuka) IgE
(CM-nab) Mepeu yepHbIn IgE
(CM-nab) Mepcuk IgE
(CM-nab) MeTpyLika IgE
(CM-nab) Mpoco IgE

(CM-nab) Puc IgE

(CM-na6) CappauHa IgE
(CM-na6) CeuHuHa IgE
(CM-na6) Cenbaepeit IgE
(CM-nab) Ckymbpus IgE
(CM-nab) Cnuea IgE
(CM-nab) Conog IgE
(CM-nab6) Cnapxa IgE
(CM-nab) CeiBopoTka MonoyHas IgE
(CM-nab) Ceip Tvna "Moyna" IgE
(CM-na6) Cbip Tvna "Yepnnep" IgE
(CM-nab) Tomar IgE

(CM-nab) Tpecka IgE
(CM-nab) TyHew IgE

(CM-nab) Teiksa IgE
(CM-nab) Yctpuupl IgE
(CM-nab) ®aconb 6enas IgE
(CM-nab) ®aconb 3eneHas Igk
(CM-nab) daconb kpacHas IgE
(CM-nab6) ®uHuku IgE
(CM-na6) ducrawku Ige
(CM-nab) ®opensb IgE
(CM-nab) ®yHayk IgE
(CM-nab) Xypma IgE
(CM-nab) YecHok IgE
(CM-nab) Yeuesunua IgE
(CM-nab) LLokonap IgE
(CM-nab) WnuHar IgE
(CM-nab) Abnoko IgE
(CM-nab) Anuo kypuHoe IgE
(CM-nab) Nonybb (nomeT) IgE
(CM-nab) lNyckb (nepo) IgE
(CM-nab) Kanapevika (nepo) IgE

(CM-nab) Kosa (anutenui) IgE

(CM-na6) Koposa (nepxotb) IgE

(CM-na6) Koweka (anutenun) IgE

(CM-nab) Kponuk (anutenui) IgE

(CM-nab) Kpeica (moua) IgE

(CM-nab) Kpblica (anutenun) IgE

(CM-nab) Kypuua (nepo) IgE

(CM-nab) Nowapap (nepxotb) IgE

(CM-nab) Mopckas cuHka (anuTtenui) IgE

(CM-na6) Mbiwb IgE

(CM-na6) Osua (anutenuit) IgE

(CM-nab) Monyrai (nepo) IgE

(CM-nab) Monyrar BonHUcTbIN (Nepo) IgE

(CM-nab) CsuHbs (anutenun) IgE

(CM-nab) Cobaka (nepxotb) IgE

(CM-nab) Cobaka (anutenuwn) IgE

(CM-nab) YTka (nepo) IgE

(CM-nab) Xomsik (anutenuw) IgE

(CM-na6) Akaums (Acacia species) IgE

(CM-nab6) Ambposusi obbikHoBeHHas (Ambrosia elatior) IgE
(CM-nab) bepesa (Betula alba) IgE

(CM-nab) byk (Fagus grandifolia) IgE

(CM-nab) Bas (Ulmus spp) IgE

(CM-nab) N'pab obbikHoBeHHBIN (Carpinus betulus) IgE

Crpanuna 80

550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00



00000014372
00000014373
00000014374
00000014375
00000014376
00000014378
00000014379
00000014380
00000014381
00000014382
00000014383
00000014384
00000014385
00000014386
00000014387
00000014388
00000014390
00000014391
00000014392
00000014393
00000014394
00000014395
00000014396
00000014397
00000014398
00000014399
00000014400
00000014401
00000014402
00000014403
00000014404
00000014405
00000014406
00000014407
00000014408
00000014409
00000014410
00000014411
00000014412
00000014413
00000014415
00000014416
00000014417
00000014418
00000014419
00000014420
00000014421
00000014422
00000014423
00000014424
00000014425
00000014426
00000014427
00000014428
00000014429
00000014430
00000014431
00000014432
00000014433
00000014434
00000014435
00000014436
00000014437
00000014438
00000014439
00000014440
00000014441

00000014442

00000014443

00000014444

00000014445

16.03.008
16.03.009
16.03.010
16.03.011
16.03.012
16.03.014
16.03.015
16.03.016
16.03.017
16.03.018
16.03.019
16.04.001
16.04.002
16.04.003
16.04.004
16.04.005
16.04.007
16.04.008
16.04.009
16.04.010
16.04.011
16.04.012
16.04.013
16.04.014
16.04.015
16.04.016
16.04.017
16.04.018
16.04.019
16.04.020
16.04.021
16.04.022
16.04.023
16.04.024
16.04.025
16.05.001
16.05.002
16.06.001
16.06.002
16.07.001
16.07.003
16.07.004
16.09.001
16.10.001
16.10.002
16.10.003
16.10.004
16.10.005
16.10.006
16.10.007
16.10.008
16.10.009
16.10.010
16.11.001
16.11.002
16.11.003
16.11.004
16.11.005
16.11.006
16.11.007
16.11.008
16.12.001
16.12.002
16.12.003
16.12.004
16.13.001
16.13.002

16.13.003

16.13.004

16.13.005

16.13.006

AHanmu3bl

CM-nab) 1y6 6enbinn (Quercus alba) IgE

CM-nab) ly6 cmeluaHHbIn (Querans rubra, alba, valentina) IgE
CM-na6) Vea (Salix nigra) IgE

CM-na6) Knen sicenenucTHbIn (Acer negundo) IgE

CM-nab) NewmHa obbikHoBeHHas (Corylus avellana) IgE

CM-na6) Opex rpeukui (Juglans regia) IgE

CM-nab) MNnataH (Platanus acerifolia) IgE

CM-nab) CocHa 6enas (Pinus silvestris) IgE

CM-nab) Tononb (Populus spp) IgE

CM-na6) Oskanunt (Eucalyptus globulus) IgE

CM-nab) Acenb (Fraxinus excelsior) IgE

CM-na6) byxapHuk wepcTucTbivi (Holcus lanatus) IgE

CM-nab) Exa cbopHasi (Dactylis glomerata) IgE

CM-na6) Konocok aywmctbiii (Anthoxanthum odoratum) IgE
CM-na6) Koctep (kocTpeL) 6e3ocTtbivi (Bromus inermis) IgE
CM-nab) Kpanuea asyaomHas (Urtica dioica) IgE

CM-nab) llebena yeyesmnueobpasHas (Atriplex lentiformis) IgE
CM-nab) JlucoxsocTt nyroson (Alopecurus pratensis) IgE

CM-nab) Mapb 6enas (Chenopodium album) IgE

CM-na6) Matnuk nyrosow (Poa pratensis) IgE

CM-na6) OBec kynbTMBMpOBaHHbIN (Avena sativa) IgE

CM-na6) OBcsiHHMua nyroBas (Festuca elatior) IgE

CM-na6) OpyBaHuuk (Taraxacum officinale) IgE

CM-na6) MogopoxHuk (Plantago lanceolata) IgE

CM-nab) Monesuua (Agrostis alba) IgE

CM-nab) MonbiHb ropebkas (Artemisia absinthum) IgE

CM-nab) MonbiHb 06bIkHOBeHHas (Artemisia vulgaris) IgE

CM-nab) MocteHHnua nekapcteeHHas (Parietaria officinalis) IgE
CM-na6) Mwenunua (Triticum sativum) IgE

CM-nab) Poxb KynbTuBnpoBaHHasi (Secale cereale) IgE

CM-nab) Poxb MHoroneTHssi (Lolium perenne) IgE

CM-na6) Pomatuka (HuBsiHUK) (Chrysanthebum leucanthenum) IgE
CM-nab) Pbinbua KykypysHble (Zea mays) IgE

CM-nab) Tumodeeska (Phleum pratense) IgE

CM-nab) dukyc IgE

CM-nab) JomaluHas nbinb IgE

CM-nab) Mbinb Mykx nweHnyHon IgE

CM-nab) Knew-gepmatodar my4Hon (Dermatophagoides farinae) IgE
CM-nab) Knew-gepmatodar nepuHHbii (Dermatophagoides pteronyssinus) IgE
CM-nab) pubbl poga kaHanaa (Candida albicans) IgE

CM-nab) MnecHesbit rpub (Aspergillus fumigatus) IgE

CM-nab) NnecHesbivi rpnb (Alternaria tenuis) IgE

CM-nab) Ackapuga (Ascaris lumbricoides) IgE

CM-nab) Komap (cem. Culicidae) IgE

CM-na6) Monb (cem. Tineidae) IgE

CM-na6) MoLwukmn kpacHon nuumnHka (Chironomus plumosus) IgE
CM-na6) Mypagen pbixuii (Solenopsis invicta) IgE

CM-nab6) CneneHb (cem. Tabanidae) IgE

CM-na6) TapakaH pbpkuii (Blatella germanica) IgE

CM-nab) WWepeHb (oca natHuctas) (Dolichovespula maculata) IgE
CM-nab) An ocuHein (poa Vespula) IgE

CM-nab) An ocuHbin (poa Polistes) IgE

CM-nab) An nyensl (Apis mellifera) IgE

CM-na6) Menvunnnux G IgE

CM-na6) Menvunnnux V IgE

CM-na6) AmnuumnnuH IgE

CM-nab6) AmokeuumnnuH Ige

CM-na6) MHcynuH ceuHow IgE

CM-nab) NHcynuH 6biuun IgE

CM-nab) NHcynuH yenoseyeckun IgE

CM-nab) ®opmanbgerng IgE

CM-nab) Narekc IgE

CM-nab) Xnonok IgE

CM-nab) LLepcTb IgE

CM-na6) LWenk IgE

CM-nab) Marenb annepreHos pecnupaTtopHas Ne 2 (RIDA-screen), IgE* IgE
CM-nab) MaHenb annepreHos negnatpudeckas Ne 4 (RIDA-screen), IgE* IgE
CM-na6) MaHenb annepreHos nnecexn Ne 1 (penicillium notatum, cladosporium
herbarum, aspergillus fumigatus, candida albicans, alternaria tenuis) IgE

~_________

(CM-na6) MaHenb knewesbix annepreHoB Ne 1 (knew-gepmatodar NEPUHHBINA, KneLw-

aepmartodbar My4Hon, knewy gomawHen neinv (Dermatophagoides microceras),
CKMaackomn

(CM-nab) MaHenb annepreHos nbinv Ne 1 (gomaluHas nbinb, knew-gepmartodar
NepVHHbIN, KneL-gepmaTodar My4yHon, TapakaH) IgE

(CM-nab) MecTtHble aHecTeTukn. Komnnekc 1. ApTukanH (6punokamnH, centaHecT,
ybuctesuH, ynbTpakavH) / CkaHgoHecT (MenvBakanH, nsokauwH), IgE

Crpanuna 81

550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
500,00
550,00
550,00
550,00
550,00
550,00
500,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
4 240,00
4 240,00

1040,00

1040,00
1 040,00

1210,00



00000014446

00000014447

00000014448

00000014449

00000014450
00000014451

00000014452

00000014453

00000014454

00000014455

00000014456

00000014457

00000014458

00000014459

00000014460

00000014461

00000014462
00000014463

00000014464
00000014465
00000014466
00000014467
00000014468
00000014469
00000014470
00000014471
00000014472
00000014473
00000014474
00000014475
00000014476
00000014477
00000014478
00000014479
00000014480
00000014481
00000014482
00000014483
00000014484
00000014485
00000014486
00000014487
00000014488
00000014489
00000014490
00000014491
00000014492
00000014493
00000014494
00000014495
00000014496
00000014497
00000014498
00000014499
00000014500
00000014501
00000014502

16.13.007

16.14.001

16.14.003

16.14.004

16.14.007
16.14.008

16.14.014

16.15.002

16.15.003

16.15.004

16.16.001

16.16.003

16.16.004

16.17.001

16.17.004

16.17.005

16.18.006
16.19.002

16.19.003
16.20.001
16.20.002
16.20.003
16.20.004
16.20.005
16.20.006
16.20.007
16.20.008
16.20.009
16.20.010
16.20.011
16.20.012
16.20.013
16.20.014
16.20.015
16.20.016
16.20.017
16.20.018
16.20.019
16.20.020
16.20.021
16.20.022
16.20.023
16.20.024
16.20.025
16.20.026
16.20.027
16.20.028
16.20.029
16.20.030
16.20.031
16.20.032
16.20.033
16.20.034
16.20.035
16.20.036
16.20.037
16.20.038

AHanmu3bl

(CM-nab) MecTtHble aHecTeTukun. Komnnekc 2. HoBokanH (NpokanH, aMMHOKauH,
HeokauH) / JlngokanH (KCunokavH, actpakamH, OKTOKauH, KCUIOTOH, conkauH), IgE
(CM-nab) MaHenb nuweBbix annepreHos Ne 1 (apaxuc, MuHaanb, dyHAYK, KOKOC,
6pasunnbckuii opex) IgE

(CM-nab) MaHenb nueBbix annepreHoB Ne 3 (nNweHWYHas Myka, OBCSHas Myka,
KYKYpy3Has Myka, cemeHa KyHxyTa, rpeyHeBas myka) IgE

(CM-nab) MaHenb nuuieBbix annepreHoB Ne 5 (SM4HbIA Genok, Monoko, Tpecka,
nweHn4Has Myka, apaxuc, coesble 606bl1) IgE

(CM-nab) MaHenb nuieBbix annepreHoB Ne 13 (3eneHbiin ropotuek, 6ensie 606bl,
MOpKOBb, kapTodens) IgE

(CM-nab) MaHenb nuwesbix annepreHoB Ne 15 (anenbcuH, 6aHaH, s6roko, nepcuk)
(CM-nab) MaHenb nuieBbix annepreHoB Ne 73 (CBMHMHA, KypMHOE MSICO, rOBSAMHA,
6apaHuHa) IgE

(CM-na6) MaHenb annepreHoB XUBOTHbIX Ne 1 (3NUTENWI KOLLKW, NepxoTb nowuaau,
nepxoTb KOpPOBbI, NepxoTb cobakwn) IgE

(CM-nab) MaHenb annepreHoB XUBOTHbIX N2 70 (anuTenuii MOPCKOWN CBUHKM,
3MUTENWI KPONKMKa, XOMSIK, Kpbica, Mbilwb) IgE

(CM-nab) MaHenb annepreHoB XunBOTHbIX Ne 71 (nepo rycs, nepo Kypuupl, Mepo yTKu,
nepo unHatka) Ige

(CM-nab) MaHenb annepreHos AepeBbeB Ne 1 (kreH AceHenucTHbIN, Bepesa, BAS3,
ay6, rpeukunn opex) IgE

(CM-nab) MaHenb annepreHoB aepeBbeB Ne 5 (onbxa, NnewmHa 0ObIkKHOBEHHas!, BA3,
uBa,Tononb (Populus spp)) IgE

(CM-nab) MaHenb annepreHoB AepeBbeB Ne 9 (onbxa, bepesa, newmHa
obblkHOBeHHas, Ay6, nea) IgE

(CM-nab) MaHenb annepreHoB TpaB Ne 1 (exa cbopHas, oBcsHULA NyroBasi, poXxb
MHOroneTHsA, TMModeeBka, MATIMK fyroBon) IgE

(CM-nab) MaHenb annepreHoB COpHbIX pacTeHuin 1 usetoB Ne 3 (nonbiHb
06bIKHOBEHHAs!, NOAOPOXHUK, Mapb Genasi, 30110TapHUK, kpanvea AByaoMHast) IgE
(CM-nab) MaHenb annepreHoB COpHbIX pacTeHuit 1 uBeToB Ne 5 (ambpo3sus
0bbIKHOBEHHas!, NONblHb OBbIKHOBEHHAS!, 30MOTaPHUK, HUBSHWK, OAYBaHUYMK
riekapcTBeHHbIN) IgE

aepmartodar nepuHHbIN, 6epesa, nepxoTb cobaku, NOrbiHb 0ObIKHOBEHHAS,
TUMObEeEBKA, POXb

(CM-nab) Onpepnenenve cneundmnyeckmx IgG4 k nuwesbim annepreHam (90
(CM-nab) Muwesas HenepeHocMMOCTb, onpeaeneHune 96 cneundunyeckmx IgG4
MULLEBbIX annepreHa n M1KCTOB annepreHoB

(CM-nab) Abpukoc IgG

(CM-na6) Asokago IgG
(CM-nab) Anbda-nakroansbymuH IgG
(CM-na6) AHaHac IgG
(CM-nab) AnenbcuH IgG
(CM-nab) Apaxwuc IgG
(CM-nab) baknaxaH IgG
(CM-nab) banaH IgG
(CM-nab) bapaHwuHa IgG
(CM-nab) benok snuHbii IgG
(CM-nab) beta-naktornobynuH IgG
(CM-nab) bobbl coeBble IgG
(CM-nab) Banunb IgG
(CM-nab) BuHorpag I1gG
(CM-nab) BuwHs IgG
(CM-nab) NoesigmHa IgG
(CM-nab) Nopoluek 3eneHbin IgG
(CM-nab) Nopunua IgG
(CM-nab) Npebewwok IgG
(CM-nab) NpeindpyT IgG
(CM-nab) Npeukunit opex IgG
(CM-nab) Npnbsl IgG

(CM-nab) Npywa IgG

(CM-nab) Opoxokn nekapckme IgG
(CM-nab) Opoxokm nuBHble IgG
(CM-nab) OpiHg IgG

(CM-nab) XenTtok sau4Hbii IgG
(CM-na6) mbups IgG

(CM-na6) MHgenka IgG

(CM-nab) Nuxup IgG

(CM-nab) KaseuH IgG

(CM-nab) Kakao 1gG

(CM-nab) Kambana IgG

(CM-nab) Kanycra 6pokkonu IgG
(CM-nab) Kanycrta 6ptoccenbckas IgG
(CM-nab) Kanycrta koyaHHas IgG
(CM-nab) Kanycrta usetHasi IgG
(CM-na6) Kappu (npunpaea) IgG
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1 520,00
1 160,00
1160,00
1160,00

1160,00
1 040,00

1 040,00
1 040,00
1 040,00
1 040,00
1.040,00
1 040,00
1 040,00
1 040,00

1 040,00

1040,00

1.040,00
12 710,00

18 150,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00



00000014503
00000014504
00000014505
00000014506
00000014507
00000014508
00000014509
00000014510
00000014511
00000014512
00000014513
00000014514
00000014515
00000014516
00000014517
00000014518
00000014519
00000014520
00000014521
00000014522
00000014523
00000014524
00000014525
00000014526
00000014527
00000014528
00000014529
00000014530
00000014531
00000014532
00000014533
00000014534
00000014535
00000014536
00000014537
00000014538
00000014539
00000014540
00000014541
00000014542
00000014543
00000014544
00000014545
00000014546
00000014547
00000014548
00000014549
00000014550
00000014551
00000014552
00000014553
00000014554
00000014555
00000014556
00000014557
00000014558
00000014559
00000014560
00000014561
00000014562
00000014563
00000014564
00000015706
00000013510
00000014602
00000014603
00000014604
00000014605
00000014606
00000014607
00000014608
00000014609
00000014610
00000014611
00000014612
00000014613
00000014614

16.20.039
16.20.040
16.20.041
16.20.042
16.20.043
16.20.044
16.20.045
16.20.046
16.20.047
16.20.048
16.20.049
16.20.050
16.20.051
16.20.052
16.20.053
16.20.054
16.20.055
16.20.056
16.20.057
16.20.058
16.20.059
16.20.060
16.20.061
16.20.062
16.20.063
16.20.064
16.20.065
16.20.066
16.20.067
16.20.068
16.20.069
16.20.070
16.20.071
16.20.072
16.20.073
16.20.074
16.20.075
16.20.076
16.20.077
16.20.078
16.20.079
16.20.080
16.20.081
16.20.082
16.20.083
16.20.084
16.20.085
16.20.086
16.20.087
16.20.088
16.20.089
16.20.090
16.20.091
16.20.092
16.20.093
16.20.094
16.20.095
16.20.096
16.20.097
16.20.098
16.20.099
16.20.100
16.37.062
Y17

17.01.002
17.01.003
17.01.004
17.01.005
17.01.006
17.01.007
17.01.008
17.01.009
17.01.010
17.01.011
17.01.012
17.01.013
17.01.014

AHanmu3bl

(CM-nab) Kaptodpens IgG 550,00
(CM-nab) Kewsto IgG 550,00
(CM-nab) Kueu IgG 550,00
(CM-nab) KnerikoBuHa (rntoTeunH) IgG 550,00
(CM-nab) KnybHuka IgG 550,00
(CM-nab) Kokoc IgG 550,00
(CM-nab) Kodpe 1gG 550,00
(CM-nab) Kpab IgG 550,00
(CM-nab) Kpesetku IgG 550,00
(CM-nab) KynxyT IgG 550,00
(CM-nab) KypuHoe msico IgG 550,00
(CM-na6) Nasposbin nucT IgG 550,00
(CM-na6) NumoH 1gG 550,00
(CM-nab) Nobctep (omap) IgG 550,00
(CM-na6) Nocock IgG 550,00
(CM-nab) fyk 1gG 550,00
(CM-nab) Manro IgG 550,00
(CM-nab) Macno nogconHeyHoe IgG 550,00
(CM-nab) Munaus IgG 550,00
(CM-na6) Mungans IgG 550,00
(CM-na6) Monoko kunsyeHoe IgG 550,00
(CM-na6) Monoko kopoBbe IgG 550,00
(CM-na6) MopkoBb IgG 550,00
(CM-nab6) Myka rpeuHeBas IgG 550,00
(CM-nab) Myka kykypysHas IgG 550,00
(CM-nab) Myka oBcsiHas I1gG 550,00
(CM-nab) Myka nweHunyHas IgG 550,00
(CM-nab) Myka pxaHas IgG 550,00
(CM-nab) Myka sumeHHas IgG 550,00
(CM-nab) MsTa IgG 550,00
(CM-nab) HyT (Typeukuii ropox) IgG 550,00
(CM-na6) OBanbbymuH IgG 550,00
(CM-nab) Osomykoug IgG 570,00
(CM-nab) Orypeu IgG 550,00
(CM-nab) Mepew 3eneHbii IgG 550,00
(CM-nab) MepeL kpacHbIn (nanpuka) IgG 550,00
(CM-nab) Mepey yepHbIN IgG 550,00
(CM-na6) Mepcuk IgG 550,00
(CM-nab) Metpywwka IgG 550,00
(CM-nab) Mpoco IgG 550,00
(CM-nab) Puc IgG 550,00
(CM-nab) CapauHa IgG 550,00
(CM-nab) CeunuHa IgG 550,00
(CM-nab) Cenbaepen IgG 550,00
(CM-nab) Ckymbpus IgG 550,00
(CM-nab) Cnuea IgG 550,00
(CM-na6) Conop, IgG 550,00
(CM-na6) Cnapxa IgG 550,00
(CM-nab) CeiBopoTka MornoyHast IgG 550,00
(CM-nab) Ceip Tvna "Moyng" 1IgG 550,00
(CM-nab) Cbip Tvna "Yenpep" IgG 550,00
(CM-nab) Tomar IgG 550,00
(CM-nab) Tpecka IgG 550,00
(CM-nab) Tywrev IgG 550,00
(CM-nab) Teikea IgG 550,00
(CM-nab) Yctpuupl IgG 550,00
(CM-nab) daconb 6enas IgG 550,00
(CM-nab) ®aconb 3eneHas IgG 550,00
(CM-nab) daconb kpacHas IgG 550,00
(CM-nab) ®uHukn IgG 550,00
(CM-nab) ducrawkm IgG 550,00
(CM-nab) dopenb IgG 550,00
KasewuH, monoko (nBos d8) (f78) IgE, ImmunoCAP 1 450,00
TAXENBIE METAITbI K MUKPOSJNEMEHTbI
(CM-nab) Nutuii (kpoBb) 800,00
(CM-nab) bop (kpoBb) 800,00
(CM-nab) Hatpwui (kpoBb) 800,00
(CM-nab) AntoMuHuMiA (KkpoBb) 920,00
(CM-nab) KpemHun (kpoBb) 800,00
(CM-nab) Kanun (kpoBb) 800,00
(CM-nab) TutaH (KpoBb) 800,00
(CM-nab) Xpom (KpoBb) 800,00
(CM-nab) MapraHeL, (kpoBb) 800,00
(CM-nab) KobanbT (kpoBb) 800,00
(CM-nab) Hukenb (kpoBb) 800,00
(CM-nab) Mbiwwbsik (KpoBb) 800,00
(CM-nab) CeneH (kpoBb) 800,00
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00000014615
00000014616
00000014617
00000014618
00000014619
00000014620

00000014621
00000014622
00000014623
00000014624
00000014625
00000014626
00000014627
00000014628
00000014629
00000014630
00000014631
00000014632
00000014633
00000014634
00000014635
00000014636
00000014637
00000014638
00000014639
00000014640
00000014641
00000014642
00000014643

00000014644
00000014645
00000014646
00000014647
00000014648
00000014649
00000014650
00000014651
00000014652
00000014653
00000014654
00000014655
00000014656
00000014657
00000014658
00000014659
00000014660
00000014661
00000014662
00000014663
00000014664
00000014665
00000014666
00000014667
00000014668
00000014671
00000013511

00000014672

00000014673
00000014675

00000014676
00000013512
00000014679
00000014680
00000014681
00000014682
00000014683
00000013513
00000014168

00000014684
00000014685

17.01.015
17.01.016
17.01.017
17.01.018
17.01.019
17.01.020

17.02.001
17.02.002
17.02.003
17.02.004
17.02.005
17.02.006
17.02.007
17.02.008
17.02.009
17.02.010
17.02.011
17.02.012
17.02.013
17.02.014
17.02.015
17.02.016
17.02.017
17.02.018
17.02.019
17.02.020
17.02.021
17.02.022
17.02.023

17.03.001
17.03.002
17.03.003
17.03.004
17.03.005
17.03.006
17.03.007
17.03.008
17.03.009
17.03.010
17.03.011
17.03.012
17.03.013
17.03.014
17.03.015
17.03.016
17.03.017
17.03.018
17.03.019
17.03.020
17.03.021
17.03.022
17.03.023
17.03.024
17.03.025
17.04.001
Y18-1

18.00.001

18.00.009
18.00.012

18.00.013
Y18-2
18.01.003
18.01.004
18.01.005
18.01.006
18.01.007
Y19
15.01.007

19.01.003
19.01.008

AHanmu3bl

(CM-nab6) MonnbaeH (kpoBb) 800,00
(CM-nab) Kagmui (kpoBb) 800,00
(CM-na6) Cypbma (kpoBb) 800,00
(CM-nab) PTyTb (KpoBb) 800,00
(CM-nab6) CsuHel, (kpoBb) 800,00
(CM-nab6) Mog (kpoBb) 1 210,00
(CM-nab) KoMnnekcHbI aHanu3 Mo4M Ha Hanuyme TOKCUYHBIX U 9CCEeHUManbHbIX

MUKpO3anemeHToB, 23 nokasatens (Li, B, Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn, Fe, Co, 3 270,00
(CM-nab) Nutunin (Mmova) 730,00
(CM-nab) bop (moya) 730,00
(CM-nab) Hatpuii (Mmoua) 730,00
(CM-nab) AntomMuHuin (Mo4a) 920,00
(CM-nab) Kpemnun (moya) 730,00
(CM-na6) Kanun (moua) 730,00
(CM-nab) TutaH (Moya) 730,00
(CM-nab) Xpom (Moua) 730,00
(CM-nab) Mapraneu (mo4a) 730,00
(CM-nab) Xeneso (mo4a) 730,00
(CM-nab) KobanbT (Mo4a) 730,00
(CM-nab) Hukenb (Mo4a) 730,00
(CM-na6) Megb (Moya) 730,00
(CM-na6) LinHk (Moua) 730,00
(CM-nab) Mbiwbsik (Mo4a) 730,00
(CM-nab) CeneH (moya) 730,00
(CM-nab6) MonunbaeH (Mouya) 730,00
(CM-nab) Kagmun (moya) 730,00
(CM-nab) Cypbma (moua) 730,00
(CM-nab) PTyTb (MOYa) 730,00
(CM-nab) CsuHel, (Mo4a) 730,00
(CM-na6) Moa (moua) 1 210,00
(CM-nab) KomnnekcHbI aHanva Bonoc Ha Hanm4ne TOKCUYHbIX U 3CCEeHLManbHbIX

MUKpoanemMeHToB, 23 nokasatens (Li, B, Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn, Fe, Co 3 390,00
(CM-nab) Nutuia (Bonocskl) 730,00
(CM-na6) bop (Bonocbl) 730,00
(CM-nab) Hatpwuii (Bonochbtl) 730,00
(CM-nab) MarHun (Bonocsl) 730,00
(CM-nab) AntoMuHuii (Bonochkl) 920,00
(CM-nab) KpemHun (Bonocsl) 730,00
(CM-na6) Kanun (Bonocel) 730,00
(CM-nab) Kanbumn obwumii (Borochbl) 730,00
(CM-nab) TutaH (Bonocsl) 730,00
(CM-nab) Xpowm (Bornocsl) 730,00
(CM-na6) MapraHeL (Bornochbl) 730,00
(CM-nab) XKene3so (Bornockl) 730,00
(CM-nab) KobanbT (Bonochbl) 730,00
(CM-nab) Hukenb (Bonochl) 730,00
(CM-nab) Megp (Bonochl) 730,00
(CM-nab) LinHk (Bonocsl) 730,00
(CM-nab) Mblwbsik (Bonochkl) 730,00
(CM-na6) CeneH (Bonocbl) 730,00
(CM-na6) MonunbaeH (Bonocbl) 730,00
(CM-nab) Kagmun (Bomnocsbl) 730,00
(CM-nab) Cypbma (Borochbt) 730,00
(CM-nab) PtyTb (BONOCHI) 730,00
(CM-na6) CsuHel, (Bonochbl) 730,00
(CM-nab6) Moa (Bonochl) 1 210,00
(CM-nab) OcceHumanbHble U TOKCUYHbIE MUKPO3NEMEHTbI (40 aneMEHTOB), HOITK 4 360,00

XUMUKO-TOKCUNKOJNOI’MYECKUNE NCCIIEQOBAHUA
MAOMA (akcTasm), meTagoHa, MeTameTaMUHOB, ONMAaTOB) U NCUXOAKTUBHbBIX BELLECTB

(amde 2 130,00

(CM-nab) BeicokocneumdnyHoe BbisiBNIeHNE HAPKOTUHECKUX 1 NCUXOAKTUBHbIX

BELLEeCTB B BONIOCAX C MX TOMHOWN naeHTudmkaumen 11 500,00

(CM-nab) Ankorosnb B Mo4e 1 820,00

(CM-nab) Kap6orngpat-gecduunTtHbin TpaHcdeppuH ( NlabopaTopHbin mapkep

3noynoTtpebnexus ankoronem) (CDT) 4 790,00
NEKAPCTBEHHbLII MOHUTOPUHI

(CM-nab) ®uHnencuH (kapbamasenuH, TerpeTon), KONM4YeCTBEHHO 3 030,00

(CM-nab) NNaMoTpuaXuHbI (MaMukTan), KonMYecTBEHHO 3 030,00

(CM-na6) Tonmpomart (Tonamakc, TonanencuH, Topearn), KOfIM4ecTBEHHO 3 030,00

(CM-nab) BanbnpoeBas kucroTa (1 ee Npou3BOAHbIE), KONMYECTBEHHO 1 460,00

(CM-nab) Tpunentan (okckapba3enuH), KoNM4ecTBEHHO 3 030,00
TrEHETUYECKWE MCCIEAOBAHUA

(CM-nab) AKTMBHOCTb MoKo30-6 dpocchataernaporeHassl 1 460,00

(CM-nab) CKpUHUHT reHeTn4Yeckux pakTopoB pucka Tpombomnmun; MmHMMansHoe

obcnenoBaHve Npy Ha3HaYeHnn opanbHbIX KoHTpauenTneos (F2, F5 - 2 Toukn) 1 820,00

(CM-nab6) Mytauun reHoB ¢onatHoro uukna (MTHFR, MTR, MTRR - 4 Toyku) 2 640,00
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00000014686

00000014688
00000014689

00000014690
00000014691
00000014692
00000014693
00000014694
00000014695
00000014696
00000014697
00000014698
00000014700
00000014701

00000014702
00000014703

00000014704
00000014705
00000014706
00000014707
00000014708
00000014717

00000014727
00000014735

00000014736
00000013514

00000014758

00000014759

00000014760

00000014761

00000014762

00000014763

00000014764

00000014765

00000014766

00000014767

00000014768

00000014769

00000014770

00000014771

00000014772

19.01.009

19.01.011
19.01.013

19.01.014
19.01.015
19.01.017
19.01.019
19.01.020
19.01.021
19.01.022
19.01.023
19.01.024
19.02.001
19.02.002

19.04.001
19.04.005

19.04.006
19.04.008
19.04.009
19.05.001
19.06.001
19.09.001

19.09.011
19.09.019

19.09.020
Y20

20.01.001

20.01.002

20.01.003

20.01.004

20.02.001

20.03.001

20.03.002

20.03.003

20.03.004

20.04.001

20.05.001

20.05.002

20.05.003

20.05.004

20.06.001

AHanmu3bl

(CM-nab) NeHeTnyeckme hakTopbl pucka npy 6GepeMeHHOCTW: TpoMBodunus,
HeBblHaWMBaHWe 6epeMeHHOCTU 1 naTonorusi pa3suTtust nnoga (F2, F5, F7, FGB,
F13A1, SERP

(CM-nab) NeHeTMYeckne akTopbl pyUcka pa3BUTUS paka MOOYHOM XXernesbl U paka
anyHukoB (BRCA1, BRCA2)

(CM-nab) NeHeTVYecKni TECT Ha NaKTO3HYH HENEPEHOCMMOCTb

(CM-nab) NeHeTnyeckne dakTopbl pucka pas3Butus cuHapomMa XKunsbepa, pucka
pa3BUTMS OCNOXHEHWUI NPU Tepanun NPUHOTEKAHOM

(CM-nab) KomnnekcHoe reHeTu4eckoe obcrnefoBaHue Ha BPOXOEHHYIO rMnepnnasuio
HaanoYe4YHUKoB (15 myTaumi)

(CM-nab) OuarHocTurka BpoxaeHHoro Memoxpomatosa (HFE: 187 C>G (H63D), HFE:
193 A>T (S65C), HFE: 845 G>A (C282Y)

(CM-nab) NeHeTnyeckne dakTopbl pUcka pa3BnTsS TPOMBOMUNNYECKNX OCIIOKHEHNN
(CM-nab) NeHognarHocTuka NepBUYHON AMYHUKOBOW HEAOCTAaTOYHOCTH

(CM-nab) NeHoTMNMpOBaHMe YyBCTBUTENBLHOCTU peLenTopa ButamvHa D

(CM-nab) NeHoTununpoBaHue reHa PNPLA3 npu HeankoronsHom Xuposon 6one3Hu
(CM-nab) NeHoTunNMpoBaHue anbga-1 aHTuTpuncuHa (S u Z annenwu)

(CM-nab) NeHoTMNMpoBaHMe Yncna X-xpoMocoMm (c-Mbl KnanHdensTepa, TepHepa,
TpomnHom X)

(CM-nab) ViccnepoBanune taktopa penpoayktusHocTn AZF (nokycel A, B, C)
(CM-nab) ViccnepgoBanne myTtaumii reHa mykosucuuaosa (CFTR - 5 nokasateneit)
(CM-nab) AHTUreHbl cuctembl ructocomectumoctn HLA Il knacc, reHoTunupoBaHue
(nokycbl DRB1, DQA1, DQB1)

(CM-nab) AHTureH cuctembl ructocoemectumoctt HLA B27

(CM-na6) Komnnekc «eHOTUNMpOBAHUE CYNpPYXECKol napbl Mo aHTUreHam
rmctocoBmectumocTu HLA |l knacca»

(CM-nab) NeHoTununpoBaHue reHoB HLA DQ ans guarHocTvky Lennakmm

(CM-na6) HLA B51 TunmpoBaHune

(CM-nab) ViccnepoBaHune kapuoTuna (KapmoTunnpoBaHue)

(CM-nab) AuarHocTrka ceMeiHON cpean3eMHOMOPCKON NMMXopaaku (nepnognyeckas
6onesHb, reH MEFV)

(CM-nab) YcraHoBneHune Ha OTLIOBCTBO/MaTEPUHCTBO (OyaT) 25 mapkepos,
(npegnonaraembliii poauTenb, pebeHok)

(CM-nab) CynebHas monekynsipHO-reHeTu4eckas akcnepTv3a Ha
OTLLOBCTBO/MATEPUHCTBO (AyaT), 25 MapkepoB (Npeanonaraemelii poguterns, pebeHok)
(CM-nab) Onpegenexune nona nnoga (c 9-on Hegenu 6epemMeHHOCTI)

(CM-nab) OnpepneneHue pesyc-thaktopa nrnoga rno kposu matepu (¢ 10-oin Hepenwu
B6epemeHHoCTH)

MWKPOBMOJOI’MYECKUE MCCIIEAOBAHUA

XXEHLLVHbI C MAEHTUMKaLME MUKPOOPraHn3mMoB MeToAom BpemsnponeTHor MACC-
cnekTpomMeTpu

YPOreHUTarnbHOro TpakTa XeHLUWHbI C aeHTUdUKaLme MMKPOOPraHM3mMoB METOAOM
BpemsinponetHo MAC

YPOreHMTarbHOro TpakTa XeHLUMHbI C aeHTUdUKaLme MUKPOOPraHN3MOB METOAOM
BpemsinponetHoi MAC

YPOreHUTarnbHOro TpakTa XXeHLUUHbI C nAeHTUdUKaLneNn MMKPOOPraHM3MoOB METOLOM
BpemsnponetHon MAC

naeHTndukaumen MMKPOopraHN3MoB MeTogoM BpemsinponetHot MACC-
cnektpometpun (MALDI-TOF) n o

naeHTudukaumen MMKpoopraHM3MoB, B T.4. kKaHaMAa, METOAOM BPEMSNPONETHON
MACC-

ngeHTndukaumen MMKPOOpraHM3MoB, B T.4. KaHauaa, MeTogoM BPeMsanporieTHON
MACC-

naeHTndukaunen MMKPOOpraHM3MoB, B T.4. KaHauaa, MeTo4oM BPeMSANpOreTHON
MACC-

naeHTudnkaumen MMKpoopraHM3MoB, B T.4. KaHAWAA, METOAOM BPEMSAMPONETHON
MACC-

(CM-nab) Moces Ha mukonnasmy u ypeannaamy (Mycoplasma hominis, Ureaplasma
species) ¢ onpegeneHneM YyBCTBUTENbHOCTM K aHTUONOTMKaM

(CM-nab) MoceB Ha MMKponopy OTAENAEMOro Apyrux OpraHoB 1 TKaHew ¢
naeHTudnkaumen MMKpoopraHMaMoB, B T.4. KaHAMAa, METOAOM BPEMSANPONETHON
MACC-cnekTpo

(CM-nab) NoceB Ha MUKPOGIOPY OTAENSIEMOro APYrMxX OPraHoB U TKAHEW C
naeHTudnkaumen MMKpoopraHMaMoB, B T.4. KaHAMAa, METOAOM BPEMSNPONETHON
MACC-cnekTpo

(CM-nab) MoceB Ha MMKpodnopy oTAENAeMOro Apyrux OpraHoB 1 TKaHew ¢
naeHTudukaumen MMKpoopraHMaMoB, B T.4. KaHAMAa, METOAOM BPEMSNPONETHO
MACC-cnekTpo

(CM-nab) MoceB Ha MUKponopy OTAENAEMOro Apyrux OpraHoB U TKaHew ¢
naeHTudukaumen MMKpoopraHMaMoB, B T.4. KaHAMAa, METOAOM BPEMSINPONETHON
MACC-cnekTpo

(CM-nab) baktepuonoruyeckuii noces Ha Mukpodnopy otgensiemoro JIOP-opraHoB ¢
ngeHTndukaumen MMKpoopraHn3MoB MeTogom BpemsnponetHon MACC-
cnektpomeTtpun (MA

Crpanuna 85

4 720,00

4 600,00
2 180,00

4 240,00
6 660,00
2 670,00
4 240,00
3 630,00
1 640,00
2 550,00
2 130,00
3 390,00
4 360,00
5 690,00

6 050,00
3 030,00

10 290,00
6 050,00
3 880,00
6 540,00

11 020,00

13 640,00

20 460,00
11 880,00

13 310,00

1490,00
1710,00
1710,00
1930,00
1820,00
1490,00
1710,00
1600,00
1930,00

1700,00

1320,00

1710,00

1 600,00

1 930,00

1430,00



00000014773

00000014774

00000014775
00000014776

00000014777

00000014778

00000014779

00000014780

00000014781

00000014782

00000014783

00000014784
00000014785
00000014786
00000014787
00000014788

00000014789

00000015633

00000014791

00000014792

00000014793

00000014794

00000014795

00000014796

00000014797

00000014798

00000014799

00000014800

00000014801

00000014802

20.06.002

20.06.003

20.06.004
20.06.005

20.09.001

20.09.002

20.09.003

20.09.004

20.10.001

20.11.001

20.12.001

20.13.001
20.15.001
20.15.002
20.15.003
20.15.004

20.16.001

20.16.005

20.17.003

20.18.001

20.18.002

20.18.003

20.18.004

20.19.001

20.19.002

20.19.003

20.19.004

20.20.001

20.20.002

20.20.003

AHanmu3bl

(CM-nab) baktepuonoruyeckuii noces Ha Mukpodropy otaensiemoro JIOP-opraHoB ¢
naeHTudnkaumen MMKpoopraHmamMoB MeToAoM BpemsnponetTHoin MACC-
cnektpomeTtpun (MA

(CM-nab) bakrepuonoruyeckun noceB Ha Mukpodropy otaensiemoro JIOP-opraHoB ¢
naeHTudnkaumen MMKpoopraHm3aMoB MeToAOM BpemsnponeTHon MACC-
cnektpomeTtpun (MA

(CM-nab) baktepuonoruyeckuii noces Ha Mukpodnopy otaensemoro JIOP-opraHos ¢
naeHTudnkaumen MMKpoopraHm3aMoB MeTOAOM BpemMsnponeTHoin MACC-
cnektpomeTpun (MA

(CM-na6) Moces Ha gudTepuitHyto nanoyky (Corynebacterium diphtheriae, BL)
(CM-nab) bakTepuornormyeckuii NoceB Ha MUKPOGITOPY OTAENAEMOro KOHbIOHKTVBbI C
naeHTudukaumen MMKPOOpraHN3MoB MeTo4oM BpemsnponetHon MACC-
cnektpomeTtpun (MA

(CM-nab) bakTepuonormyeckuii NoceB Ha MUKPOGITOPY OTAENAEMOro KOHbIOHKTVBbI C
naeHTndukaumen MMKPoOopraHn3MoB MeTogom BpemsinponetHot MACC-
cnektpometpun (MA

(CM-nab) bakTepnonornyeckuin Noces Ha MMKPOMIOpY OTAENAEMOro KOHbIOHKTUBbI C
naeHTnduKaumen MMKPoopraHn3MoB MeTogom BpemsnponetHon MACC-
cnektpomeTtpun (MA

(CM-nab) bakTepunonornyeckuin NoceB Ha MMKPOMIIOPY OTAENAEMOro KOHbIOHKTUBBI C
naeHTnduKkaumen MMKPoOopraHn3MoB MeTogom BpemsnponetHon MACC-
cnektpomeTtpun (MA

(CM-nab) Moces Ha cTepunbHOCTL ANS B3POCNbIX U AeTen cTape 12 neT ¢
onpeAeneHneM YyBCTBMTENbHOCTU K aHTUBNOTVKam

(CM-nab) baktepuonoruyeckuii NoceB Ha NMOrEHHbIN CTPENTOKOKK (Streptococcus
pyogenes) ¢ naeHTudmKaLumnen MMKpoopraHu3aMoB MeToaom BpemsnponeTtHon MACC-
cnekT

aureus) ¢ naeHTUdVKaLmen MUKpoopraHn3mMoB MeTogom BpemsnponeTHori MACC-
cnekT

MUKpOOpraHnamoB MetodoMm BpemsinponeTHoli MACC-cnektpomeTtpumn (MALDI-TOF) n
onpeaeneHnem Y

(CM-nab) ViccnepoBanune aHTureHa naménui (Giardia intestinalis) B kane

(CM-nab) ViccnepoBaHune aHTUreHa xenukobaktepa (Helicobacter pylori) B kane
(CM-nab) NccneposaHue kana Ha TokcuHbl krnoctpuauii (Clostridium Difficile) A n B
(CM-nab) Potaeupyc (obHapyxeHue aHTureHa B kane), UXI'A

KMLLEYHOW MHEKUMU (CanbMOHEeN b, LnMrensbl) ¢ onpegeneHnemM YyBCTBUTENbHOCTU
Ka

(CM-nab) baktepuonornyeckuii noces (kan) Ha Bo3byanTenemn KuWeYHom nHgekumm
(canbmoHennbl, WWUrennel) ¢ onpeaeneHMem YyBCTBUTENbHOCTY K aHTUOUOTUKaM
(CM-nab) HopmoLieHo3 kuLeYHrKa (rnakTo- u bucduaobdbakrepun)

(CM-nab) baktepuonornyeckuii MOCEB MOYU Ha MUKPOAIOPY C MAeHTUdMKaLumen
MUKpOOpraHn3moB Metodom BpemsnponeTHoli MACC-cnektpomeTtpumn (MALDI-TOF) n
onpegene

(CM-nab) bakTepuonornyeckuii NOCEB MOYU Ha MUKPOGIOPY C MAeHTUdMKaumen
MUKpOOpraHn3amoB MetodoMm BpemsinponeTHoli MACC-cnektpomeTtpumn (MALDI-TOF) un
onpenene

(CM-nab) bakTepuonormyeckuii NOCEB MOYU Ha MUKPOMIOPY C MAeHTUdMKaLme
MUKpOOpraHn3moB Metofdom BpemsinponeTHoi MACC-cnektpomeTtpumn (MALDI-TOF) un
onpenene

(CM-nab) bakTepuonormyeckuii NOCEB MOYU Ha MUKPOGIOPY C MAeHTUdMKaLme
MUKpoopraHnamoB MetogoM BpemsinponetHo MACC-cnektpometpun (MALDI-TOF) n
onpenene

(CM-nab) KomnnekcHoe uccnenosaHne MoKpoTbl. BakTepuonornyeckuin noces un
MUKpOCKONUS ¢ onpegeneHnemM koadduumneHTa kadectsa, naeHTudunkaums
MWKPOOPraHW3mMoB

(CM-na6) KomnnekcHoe nccnegoBaHvue MOKpoThl. BakTepuonoruyeckuii noces u
MUKpOCKONUS ¢ onpegeneHnemM koadduumneHTa kayectsa, naeHTndukaums
MWKPOOPraHW3mMoB

(CM-na6) KomnnekcHoe nccnefoBaHvue MOKpoThl. BakTepuonormyeckuii noces u
MWKPOCKOMUS C onpeaeneHnem koadduumeHTa kadecTsa, naeHTudnkaums
MWKPOOPraHM3MoB

(CM-nab) KomnnekcHoe nccnegosaHne MOKpOTbI. BakTepuonormyeckuii noces n
MWKPOCKOMUS C onpeaeneHnem koadduumeHTa kayecTsa, naeHTudnkaums
MWKPOOPraHM3MoB

(CM-nab) bakTepuonormyeckuii Noces OTAENSEMOro (B T.4. aHaspobbl) ¢
naeHTnudukaumen MMKPOOpraHN3MoB MeTo4oM BpemsnponetHon MACC-
cnektpomeTpun (MALDI-TOF)

(CM-nab) bakTepuornormyeckuii NoceB OTAENSEMOro (B T.4. aHaspobbl) ¢
naeHTndukaumen MMKPOopraHN3MoB MeTogoM BpemsinponetHor MACC-
cnektpomeTtpun (MALDI-TOF)

(CM-nab) bakTepuonormyeckuii Noces OTAENSEMOro (B T.4. aHaspobbl) ¢
naeHTudukaumen MMKPOopraHN3MoB MeToom BpemsinponetHot MACC-
cnektpometpun (MALDI-TOF)

Crpanuna 86

1710,00

1600,00

1930,00
1210,00

1320,00

1710,00

1600,00

1930,00

2 200,00

1210,00
1100,00

1100,00
1100,00
1320,00
1710,00

680,00

1100,00

1250,00

1210,00

1320,00

1650,00

1490,00

1820,00

1600,00

1820,00

1650,00

2 200,00

1 600,00

1930,00

2 040,00



00000014803

00000014804

00000014805

00000014806

00000014807

00000014808

00000014809

00000014810

00000014811

00000014812

00000014813
00000013515
00000014186
00000014228
00000014814
00000014815
00000014816
00000014817
00000014818

00000014819
00000014820
00000014821
00000014822
00000014823
00000014824
00000014825
00000014826

00000014827

00000014828

00000014834
00000013517
00000013539
00000014829
00000014830
00000014831
00000014832

00000014833

00000014835

00000014836

00000014837
00000014838
00000014839

00000014840
00000014841
00000014842
00000014843
00000013518

20.20.004

20.21.001

20.21.002

20.21.003

20.21.004

20.21.005

20.22.001

20.22.002

20.23.001

20.23.002

20.27.001
Y21

15.03.004
15.10.005
21.01.001
21.01.002
21.01.003
21.01.004
21.01.005

21.01.101
21.02.001
21.02.003
21.02.004
21.02.005
21.02.006
21.02.007
21.02.008

21.02.009

21.02.010

21.03.006
Y24

01.00.100
21.03.001
21.03.002
21.03.003
21.03.004

21.03.005

21.04.001

21.04.002

21.04.003
21.04.004
21.05.001

21.05.002
21.05.003
21.05.004
21.05.005
Y25

AHanmu3bl

(CM-nab) baktepuonormyeckuii NoceB OTAENSEMOrO (B T.4. aHaspobbl) ¢
naeHTudnkaumen MMKpoopraHmamMoB MeToAoM BpemsnponetTHoin MACC-
cnektpomeTpun (MALDI-TOF)

(CM-nab) MNoces asikynsita ¢ naeHTUUKaLunen MMKpOOpraHM3MoB, B T.4. KaHanaa,
meTofom BpemsnpornetHon MACC-cnektpomeTpun (MALDI-TOF) 6e3 onpenenexuns
YyBCTB

(CM-nab) MNoceB. askynsita ¢ uaeHTUMUKaLnen MUKpOOpPraHM3MoB, B T.4. kKaHauaa,
meTofom BpemsnpornetHon MACC-cnektpomeTpun (MALDI-TOF) 1 onpegenexHnem
YyBCTBYU

(CM-nab) MNoceB. asikynsita ¢ MaoeHTUUKaLnen MUKPOOPraHM3MoB, B T.4. KaHauaa,
meTofom BpemsinpornetHon MACC-cnektpomeTpun (MALDI-TOF) 1 onpegenexHnem
YyBCTBYU

(CM-nab) Moces askynATa ¢ naeHTUdKaLnen MMKpoopraHu3MoB, B T.4. KaHAnAa,
meTofom BpemsinpornetHot MACC-cnektpomeTpun (MALDI-TOF) 1 onpegeneHnem
YyBCTBYU

(CM-nab) Moces asikynaTa ¢ naeHTMdKKaLMen MMKPOOPraHn3moB, B T.4. KaHAnAa,
meTofom BpemsinponetHot MACC-cnektpomeTpun (MALDI-TOF) 1 onpegeneHnem
YyBCTBYU

(CM-nab) Moces Ha yponaToreHHyto kuLieyvHyto nanoyky (Esherichia coli) 6e3
onpeaeneHunst YyBCTBUTENbHOCTU K aHTMBUOTHKaM

(CM-nab) MoceB Ha yponaToreHHyto kuwevHyto nanouky (Esherichia coli) ¢
onpeaeneHnem YyBCTBUTENBHOCT K OCHOBHOMY CMEKTPY aHTUBUOTUKOB

(CM-nab) baktepuonoruyeckuii noces Ha CTpenTokokk rpynnbl B (Streptococcus
agalactiae) ¢ naeHTMdMKaLmen MUKpoopraHnamoB MeTogom BpemsinponeTHon MACC-
cnek

(CM-nab) baktepuonoruyeckuii noces Ha CTpenTokokk rpynnbl B (Streptococcus
agalactiae) c naeHTMdMKaumen MUKpoopraHn3amoB MeTogom BpemsnponetHon MACC-
cnek

(CM-nab) VccnepgoBaHye MMKPOBHBIX MapKkepoB METOAOM XpOMaTo-Macc-
cnektpomeTpuu (no Ocmnosy)

OBLEKITMHNYECKME MCCNEOOBAHNA

(CM-nab) BbisiBnieHre kpMcTannoB MOHOypaTa HaTpus B CUHOBUArbHOW XUAKOCTY
(CM-na6) CBoboaHble nerkue Lenu MMMyHOrnobynmHOB B MoYe

(CM-nab) Obwumit aHanu3 mMmoun

(CM-nab) AHanuns mo4ym no HeumnopeHko

(CM-nab) AHanns Mo4u nNo SUMHULKOMY

(CM-nab) 2-x ctakaHHas npoba

(CM-nab) 3-x ctakaHHas npoba

(CM-nab) Xvumuyeckuii coctaB KOHKpEMEHTa (KaMHV M3 MOYEBOTO My3bIps, NOYeK,
XXEMNYHOro ny3bIps)

(CM-nab) O6wuin aHan13 kana (konporpamma)

(CM-nab) ViccnepoBaHune cockoba Ha 3HTEPOOUO3

(CM-nab) ViccnepoBaHue kana Ha NpoCTENLLMX, SfLa reNIbMUHTOB

(CM-nab) NccneposaHue kana Ha CKPbITYIO KPOBb

(CM-nab) CopepxaHuve yrneBoAoB B Karne (B T.4. MakTo3a)

(CM-nab) MaHkpeaTuyeckasn anacrasa 1 B kane

(CM-nab) KanbnpoTekTuH (B kane)

(CM-nab) CKpUHUWHT KoropekTanbHoro paka, Tect "Colonview" (remornobuH u
remornobuH-ranTornobrMHOBLI KOMMNEKC B Kane)

(CM-nab) ViccnepoBaHuve kana Ha rMMeHonenvuaos (ALa KapvkoBOro LiernHs,
Hymenolepis nana)

(CM-nab) Mukpockonmyeckoe nccrneaoBaHne OTAENAeMOro yporeHMTanbHoro TpakTa
(uepBuKanbHbIM KaHan+Bnaranuie)

MWKPOCKOTTMYECKUE NCCINEOOBAHUA

(CM-nab) Muenorpamma

(CM-nab) Mukpockonuyeckoe nccrniegoBaHne OTAENSemMoro ypeTpbl

(CM-nab) Mukpockonuyeckoe nccnefoBaHne maska-oTrneyartka rosioBKy NonoBoro
(CM-nab) Mukpockonuyeckoe nccrefoBaHne OTAeNsIemMoro LepBuKkanbHoro kaHana
(CM-nab) Mukpockonuyeckoe uccrneaoBaHvue OTAeNsSemMoro Braranvia

(CM-nab) Mukpockonuyeckoe nccneaoBaHne OTAeNAemMoro yporeHUTanbHoro Tpakta
(uepBuKanbHbIA KaHan+Bnaranuiie+yperpa)

(CM-nab) Mukpockonmyeckoe nccrneaoBaHne HOrTeBbIX NACTUHOK Ha Hannune
naToreHHbIX rprboB, CKPUHUHT

(CM-nab) Mukpockonuyeckoe nccrnegoBaHne cockoboB KOXU Ha HanMune naToreHHbIX
rpuboB, CKPUHUHT

(CM-nab) Mukpockonuyeckoe uccrenoBaHmne Boroc Ha Harnmyme naToreHHbIX rpubos,
CKPUHWHT

(CM-nab) Mukpockonuyeckoe nccneposanue Ha [lemoaekc (Demodex)

(CM-nab6) Obwwmin aHanm3 MOKpOTbl

(CM-nab) O6wwuii aHanM3 CMHOBMATbHOW XUAKOCTU (MMKPOCKOMNMYeCcKoe
nccnefoBaHe+MakpoCKonuyeckoe nccnefoBaHne+61oxMmmnyeckoe nccnefoBaHme)
(CM-nab) Mukpockonuyeckoe uccrnegoBaHne Has3anbHOro cekpeTa (Ha 303MHOMWbI)
(CM-nab) Mukpockonmyeckoe nccneaoBaHne cekpeTa npeacTaTenbHoN xenesbl
(CM-nab) Mukpockonmyeckoe nccrnegoBaHne cekpeta NpeacTaTenbHon xenesbl B

KOMMEPYECKUE MNMPO®UITN

Crpanuna 87

2 200,00

1490,00

1600,00

1820,00

1710,00

1930,00
940,00

990,00

770,00

1 100,00
7 150,00

1820,00
1820,00
280,00
310,00
370,00
430,00
490,00

4 840,00
610,00
330,00
370,00
330,00
610,00

2 000,00

2 300,00

1340,00
370,00
390,00

3 390,00
370,00
370,00
370,00
370,00
500,00
450,00
450,00
450,00
450,00
450,00
800,00
370,00

450,00
500,00



00000014951
00000014961
00000014948
00000014933
00000014943
00000014959
00000014901
00000014902
00000014903
00000015249
00000015250
00000014938
00000014970
00000014931
00000014964
00000014955
00000014939
00000014957
00000014979
00000014949
00000014950
00000014934
00000014945
00000014941
00000014952
00000014944
00000014960
00000014971
00000014972
00000014932
00000014965
00000014940
00000014946
00000014942
00000014962
00000014935
00000014973
00000014966
00000014967
00000014947
00000014974
00000014953
00000014936
00000014954
00000014956
00000014968
00000014969

00000014980
00000014904
00000014905
00000014906
00000014937
00000014907
00000014908
00000014909
00000014910
00000014911
00000014912
00000014913
00000014914
00000014915
00000014916
00000014978
00000014918
00000014919
00000014920
00000014921
00000014922
00000014923
00000014924
00000014925
00000014976
00000015236
00000015239
00000015237
00000015238

50.00.007
50.00.016
50.00.020
50.00.023
50.00.037
50.00.044
50.00.052
50.00.053
50.00.054
50.00.085
50.00.086
50.00.087
50.00.088
50.00.089
50.00.090
50.00.091
50.00.092
50.00.093
50.00.094
50.00.101
50.00.104
50.00.106
50.00.110
50.00.117
50.00.120
50.00.122
50.00.123
50.00.124
50.00.125
50.00.126
50.00.127
50.00.128
50.00.129
50.00.130
50.00.131
50.00.132
50.00.133
50.00.134
50.00.135
50.00.136
50.00.137
50.00.138
50.00.139
50.00.140
50.00.141
50.00.142
50.00.143

50.00.195
50.00.201
50.00.203
50.00.204
50.00.206
50.00.220
50.00.221
50.00.222
50.00.223
50.00.224
50.00.225
50.00.226
50.00.227
50.00.228
50.00.229
50.00.231
50.00.239
50.00.240
50.00.241
50.00.242
50.00.243
50.00.244
50.00.245
50.00.246
50.00.257
50.00.288
50.00.316
50.00.317
50.00.318

AHanmu3bl

(CMnab) IlunmuaHeii npocurnb,6a30BbIi

(CMna6) CkpuHuHr gnabeta

(CMnab) AnarHoctuka 3abonesaHwin WUTOBUAHON Xenesbl, 6a3oBbiv
(CMnab) MNopmMoHanbHbIM NPOUIb AN KEHLUWH, pacLUMPEHHbIN
(CMna6) ObcnepoBaHue neYeHu, CKPUHUHT
(CMnab) PeBmaTonornyeckum, CKpUHUHL
(CMna6) NopmoHanbHbIn npodune, 1 dasa umkna
(CMnab6) MNopmoHanbHbIN npodunb, 2 dasa uukna
(CMnab) Knumakrepuyecknin CMHAPOM

(CMnab) NocnutanbHbIn

(CMnab) NocnutanbHbI ANst TepaneBTUYeCKoro ctaumoHapa
(CMnab) MNocnutanbHbIV 4Nst XMPYpPruyeckoro ctaumoHapa
(CMnab) Meaunatpuyeckuin, 6a3oBbin

(CMnab) Bruoxumuueckuii aHanua kposu,6a30BbIn
(CMnab) Koarynorpamma 6a3oBasi

(CMnab) AnarHoctuka octeonoposa

(CMnab6) Uccneposanne Ha TORCH-uHdeKumnm, CKpUHNHT
(CMna6) OuarHocTuka napasuTapHbix 3aboneBaHumn
(CMnab) KnuHnyeckuii aHanu3 kpoewu ¢ nemnkountapHon dopmynon (5DIFF) + CO3
(CMnab) LnTtoBmaHas xxenesa, CKpUHWUHT
(CMnab) 30opoBbe LLMTOBUOHOW Xenesbl
(CMnab) MNopMoHanbHbIN KOMNIEKC NS KEHLMH, CKPUHUHT_
(CMnab) ObcnenoBaHme NOYeK, CKPUHUHT
(CMnab6) OnarHocTuka aHeMuUmn, CKPUHUHT
(CMnab) JlunmaHbii Npodunb, pacLUMpPEHHbI
(CMna6) O6cnenoBaHve neyYeHn, pacluMpeHHbIA
(CMnab) PeBmaTonornyeckvin,paclumpeHHbIv
(CMnab) MNMeguatpuyeckuii, paclUMpeHHbI
(CMnab) YacTo 6onetowmii pebEHOK (ANMTENbHBIV Kallerb)
(CMnab) broxvmMuuecknii aHanma KpoBU, pacLUMPEHHbIN
(CMnab) Koarynorpamma pacLumpeHHas

(CMna6) TORCH-komnnekc, pacluMpeHHsbIn
(CMna6) O6cnepoBaHue noyek, pacLUMpPEHHbIN
(CMna6) AnarHocTuka aHemunn, paclUMpPeHHbIV
(CMnab) MIHCcynMHOpe3nCTEHTHOCTD

(CMna6) NopmMoHanbHbIN KOMMMEKC ANs MY>X4YUH
(CMnab) AnarHoctuka aHTMOCHONUNNAHOTO CUHAPOMA, CKPUHUHT
(CMna6) OHKonornyecknin KOMNIEKC AN My>X4uH
(CMnab) OHKonormyeckunii KOMMNEKC Ans XXEHLLNH
(CMnab) ObcnenoBaHve cepaua U cocynoB
(CMnab) MNMnaHupoBaHue 6epeMeHHOCTM (CbIBOPOTOYHbBIE MapKePhbI)

(CMnab) M36bITouHbIN BEC

(CMna6) OuarHoctmka cMHApOMa MOSNIMKNUCTO3HBIX AUYHUKOB

(CMnab6) AnarHoctuka metabonunyeckoro cuHapoma

(CMnab) AnarHocTuka ocTeonoposa, CKPUHUHT

(CMnab) OHKopUCK MY>KCKOW, MpeAcTaTenbHas xenesa

(CMnab) Puck pa3BuTus paka LLENKM MaTku

(CMnab) KnuHunyeckmin aHanus KpoBw ¢ nerkouuTapHoi gopmynon (5DIFF) + CO3
(kanunnspHas)

(CMnab) 300poBbe KEHLLUMHbI

(CMnab) lNMpoBepsiem noykmn

(CMnab) ioem B geTckui cag u LWKony

(CMnab) Komnnekc myxckvie ropMOHbI

(CMnab6) Komnnekc gns cnopTcMeHoB, 6a30BhbIN

(CMnab) Komnnekc onsi cnopTcMeHoB, cTaHaapT

(CMnab) Komnnekc ons cnopTCMeHOB, pacLUMPEHHbIV

(CMna6) Komnnekc TectoB ansi xeHwumH 40-49 net

(CMna6) Komnnekc TectoB ans xeHwuH 50-65 net

(CMnab) UHdekumn, nepepatoLimecs nonosbiM nyTem (KpoBb)

(CMnab6) Komnnekc TeCToB A4S XEHLUH cTaplie 65 net

(CMna6) Komnnekc TecToB AN MyX4uH cTapLue 65 net

(CMna6) Komnnekc TectoB Ans Myx4ynH 50-65 net

(CMna6) Komnnekc TectoB Ans MmyxuuH 41-49 net

(CMna6) CtepoungHbIin Npochusb Mo CrivoHe

(CMnab) PenpoayktusHoe nutaHune

(CMnab) BaxHble nokasatenv 30opoBbsi

(CMnab) MopMOHbI LLIMTOBUAHOW Xenesbl

(CMna6) Komnnekc TectoB Ans XeHWuH 25-35 net

(CMna6) Komnnekc TectoB Ans Myx4dnH 25-35 net

(CMnab) MOHUTOPWHI 300pOBbS pacLUMPEHHbIV

(CMna6) MOHUTOPWHT 340POBbS CKPUHUHT

(CMna6) MoHUTOpPUWHT 300poBbs 6a30BbIN

(CMnab) MNocnutanbHbIA 4Nst XMPYPrMyeckoro cTaumoHapa (Ans rocyqpexneHuin)
(CMnab) Koarynorpamma (koMnnekc no akuum)

(CMnab) MocTtkoBMAHbIN

(CMnab) >KusHb 6e3 caxapa

(CMnab6) 300poBhbii XONecTepuH
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1 100,00

850,00
1350,00
3 630,00
1 090,00

880,00
1820,00

850,00
1090,00
2 200,00

990,00
3 000,00

970,00

990,00

990,00
5 330,00
1970,00
3 030,00

450,00
1210,00
1210,00
1820,00

730,00

880,00
2 300,00
2 910,00
6 050,00
3 510,00
3 880,00
3 630,00
2 200,00
3 630,00
2 060,00
3 030,00

830,00
2 550,00
2 790,00
3 880,00
4 240,00
4 360,00
7 870,00
4 000,00
1700,00

730,00
2 420,00
1040,00
1 090,00

500,00

5 330,00
970,00
1700,00
2 550,00
4 600,00
5 090,00
7 870,00
9 440,00
11 500,00
5 450,00
15 130,00
15 130,00
10 890,00
9 080,00
13 000,00
5 450,00
2 180,00
1460,00
5 450,00
5 450,00
8 720,00
5 450,00
3 030,00
3 000,00
1650,00
2 750,00
660,00
880,00



00000014926
00000014928
00000014929
00000014930

00000014958
00000014975
00000014963
00000015242
00000015243
00000015240
00000015241
00000013519
00000013926
00000013927
00000013928
00000013929
00000013930
00000013931
00000015300
00000013520
00000013923
00000013924
00000013925
00000013505
00000014071
00000014072
00000014073

00000014074
00000014075
00000014076
00000014077
00000014078
00000014079
00000014080
00000014081
00000014082
00000014083
00000014084
00000014085

00000014086

00000014088

00000014089

00000014090

00000014091

50.01.002
50.01.004
50.01.005
50.01.006

50.01.093
50.03.001
50.04.001
50.06.078
50.06.079
50.06.080
50.06.081
Y26

10.28.001
10.28.002
10.28.003
10.28.004
10.28.005
10.28.010
50.00.353
Y27

10.27.001
10.27.002
10.27.003
Y12

12.00.001
12.00.002
12.00.003

12.00.004
12.00.005
12.00.006
12.00.007
12.00.008
12.00.009
12.00.010
12.00.011
12.00.012
12.00.013
12.00.014
12.00.015

12.00.016

12.01.002

12.01.004

12.01.005

12.01.006

AHanmu3bl

(CMnab) bbiToBble annepreHbl

(CMnab) AnnepreHbl NbinbLibl paCcTEHNUIA

(CMnab) AnnepreHbl JOMaLUHUX XUBOTHbIX

(CMnab) AnnepreHbl COpHbIX TpaB

(CMnab) AnarHocTuka napasuntapHbix 3aboneBaHuin, pacluMpeHHbIA (CbIBOPOTOYHbIE
MapKepbl)

(CMnab) MonekynsipHast AnarHOCTUKa BPOXAEHHbIX MHPEKUMI B KPOBU
(CMna6) AuarHoctuka guabeta ,6a30BbIv

(CMna6) TEPAIEBT (nepea BU3MTOM K Bpady)

(CMna6) QHOOKPUHONOI (nepen BM3UTOM K Bpady)

(CMnab6) 3poposbe kocten - OCTEOMNOPO3

(CMna6) CITABOCTb

KOMIMNEKCHBIE NCCIEAOBAHMA METOOOM T1LIP

(CM-nab) NupP-6

(CM-nab) MuP-6, konnyectBeHHO
(CM-nab) MupP-12

(CM-nab) MuP-12, konuyectBeHHO
(CM-nab) MupP-15

(CM-nab) MuP-11 (ka4)

MnupP-4

DEMO®JIOP

(CM-nab) ®emodcbnop-8 (OHK)

(CM-nab) CkpuHuHr MLP-12 (emocnop-12)

(CM-na6) ®emodcbnop-16 (4HK)

LMTONOIr’MYECKME NCCINEOOBAHUA
(CM-nab) Lutonornyeckoe nccnegosaHve otaensiemMoro Braranuiia
(CM-nab) Liutonornyeckoe uccrnegoBaHme cockoba C LWenkn MaTkm
(CM-nab) Lintonornyeckoe nccnegoBaHne cockoba ns LepBuKanbHOro kaHana
(CM-nab) Liutonornyeckoe uccrnegoBaHme CMeLLaHHOro Cockoba C LLEenKn MaTku 1
U3 LepBUKanbHOro kaHana
(CM-nab) Liutonornyeckoe nccnegoBaHvue acnmpaTa ua nonoct MaTkm
(CM-nab) Liutonornyeckoe nccnegoBaHne MOKpoTbl
(CM-nab) Liutonormnyeckoe nccnenoBaHve nneBpanbHON XUAKOCTH
(CM-nab) Lutonornyeckoe nccrnenoBaHve nepukapamnansHOm XXUaKocTu
(CM-nab) Lutonornyeckoe uccrnegoBaHme nyHKTaToOB MOMOYHOW Xenesbl U KOXU
(CM-nab) Lutonornyeckoe nccrnegoBaHue MyHKTaToB LLMTOBUOHON Xernesbl
(CM-nab) LinTonornyeckoe nccnegoBaHve NyHKTAToOB APYrMX OPraHoOB U TKaHen
(CM-nab) Lintonornyeckoe nccnegoBaHne aHAOCKONMYECKOro matepuana
(CM-nab) Liutonornyeckoe nccnegosaHne matepuvana, nony4eHHoro npu
XMPYPrMyecKknx BMeLlaTenbcTBax
(CM-nab) Liutonornyeckoe uccrnegosaHme cockobos u otneyatkoB BMC, aposun,
paH, ocagka MoYu, CBULLEN, OTAENSEMOrO
(CM-nab) Lintonormnyeckoe nccnegoBaHne cockoboB 1 OTNEYaTKOB ONyxonen u
onyxonesnaHbIX 0bpa3oBaHuii
(CM-nab) LinTonornyeckoe nccnegoBaHne aHAOCKOMMYECKOro Matepuana Ha
Helicobacter pylori
(CM-nab) XupgkocTHas umtonorust BD ShurePath ¢ aBTomaTtnsuposaHHom
cMcTemMon npocMoTpa umTonoruyeckux npenapartos BD FocalPoint GS:
VUMMYHOLIMTOXUMUYECKOE UC
(CM-nab) CKpyHWHT paka LenkM MaTku (kmakocTHas umtonorns BD ShurePath c
aBTOMaTU3MPOBAHHOW CUCTEMOM NPOCMOTPA LMTONOrMyecknx npenapatos BD
FocalPoint
(CM-nab) XuakocTHas umTonorusi BD ShurePath ¢ aBTomaTtunsupoBaHHom
cMcTeMon NpocmoTpa uutonornyecknx npenapatos BD FocalPoint GS:
VUMMYHOLIMTOXUMUYECKOE UC
6uomartepuana Levku MaTku (okpalumsaHue no NanaHukonay, TexHonorns
ThinPrep ®)
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1460,00
5 450,00
1040,00
2 670,00

5210,00
3 150,00
1760,00
1650,00
1650,00
1650,00
1650,00

1 450,00
1.800,00
2 850,00
3 500,00
3 880,00
3 000,00
1100,00

2 000,00
2 400,00
3 000,00

430,00
430,00
430,00
610,00
610,00
730,00
730,00
730,00
610,00
610,00
680,00
680,00
760,00
680,00
730,00

680,00

4 600,00

4 000,00

9 350,00

2 970,00



